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HanmeHoBaHwue nccnenosaHui
01.KOMMNEKCHbIE NCCNEANOBAHUA
01.01.0bLLIME ANATHOCTUYECKME KOMIMJIEKCbI

AHemunaA(OAK pacwmpeHHbii JIO n peTuKynountamm (BeHo3Has Kposb), CO3,
®epputnH, OXKCC, CoiBOPOTOUHOE Xene3o, TpaHcdeppuH, ButamuH B12, donatbi)
AHTUdochonmMnuaHsbit cuHapom(AT K docdonnnuaam IgM (kon.), AT K
dochonunuaam IgG (kon.), AT K KapauoaunuHy (kon.), AT K npoTpombuHy (kon.),
Bo/NYaHOYHbIM aHTUKOAryNaHT, AT K 6eTa-2-rnMkonpoTenHy (kon.))

Buomapkepbl pyHKLMOHANBHOM CNOCOBHOCTM NeYeHu(pacmpeHHblt) (Anboa-2-
MaKpornobynuH, FantornobuH, AnonmnonpotenH Al, famma-IT, BuanpyouH O,
ANT, ACT, Tpurauuepugbl, X-0, [noko3a)

Buomapkepbl PyHKLMOHANBHON CNOCOBHOCTU NeYeHU(CKPUHUHT) (Anbda-2-
MaKpornobynuH, fantornobun, AnonvnonpotenH Al, Famma-I'T, BunmpyouH
obwuin, A/IT)

BUOXMUA PACLUMPEHHAA(Mntoko3a (dpTopma), TNMKMpPOBaHHbIM remornobuH
(HbAlc), CbiBOpoTO4HOE Keneso, AnaHMHamuHoTpaHcdepasa (A/IT),
AcnapTatammHoTpaHcdepasa (ACT), BunnpybuH oblwmii, XonectepuH obwmi,
Tpurnnuepuabl, O6wmii 6enok, KpeatuHuH, MoyesnHa, Mo4yeBas KMCNOTa,
docdarasza weénoyHas, lamma-IT, AMunasa, AnbbymuH, JlaktataerngporeHasa
(NnAr), Kanwuin (K+), Hatpuit (Na+), xnopuabl, Kanbumin 06umin)

Buoxmmusa 6azosan(06w,. 6enok, KpeatnHuH, XonectepuH, MovesuHa, MNiokosa,
ANT, ACT, BunnpybuH o6, CbiBOPOTOYHOE Keneso)

BbinageHue Bonoc(ckpuHuHr) (Kanbumii 0bw, LUnHk, TTT, CbiBOpOYHOE Keneso,
CeneH (Kposb))

TEMOCTA3MOTPAMMA(Koarynorpamma) (A4YTB, AHTUTPOM6WUH Ill, TpombuHOBOE
Bpems, ®ubpuHoreH, NMpoTpomb. spems u NMpotpomb. nHaekc, MHO, AYTB)
FocnutanbHbId Komnaekc(AT n AT kK BUY 1/2, Cuduaunc cym. AT (IgG v IgM), Tenatut
B, HBs Ag, l'enatut C, anti-HCV cymm.)

FOCMUTAJIbHbINA KOMIMJIEKC PACLLUMPEHHbIN(06Wwumit aHann3 Kposw ¢
neikounTapHoit popmynoir, CO3, AT n AT K BUY 1/2 (CKpuHMHT, Kau.), Cudunnc
cym. AT (IgG u IgM) (kau), Fenatut B, HBs Ag (kau), Ffenatut C, anti-HCV cymm. (Kau),
lpynna Kposu, pesyc-dakTop, MNoKko3a (dbTopua), FMKMpoBaHHbIM reMornobuH
(HbAlc), ®nbpuHoreH, MHO (+NTB 1 NTW), Obwwit 6enok, KpeaTuHuH, MouyeBuHa,
XonecrepuH o6wmin, bunmpybuH obwmin, AnaHnHamuHoTtpaHcoepasa (ANT),
AcnapTatammHoTpaHcdepasa (ACT), Kanuii (K+), HaTpuit (Na+), xnopuabl.
ExxerogHoe npodunaktnyeckoe obcneposanue(renatut C, A/IT, ACT, bunvpybuH o.,
KpeaTuHuH, MouesuHa, [noKosa, Fenatut B, AT u Al kK BUY 1/2, XonectepuH o.,
OAM, CO3, OAK c N1®, Cuduauc)

MBC(daKTopbl pycKa u neyenne)(FNnKMpoBaHHbIM remornobun (HbAlc),Mnoko3a
(dTopmna),UHaekc ateporeHHoctu (XC ob6wwmid, INBM),Kanuii (K+), HaTpuin (Na+),
xnopuabl, MHO (+MTB n NTU),KpeatnHnH, MouyeBnHa, XonectTepuH-
JIMHMN,XonectepuH-J1MNBII.

JIunugHsbii Komnaekc(anarHocTmka atepockaeposa) (MHaekc ateporeHHoctm (XC
o6wwmit, INBM), XonectepuH-/1MNHM, Xonectepun-/INMOHN (B Tom Yncne
TpUrAnUEpPUabI))

MEPUATE/NIbHAA APUTMWA(XonectepmH-/INOHI (B Tom umncne
Tpuranuepuapt),XonectepuH-SINHM,MoyesuHa,KpeaTHuH,MHO (+MTB n
MTW),Kanuit (K+), Hatpuit (Na+), xnopuabl,Mo3roson HaTpuitypeTuieckunin nentma,
(NT-proBNP),D-aumep)

MeTabonnueckuii npodunb(C-nentna, Koptmnson, MNiokosa (dropua),
MHa.ateporeHHoctu (XC obwwmin, INBM), UHcynnH, X-1NHM, NenTtuH, T4 cB., X-
JINOHN (B T.4. TpUrAnuepuast), TTT)

OcTeonopo3(Kanbunin 06Wwnin, KanbLumnin MOHU3MPOBaAHHbLIN (Ca++), OCTUOKANbLMH,
napatropmoH, pochop HeopraHuyeckuit, B-cross laps, MU (pasosas moua)
MeueHb(ANIT, ACT, docdatasa wenoyHasn, bunvpybur Henpamoii, Flamma-IT,
XonectepuH obw, O6wmii 6enok, Mpot. Bpem., MpoT. UHAEKC)

MoarkenypouHas Kenesa(Amunasa naHkpeaTuyeckas, [tokosa, Konporpamma,
Jlnnasa)

Moykn(06wmit aHanms moun, Pochop HeopraHuyeckuii, Kanuii (K+), Hatpuii (Na+),
Xnop, MarHuii, KpeaTuHuH, MoueBuHa, (PeKomeHayeTca aHaM3 MoYm no
HeunnopeHko, Y3 nouyek)

PesmaToungHsbiit apTpuT(OAK c /Id, CO3, AC/I0, C-peakTuBHbI 6enok,
PesmatounaHsbiit daktop, AHTUTENa CCP)

CpoKu,
OHU

LleHa, py6.

3450

4600

3450

2760

2880
1960

2070

1440

1500

5180

3680

2530

810

5750

4720

4600
2070

1090

1210

4030



FMT.27.93.

FMT.27.54.

rMT.27.57.

FMT.27.92.

FMT.27.21.

fMT.27.113.

FMT.28.151.

MT.28.153.

[MT.28.152

MT.27.5.
MT.28.482.

FMT.28.104.

FMT.27.73.

IMT.27.74.

IMT.27.41.

MT.27.11.

FMT.28.94.

[MT.28.93.

MT.28.95.

MT.28.107.

MT.28.108.

MT.28.96.1.

CaxapHbiii anabeT(AT K MHCyNuHY (Koa.), AT K 6eTa-Kn1eTkam NoAasKenya04yHoM
*enesbl (kon.), AT-GAD (kon.), UHcynuH, Fntoko3a, TMKMPOBaHHbIN remornobuH
(HbA1c))

CaxapHblii anabeT(cKpuHUHr) (FoKo3a, MnKnpoBaHHbIN remornobuH (HbAlc),
WHcynuH, C-nentua)

CyctaBbl(AC/10, C-peakTuBHbI 6enok, PeematonaHsbiit pakrop, CO3, Mouesas
Kucnota, O6WwMin aHaNn3 KpoBU ¢ NeiikoumTapHoi dopmynoii (18 napameTpos)
Lenunakus (AT K ranaguny IgA (kon.), AT K ranaguny 1gG (kon.), AT K sHaoMM3MIO IgA
1 1gG (Kauy.), AT K peTukyaunHy IgA 1 IgG (Kau.))

LLinToBnaHan xenesa(T4 cs, T4 o6wumid, T3 cB, T3 0bwmid, TTT (TupoTponuH), AT-
TNO, AT-TT.)

BUOXUMMUA(O6wuin 6enok, AnaHuHammHoTpaHcdepasa (A/T),
AcnapTatammHoTpaHcdepasa (ACT), bunnpybuH obwmii, KpeatuHunH, MoyeBuHa,
XonectepuH 06w, CbiIBOPOTOUHOE KeNeso)

OEDULMT NOLA(KAMHUYECKNI aHANNU3 KPOBM C NelikouuTapHoii popmynoii u CO
(c MMKpocKonMel masKa KpoBM NP BbISBIEHWM NATONOTMUYECKUX U3MEHEHW)
(BeHO3HaA KpoBb), Moz, (KpoBb))

MWHEPANbI 414 340POBbA(Kanbumin 06wmin, MarHuii, ®ocdop HeopraHUYeckmit)

AKTUBHOCTb BUTAMMHOB(25-OH BuTtamuH D (25-OH vitamin D, 25(0OH)D, 25-
hydroxycalciferol, BuTamuH B12, akTMBHbIN (x0N0TpaHCcKobanammuH), SpUTPONOITUH)

LLntoBuaHas kenesa(T4 cs, T3 cB, TTI (TupoTponuH), AT-TNO, AT-TT)

ButamuHbl KpacoTsl (A, E, D, B9, B12)

01.02.MATHOCTUKA VIHdJEKLI.VIVI

TORCH-UH®EKLUU(BUpyc npocToro repneca 1 1gG (kon), Bupyc npocToro repneca 1
IgM (n/kon), Bupyc npocrtoro repneca 2 IgG (kon), Bupyc npocroro repneca 2 IgM
(n/kon), KpacHyxa IgG (Kon), KpacHyxa IgM (n/konuu), Tokconnasma IgG (kon),
ToKconnasma IgM (kon), uutomeranosupyc IgG (n/kon), umtomeranosupyc IgM
(n/kon))

MUP-10 kayects(ma3ok/moua/cnepma)(Xnammaua Tpaxom, Ypeannasma ypean.,
Mwukonnasma reHut, Mukonnasma xom, NapgHepenna sar., TpUXxomoHac BarMHanuc,
Kananaa anbbukaHc, Heliccepua roHopew, Bupyc npocrtoro repneca 1/2,
Liutomeranosmpyc)

MUP-10 konunu. (ma3ok/moua/cnepma)(MeTog, Real-Time)(Xnamuama tpaxom,
Ypeanna3ma ypean., Mukonnasma reHut, Mukonnasma xom, lapaHepenna Bar.,
TpuxomoHac BarmHanuc, KaHguaa anbbukaHc, Heiticcepusa roHopewu, Bupyc npocTtoro
repneca 1/2, Liutomeranosupyc)

MUP-12 konwnu. (Ma3ok) (Metopg, Real-Time) (Xnamuana Tpaxomatuc, Ypeannasma
ypeanntnukym, Mmnkonnasma reHutannym, Mukonnasma xomuHuc, NapaHepenna
BarMHanunc, TPUXOMOHa3 BarmHaamc)

MUP-12 KayecTs.(ma30K)(Xnamugus Tpaxom, Ypeannasma ypean, Mukonnasma
reHuT, Mmnkonsiasma xom, MapgHepenna sar, TpuxomoHac Bar, Heliccepusa roHopewu,
KaHpmpa anbbukaHc, Bupyc npoctoro repneca 1,2, BMY Tun 16, BMNY Tun 18,
Liutomeranosmpyc)

MUP-13 + KBM KonnyectBeHHbIV(Bupyc npocToro repneca 1,Bupyc npoctoro
repneca 2,BMY Tun 16,BMNY Tun 18,MapgHepenna BarnHanuc,KaHanga
anbbukaHc,Mukonnasma xomunuc,Heccepus roHopeun, TpuxomoHac
BarMHanAuc,Ypeansiasma ypeanutnkym, Xnammama Tpaxomatuc ,Liutomeranosmpyc)

MLP-13 KauyecTBeHHbIN(Bupyc npocTtoro repneca 1,Bupyc npocrtoro repneca2,BMNy
Tun 16,BMNY Tun 18,fapaHepenna BarMHanuc,KaHanga anbbrkaHc,MuKkonnasma
xoMuHuc,Mukonnasma reHutannym,Heiccepua roHopen, TpuxomoHac
BarvHanuc,Ypeansiasma ypeanutukym,Xnamumaus tpaxomatuc,Llutomeranosupyc)
MNUP-14 ANA KEHWWMH(NLP-13 + naktobakTepmm) KonmuecTBeHHbI((Bupyc
npoctoro repneca 1,Bupyc npoctoro repneca 2,BMY Tun 16,BMNY Tun
18,MapaHepenna BarmHanuc,KaHauaa anbbmkaHc, Mukonnasma
XOMUHUC,Heliccepus roHopen, TPUXOMOHAC BarHaauc,Ypeanaasma
ypeanutukym, Xnamuansa Tpaxomatuc ,Liutomeranosupyc,/laktobakrepum)

MLP-4 BUPYCbl(aHann3 masKa) KauecTBeHHbIW(Bupyc npocToro repneca
1,2,Untomeranosupyc ,BMNY Tun 16,BMNY Tun 18 (kau.))

MNUP-4 BUPYCbl(aHann3 masKka) KonndectBeHHbI(Bupyc npocTtoro repneca
1,2,Unutomeranosupyc ,BMNY Tun 16,BMY Tun 18 (kau.))

MNUP-4 UMMM natoreHbl(@aHann3 maska) KayecTBeHHbIN(MuKonaasma reHuTaanym
,Helccepusa roHopen , TpMXOMOHAC BarMHaANC, Xnamuana TpPaxomMaTuc )
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MT.28.97.1.

[MT.28.96.2.

MT.28.97.2.

MT.28.99.1.

MT.28.98.1.

MT.28.98.2.

MT.28.99.2.

IMT.27.40.1.

FMT.27.10.
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FMT.27.75.

IMT.27.109.1.
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IMT.27.6.
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MT.27.82.

MT.27.80.

rMT.27.77.

MT.27.78.

IMT.27.79.

MUP-4 UMMM naToreHbl(aHanM3 maska) KoanyectTBeHHbI(MuKonaasma reHuTaanym
,Helccepusa roHopeun , TpMXOoMOHaC BarMHaAMC, Xnamuana TpaxomaTuc )

MLUP-4 UMMM naToreHbl(aHanM3 Mmo4n) KauecTBeHHbIM(MuUKONIa3Ma reHuTannym
,Helccepusa roHopeun ,TpMXoMOHAC BarMHaAMC, Xnamuana TpaxomaTuc )

MLUP-4 UMMM naToreHbl(aHanM3 Moyuu,) KoNMYeCcTBEHHbIA(MWKONAA3Ma reHUTaanym
,Helccepusa roHopen , TpMXOMOHAC BarMHaANC, XNamuansa TpaxomaTuc )

MLUP-4 UMMM ycnoBHble NaToreHbl(aHann3 maska) KoaudectseHHbi(KaHamaa
anbbuKaHc,fapaHepenna sarnHanmc,MuKonaasma XommHuc,Ypeanaasma
ypeanuTukym)

MLP-4 UMMM ychoeHble NaToreHbl(aHann3 maska) KayecteeHHbI(KaHanaa
anbbukaHc,fapaHepenna sarnHanmc,MuKonaasma XommHuc,Ypeanaasma
ypeanuTukym)

MLP-4 UMMM ycnoBHble NaToreHbl(aHann3 moun) KadecTseHHbI(KaHamaa
anbbuKaHc,fapaHepenna sarnHanmc,MuKonaasma XommHuc,Ypeanaasma
ypeanuTukym)

MLUP-4 UMMM ycnoBHble NaToreHbl(aHann3 Mo4n) KonndecTseHHbI(KaHamaa
anbbuKaHc,MapaHepenna sarnHanmc,MuKonaasma XommHuc,Ypeanaasma
ypeanuTukym)

MUP-6 Konwnu.(maszok) (Metog Real-Time) (Xnamuama Tpaxomatuc, Ypeannasma
ypeanutukym, Mukonnasma reHutanmym, Mukoniasma xomuHuc, FapaHepenna
BarMHanunc, TPUXOMOHa3 BarmMHanuc)

MLUP-6 kauecTs.(Ma3ok/moua) (Xnamunama TpaxomaTuc, Ypeansiasma ypeaautnkym,
MwuKonsiasma reHutannym, Mukonnasma xommHuc, FrapaHepenna BarmHanuc,
TpUXoMOHa3 BarMHanuc)

MLP-8 KauecTB.(Ma3ok/moua) (Xnamuams TpaxomaTuc, Ypeaniasma ypeaautmkym,
MwuKonnasma reHutanmym, Mmkonnasma xommHuc, lNapaHepenna sarmHanauc,
TpuxomoHac BarmHanuc, KaHaunaa anbbukaHc, Heliccepusa roHopen)

MLUP-8 Konuy.(mazok/moua) (Metog Real-Time) (Xnammaua TpaxomaTtuc,
Ypeannasma ypeanutnkym, Mukonnasma reHutannym, Mmkonnasma XommMHUC,
FapaHepenna BarvHanuc, TpuxomoHac BaruHanuc, KaHguaa ansbukaHc, Heiccepusn
roHopeu)

01.03.01A KEHLWNH

CHECK-UP Nel /14 }EHLLUWH(aHanun3 kposw)(Fenatut C, Cudpwnauc, Frenatut B, AT u
AT K BUY %, ANT, ACT,InMKupoBaHHbIi1 remornobuH (HbAlc),Mnokosa, TTI T4
cB060AHbIN,CbiB.}KeNe30, KpeaTuHuH, MoyeBuHa,AnbbymuH, IMT,docdop Heopr,
NAr, Kanbumii O,Xonectepun obwy,, X-/IMHN/NNOHM, Bunvpybux obw, buanpybumn
npaAmoi,KpeatnHknHaza,MHO, dubpuroreH,0AK c J1d+CO3,C-peak.6enok, Anbda-
deTonpoTenH, AHTUreH NIOCKOKAETOYHOM KapumuHombl (SCCA),P3A, CA 19-9,CA 15-

3CA125,CA72-4)
CHECK-UP Ne2 /1 EHLWH(aHann3 maska)(lMHeKoNormyecknini Masok Ha

dnopy,/lakTobakTepum (koamy.),Bupyc npocrtoro repneca 1,2 (koamy.),BMY Tunel 16,
18 (kau),*KugKoctHas untonorua,KaHanaa anbbmkaHc (konmy.),FapgHepenna
BarMHanuc (Kkoamy.),MuKkonnasma XommHuc (Koauy.),Mukonnasma reHuTaanym
(Konuu.),Heiccepus roHopen (Kosmd.), TpMXomoHac BarmHaamnc
(Konunu.),Ypeannasma ypeanautukym (Konmy.),Xnammamsa TpaxomaTmc
(konuu.),Untomeranosupyc (Konmy.).

AZpeHoreHWUTanbHbI KomnaeKkc(M36bITOK MyXKCKMX TOPMOHOB Y JKEHLLMH)
(TectoctepoH, Kapauzon, 17-OH-nporectepoH, [rA-S)

*KeHckune ropmoHbl(ntoTenHosas ¢asa) (dcTpagmon, NMporecTepoH)

eHckue ropmoHbl(meHonaysa) (TTI, T4 ceoboaHbii, DCI, ctpagmon)

eHckue ropmoHbl(ponnurynapHas dasa)(PCr, /T, MponaktuH, dctpaguon, ArA-S,
TectoctepoH, 17-OH-nporectepoH, TTI, T4 cB, [No6ynuH, CBA3bIBAIOLLMIA NONOBbIE
rOPMOHbI)

O6cneposaHue npu 6epemenHHocTy (1 Tpumectp)(BMY 1/2,Men B,C, RW,0AK ¢
No+C0O3, 0.6enok, KpeatnHuH, MouesuHa, X-0O, Mnokosa, ANT, ACT, bunnpy6.0,
Bup.np.repn. 21gG,lgM, LUutomer.sup.IgG,lgM, Tokconn.IgG,IgM, KpacHyxa IgG,IgM,
dakTop AYTB, AHTUTPOMBMH lIl, Tpomb6.Bp, PnbpMHoreH, MHO,D-anmep,0AM,
'MH.Mma30K Ha ¢, Uccnen.cockobos ¢ LM u LK, CbiB.xkeneso, Mp.Kkposu)
O6cnepoBaHune npu bepemeHHocTH (2 TpumecTp)(OAK c 1P, CO3, OAM)
O6cnegosaHme npu 6epemeHHocTy (3 TpumecTp)(BMY 1/2,en B,C,RW, OAK c
NId+CO3, 0.6enok, KpeaTuHuH, MouesuHa, X-O, Mtoko3a, AT, ACT,BuanpybuH O,
CbiB.>)Xeneso, AYTB, AHTUTPoMOUH I, Tpomb.8p, PrMbpUHOreH, MHO,D-gumep,
OAM, TMH.Ma30K Ha ¢)
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[MT.28.103.

FMT.28.3.

fMT.27.110.1.

MT.27.110.2.

FMT.27.84.

IMT.27.62.

FMT.28.119.

MT.28.105.

MT.27.99.1.

fMT.27.70.1.

MT.27.70.2.

FMT.27.49.

IMT.27.47.

OHKOMapKepbl 411 KeHWMH(npodunakTMueckoe obcnesosanue)(Anbda-
dbeTonpoTenH,AHTUTEH NNOCKOKNETOUHOM KapunHombl (SCC),P3A,CA 125,CA 15-3,CA
19-9,CA 72-4).

NPOPUNAKTUKA PAKA MOJTIOYHOW XKEJE3bI (P3A, BRCA1L: 5382 InsC, 4153DelA,
A1708EN, Argl699T, BRCA2: 6174DelT, Asn372Hi)

01.04.0189 MYX4YUH

CHECK-UP Nel 411 MYKYUH(aHanus Kposu)(O6Lwmit aHanms Kposu ¢
nekounTapHoit popmynoin u CO3,AT n AT K BUY 1/2 (CKpUHUHT , Kauy.)lenatuT B,
HBs Ag (kau)lenatut C, anti-HCV cymm. (Kau),Cudunuc cym. AT (1gG u IgM)
(kau),Mnoko3a (pTopua),FNmnKknposaHHbI remornobund (HbAlc),TTI, T4
c8,A1IT,ACT,lamma-IT, 14T, KpeaTuHknHaza,bunmpybun obwmin, bunnpybun

npamou, XonectepuH-J/1NMHMN,XonectepuH-/INBIM,XonectepuH obwmin,061wmin
6enok,AnbbymunH,KpeatnHuH, MouyesnHa,CbiBOpoTOUHOE Keneso,dnbpuHoreH, MHO
(+MTB v NTU),Kanbuuit 06wmin,Kanuii (K+), Hatpuit (Na+), xnopuabl,Pocdop
HeopraHunyeckuii,C-peakTneHbIl 6enok ,06wuin NCA ,CBoboaHbIl MCA,PIA,CA 19-
9,CA 72-4,Anbda-detonpotenH ,Cyfra 21-1 (HEMeNKOKNETOUHbIN paK Nerkmx)

CHECK-UP Ne2 A/11 MY*YUH(aHanm3 moum)(O6Lwmit aHanns3 mounm MeTogom
NPOTOYHOM LUTODNYOPUMETPUM (BBICOKOUYBCTBUTENBHBIN TecT),Cyfra 21-1 8
moue,Bupyc npoctoro repneca 1,2 (Konuy.),fapaHepenna BarMHanmnc
(konuu.),KaHouaa anbbrKkaHc(konuny.), Mukonnasma reHuTannym)
(Konunu.),Mukonnasma XomuHuc (Konwuy.),Heliccepusa roHopen (Konamud.), TpuxomoHac
BarvHanuc(Konauy.),Ypeannasma ypeaautukym (Konud.),Mukonnasma reHUTanuym
(Konuu.),Xnammuama Tpaxomatuc(konuy.),Llutomeranosmpyc (Konmu.).

Myckue ropmoHbl(PCT, 1T, NponaktuH, Fo6yaunH, CBA3bIBAIOLWMIA NONOBbIE
ropmoHbl, iurnapotecroctepoH, TectoctepoH, CBO60AHbIN TECTOCTEPOH,
cTpagmon)

OHKOMapKepbl 418 MyKUMH(NpodunakTuueckoe obcnegosaHue)(Anbda-
detonpotenH (neyeHs), CA 19-9 (NnoaxenygouHas skenesa, NpAmas U CUrmoBuaHas
KULWKa), PIA (ToncTas KULWKA, Npsaman Kuwka), Obwwmii MCA, CBoboaHbii NCA, CA 72-
4 (»kenynok), Pacyet cootHoweHusa MCA ceo6oaHbIN/TICA 06wimin)

01.05.0/1A OETEN

CHECK-UP Nel A/11 NOAPOCTKOB(aHanu3 kpowu)(O6LwmMii aHanM3 KpoBu
paclmMpeHHbIN ¢ nelikounTapHoit popmynoit n CO3,06wmi
6enok,KpeaTMHuH,MoueBurHa, XonectepumH obwmid,Mntokosa
(dTopma),MnnkmMposaHHbIi remornobun (HbAlc),ANT,ACT,lamma-I'T,Buanpy6un
Henpsamo#n (Buampybux npamoi, BunnnpybuH obwmnin),OXKCC ,TTI, Kanbumin
06umit,(25-OH ButamuH D cymmapHbliit (25-OH sutammd D2 n 25-OH sutamutH D3,
06wmit pesynsbtaT), TectoctepoH, /1T, dCr,3ctpagmon,17-OH-nporectepoH,ArA-S.)

ExxerogHoe obcnenosaHue pebeHka(A/T,ACT,Mntoko3a (dTopua),MNMKMpoBaHHbIN
remornobuH (HbAlc),KpeatnHuH,MoyeBunHa,(O6wWwmit aHann3 KPOBU pacLMPEHHbI
¢ nenkoumTapHoin dopmynon n CO3,CoiBopoToUHOE Keneso,TTI Kanbunit
obwmin,docdatasa wenoyHasn, XonectepuH obwmi,061wmin 6enok,0AM,bnampybumH
Henpsamo#n (Bunnmpybux npamoin, BunnnpybuH obwmin),Konporpamma,Cockob Ha
3HTepobmos.)

3[10POBbI PEBEHOK(BeHO3Has KpoBb)( KAMHUYECKMit aHann3 KpoBM ¢
neikoumTapHoii popmynoit u COI (c MUKPOCKONUEN Ma3Ka KpOBU NpU BbiABAEHWUM
NaToONIOrMYECKMX U3MEHEHWIA),06LWLMI1 aHaIU3 MOUN.)

AHanusbl N5 4ETCKOro caja, WKObI, AETCKOro nareps (BeHo3Has KpoBb).(06Lwmit
aHaNU3 KPOBMU C NleiiKoumTapHoi Gopmyoii BeHo3Has KpoBb+COD,061wwmii aHanm3
MOYMU, ANLA reNIbMUHTOB, UCCe0BaHNE COCKoba Ha aHTepo6MO3)

AHanu3bl 4N AETCKOro Caja, LWKOAbI, AETCKOro nareps (Kanua.kposb)(o6Lwuii
aHaNn3 KPOBM C lelKoumMTapHon Gdopmynoi BeHo3Has KpoBb+COI,06wWwuit aHanus
MOUYM, ANLLA FTe/IbMUHTOB, UCCef0BaHME COCKOba Ha aHTepobMO3)

01.06.©UTHEC KOMMNNEKChI

GUTHEC KOHTPO/1b CMTOPTUBHOIO MUTAHUA(ANT,(ACT,BunmpybuH
o6wwmin,Fnoko3a (dTopug), KpeatuHun, /T, NMponaktuH, TectoctepoH, OCT,
AcTpaguon, Obwmit 6enok, O6wmit 6enok).

®UTHEC MOHUTOPWHTI(25-OH BuTamuH D cymmapHbiit (25-OH sutammH D2 u 25-
OH ButamuH D3, 0bwuit pesynbTaT), IcTpaguon, NpPonakTuH,
TecToctepoH,/1T,OCI,TTT, UHAeKe aTeporeHHocTH (XC o6wmit, JIMBM),XonectepuH-
JINOHN (8 TOom uncne Tpurnuuepuasl),Mouesas kucnota,XonecrepuH-JMNHM.
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fMT.3.1.1.

MT.3.4.

fMT.3.9.1.

fMT.3.9.2.

MT.3.3.1.

MT.3.5.1.

MT.3.6.1.
'MT.3.6.2.

'MT.3.8.1.

FMT.3.8.2.

MT.3.7.1.

MT.3.7.2.

FMT.9.3.
FMT.9.4.
MT.10.1.
FMT.9.2.
FMT.9.1.

MT.21.12.
MT.21.11.
MT.21.6.
FMT.21.2.
MT.21.14.
IMT.21.7.
MT.21.3.
FMT.21.13.

fMT.21.10.

IMT.21.5.
MT.21.21.

MT.1.3.
MT.1.3.1.

FMT.1.64.1

MT.1.2.
FMT.1.53.
MT.1.641.1.
FMT.1.641.2.
MT.1.4.
fMT.1.4.1.
MT.1.52.
FMT.1.52.1.
[MT.1.5.
MT.1.5.1.
FMT.1.1.
fMT.1.1.1.

MT.1.103.

02.0BLLEKNUHUYECKUE NCCNELOBAHUA
02.01.0BLLEKTNHUNYECKUE MCCNEAOBAHUA KPOBU
02.01.01.06wmi1 aHanM3 KpoBU

O6wmit aHanu3 Kposu 6e3 nenkouuTapHom GopmMysibl BEHO3HAA KPOBb
O6LWwMit aHaNM3 KPOBM PACLUMPEHHbIN C IelKoLMTapHON Gopmyion 1
PETUKYNOLMTaMM (TOSIbKO BEHO3Han KPOBb)

KAnHMYecKunit aHanns KpoBu C eikounTtapHoi popmynoit n COI (c muKpocKonuei
Ma3Ka KpoBW Npu BbIABJEHMM NATONOTMYECKMX U3MEHEHMI) (BEHO3Han KPoBb)

KAnHMUYecKunit aHanns KpoBu C eikounTtapHoi popmynoit n COI (c muKpocKonuei
MasKa KpOBW Npu BbIABAEHMMW NAaTONOMMYECKMX U3MEHEHMI) (KanuanapHasa KpoBb)
02.01.02.CO3

CO3 no BecteprpeHy (BeHO3Has KpoBb)

02.01.03./1eMikouuntapHan popmyna

NelikounTtapHan popmyna c 0683aTeIbHON «PYHHON» MUKPOCKONMEN Ma3Ka KpoBM
(BEHO3Han KpoBb)

02.01.04.PeTuKynoumthl

PeTuKynoumMTbl BEHO3HAA KPOBb

PeTukynouuTbl (KanuanapHas KpoBb)

02.01.05.00n0nHUTENbHbBIE UCCNEA0BAHMA K 0bLLEeMY aHaNn3y KpOBU
OnpegaeneHne NPOLLEHTHOIO COAEPIKAHNA MOHOHYK/1IeapOoB B KPOBY (BEH. KPOBb)
(HasHauaTb BmecTe ¢ "OAK")

OnpegeneHne NPOLLEHTHOIO COAEPKaHNA MOHOHYK/1IEAPOB B KPOBM (Kanua.KpoBb)
(Ha3HayaTb BmecTe ¢ "OAK")

Moacuet TpomboumToB No metony PoHUO (BEH. KPOBb) (Ha3HayaTb BMecCTe C
"OAK")

MNoacuet TpomboumToB No metogy PoHMO (Kanun.KpoBb) (HasHayaTb BMecTe ¢
"OAK")

02.02.0BLLEKTNHUYECKUE MCCNELOBAHUA MOYM

2-x CTakaHHan npoba

3-X CTaKaHHaA npoba

AHanN3 MoYU NO 3UMHULLKOMY

AHanuns moun no HeunnopeHko

O6wmit aHan13 moum

02.03.0BLLEKTUHUYECKUE NCCNELOBAHUA KAMA

BaacToumcTbl

'MmeHonennaosbl

WccneposaHme cockoba Ha aHTepobmo3

Konporpamma

JIeHTOuYHble Yepsu

MpocTeliwmne

CKpbITan KpoBb

CTpoHrunonapl

Tect «Colon View Hb 1 Hb/Hp» Ha cKpbITyto KpoBb B Kane (obHapyxeHue
remorno6uHa uam Komnsiekca remoranobuHa/rantornobuHa B Kane)

Aua renbMUHTOB

CkpbiTan KpoBb (FOB Gold), kan, kKon.

03.BMOXUMUNYECKUE NCCNELOBAHMA

03.01.6MOXUMUYECKUE MCCNEAOBAHNA KPOBU

03.01.01.benkoBbili 1 aMUHOKUCIOTHbIV 06MeH

ANnbbymuH

AnbbyMuH (Kanun.KpoBsb)

AHaNU3 KPOBM Ha CoAepIKaHNEe HE3AMEHUMbIX aMUHOKMCAOT (16 nokasatenen -
acnapruHoBas, TPEOHWH, IYTaMWHOBAA, IULUMH, aNaHWH, CEPWH, BaIMH, METUOHUH,
neny,

Bbenkosble ¢ppakumm B T.4. O6WMit 6enok

FomoumcrenH

KomnieKcHbIW aHann3 Ha aMMHOKMCNOTbI (32 NoKasaTtens) (KpoBb)
KomnneKcHbI aHaM3 Ha aMMHOKKUCOThI (32 nokasartens) (moya)

KpeatuHuH

KpeaTuHMH (Kanua.KpoBb)

MoueBas Kucnota

MoueBas KMcnoTa (Kanua.KpoBb)

MoyeBuHa

MoueBuHa (Kanua.KpoBb)

06uwmin 6enok

O6wuit 6enok (Kanun.Kposb)

03.01.02.Cneunduyeckme 6enku

Anbda-1-aHTUTPUNCUH
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1380
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400
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7590
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230
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290
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400
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750



MT.1.58.
FMT.1.49.
FMT.1.57.
FMT.1.54.
FMT.1.51.
MT.1.50.
MT.1.46.
fMT.1.101.

MT.1.6.
MT.1.7.
FMT.1.13.
MT.1.13.1.
IMT.1.12.
MT.1.12.1.

FMT.1.65.1

fMT.1.67.1

fMT.1.66.1

fMT.1.102.

MT.1.102.1.

MT.1.8.
MT.1.8.1.
MT.1.10.
MT.1.10.1.
MT.1.9.
MT.1.9.1.
FMT.1.11.
MT.1.11.1.

MT.1.18.
MT.1.14.2.
MT.1.16.
MT.1.16.1.
MT.1.107.
IMT.1.63.

MT.1.108.

MT.1.109.
MT.1.19.
MT.1.17.

FMT.1.21.
MT.1.21.1.
MT.1.20.
MT.1.20.1.
FMT.1.22.
MT.1.22.1.
MT.1.23.
MT.1.23.1.
MT.1.28.
MT.1.28.1.
MT.1.26.
MT.1.29.
MT.1.29.1.
IMT.1.27.
MT.1.27.1.
MT.1.24.
MT.1.24.1.
MT.1.31.
MT.1.31.1.
MT.1.30.
MT.1.30.1.

FMT.1.32.

Anbda-2-makpornobynumH
AHTucTpenTtonusmH-0 (AC/0)
FanTornobuH

MpPOKaNbLUUTOHWH

PeBmaToungHbili pakTop

C-peaKTuBHbIN 6enok

LepynonnasmuH

903MHOOUNbHBIN KaTUOHHbIN 6enoK
03.01.03./lIunngHbIn 06MeH
AnonunonpoTtenH Al

AnonunonpoTtenH B

NHpekc ateporeHHocTH (XC o6wmia, JIMNBIM)
NHpekc ateporeHHocTH (XC 06wmid, JINBIM) (Kanwun.KpoBb)
JinnonpoTtenH (a)

JlnnonpoTeuH (a) (kKanua.kpoBb)

HeHacblleHHble KMpHble KUCcnoTbl cemeitctea OMEGA-3 (3liKo3aneHTaeHoBas

kucnota-EPA, nokosarekcaeHoBas kucnota-DHA, anbda-nMHoneHoBas Kucnota-ALA)

HeHacblLeHHble }KUpPHble KUCNoTbl cemeitictBa OMEGA-6 (nMHoneBas, ramma-
NIMHO/NIEHOBasA, ANFOMOraMma-/IMHOIEHOBAsA, apaxmMaoHOBaA, IMKO3aAMeHoBas,
[0KO33aAneHOoBas.

OnpepeneHvie Omera-3 nHAeKca (OLeHKa pyUCKa BHe3anHoW cepaeuyHoi cMmepTy,

MH}apKTa MMOKapaa U APYrMUX CepAeYHO-COCYAMUCTbIX 3ab0oneBaHuiA)
Tpurnnuepugbl

Tpurnvuepuabl (Kanun.Kposb)

XonectepuH obwmii

XonectepuH 06wt (Kanun.KpoBb)

XonectepuH-JIMNBMN

XonectepuH-NMNBMN (Kanun.KpoBb)

XonectepuH-J1MHMN

XonectepuH-NMHMN (Kanun.KkpoBb)

Xonectepun-/INOHM (B TOM Yncne TpUranLepuabl)
XonectepuH-/INOHM (B Tom Yncne Tpuranuepuapl) (Kanun.Kposb)
03.01.04.YrneBoaHbii 06MeH

[NMKMpoBaHHbIN remornobuH (HbAlc)

[nokosa (pTopua)

[ntoKo3oToNepaHTHbIN TecT (0-120)

[noKo3oToNepaHTHbIN TecT (0-60-120)

TNIOKO30TONEPAHTHbIN TECT C ONpeAeneHNem rKo3bl U MHCYIMHA
[NOKO30TONEPAHTHbIV TECT C ONpeaeneHnem rKkosbl u C-nentuaa

TNIOKO30TONEPAHTHbIN TECT C onpeaeneHnem rnoko3sbl, C-nentuaa, MHCYIMHA
NHAeKe nHcynnHopesucteHTHoctn HOMA-IR

NakTat

@PpyKTO3aMUH

03.01.05.depmeHTbI

AcnapTatammHoTpaHcdepasa (ACT)
AcnapTatammHoTpaHcdepasa (ACT) (Kanun.KpoBb)
AnaHvHamuHoTpaHcdepasa (AT)
AnaHvHamuHoTpaHcdpepasa (AIT) (Kanun. KpoBeb)
Amunasa

Amunnasa (Kanun.KpoBb)

Amunasa naHkpeaTuyeckas

Amnnasa naHKpeaTnyeckas (Kanun.Kposb)

Famma-IT

Famma-IT (Kanua.KpoBb)
TmopokcnbyTupatgernaporeHasa ( 1-a ¢ppakums)
KpeaTuHKnHa3za

KpeaTMHKMHa3a (Kanua.KpoBb)
NaktataernaporeHasa (N4r6)

NakTtataermaporeHasa (146) (Kanun.KpoBb)

Jlnnasa

Jlnnasa (Kanwua.KpoBb)

®ocdarasa Kucnas HenpocTaTUyecKan

docdarasa Kucnas HenpocTaTMdeckan (Kanua.KpoBb)
docdarasa kucnas obuian

docdaTasa Kucnas obwan (Kanua.Kposb)

docdarasa Kucnas npocratmueckasn (Pocdartasa Kucn.obwasn, docdaTasa Kuch.
HenpocTaTuyeckas)
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580
860
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290

230
230
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290
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290
230
230
290
290
290
230
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290
290
290
290
290
290

520



MT.1.32.1.

MT.1.33.
MT.1.33.1.
MT.1.25.
MT.1.25.1.

MT.1.36.
fMT.1.36.1.

FMT.1.34.
FMT.1.34.1.
MT.1.35.
fMT.1.35.1.

IMT.1.62.
MT.1.60.

FMT.1.601.
MT.1.59.

FMT.1.591.

MT.4.9.
MT.4.2.
MT.4.8.
MT.4.1.
MT.4.6.
MT.4.5.
MT.4.3.
MT.4.7.

MT.13.2.
FMT.13.4.
MT.13.1.

MT.7.2.
MT.7.1.
MT.7.5.
MT.7.3.

MT.1.110.

MT.50.24.2121.
MT.4.4.

MT.1.61.1.

MT.4.14.
MT.4.18.
MT.4.19.
MT.4.20.
IMT.4.21.
MT.4.22.
MT.4.17.
MT.4.16.
MT.4.15.
MT.4.11.
MT.4.23.1.
FMT.4.24.1.
MT.4.25.1.

IMT.4.26.1
MT.1.56.1.

FMT.1.42.
MT.1.72.1.
fMT.1.72.2.
MT.1.72.3.
fMT.1.72.4.
FMT.1.48.11.

docdarasa Kucnas npoctatmyeckan (Pocdartaza Kucn.obwan, PocdaTasa Kuca.
HenpocTaTuyeckas) (Kanun. Kposb)

docdaTasa wenoyHas

docdarasa wenoyHas (Kanua.Kposb)

XonunHacTepasa

XonunHacTepasa (Kanun.KpoBb)

03.01.06.MUrmeHTHbI 06MeH

BunupybuH Henpamoit (BunnpybuH npamoii, BunnmpybuH obimii)

BunnpybuH Henpamoit (BuanpybuH npamoit, BUAMPYBUH 06 Mi1) (Kanua.KpoBb)
BunmpybuH obwmii

BunmpybuH obwmii (Kanmn.Kposb)

BunupybuH npamoi

BunmpybuH npamon (Kanmn.Kposb)

03.01.07.marHocTKa naTonornm nedeHun 6e3 uoncum

CreatoCKpuH

dubpoMakc

dunbpoMakKc (ToNbKO pacyeT Npu HaANYMK Pe3ynbTaToB UCCAea0BaHUA
CreaToCKpwH)

dubpoTect

®unbpoTecT (TONbKO pacyeT Npu HaNUYUK pe3ynbTaToB uccnesosaHua CteatoCKpumH)
03.01.08.4umarHocTnKa aHemmi

KoadpduumeHT HacbiweHnA TpaHcheppuHa

OXCC (CbiBOpOTOYHOE Kene3o, JIKCC)
Pacteopumble peuenTopbl TpaHcdeppmrHa (sTFR)
CbIBOPOTOYHOE Kefle30

TpaHcdeppuH

®eppuUTnH

®onatbl

SpUTPONOITUH

03.01.09.AHTMOKCUAAHTHbIN CTATyC
FnyTatmoHnepokcuaasa (M)

O6wWwmit aHTMOKCUAAHTHbIN cTaTyc (TAS)
CynepokcuaavcmyTasa (CO/A)
03.01.10.Kapamnomapkepbl

KpeatuHknHaza Mb

MwuornobuH

MosroBoit HaTpuitypeTudeckuin nentug, (NT-proBNP)
TpOnoHUH |

03.01.11.ButamuHbl

25-OH BuTamuH D cymmapHsbiit (25-OH ButamuH D2 1 25-OH BuTamuH D3, 0bwmii
pesynbTar)

ButamuH B12, akTUBHbII (X0N0TpaHCKobanamuH)
ButamuH B12

MeTab011Tbl BUTamuHOB rpynnbl D (1,25-OH ButamuHbl D3 1 25-OH ButamuHbl D3,
pasfeneHHbl pe3ynbTar)

beTa-kapoTuH

ButamuH B1

ButamuH B2

ButamuH B3 (HuaumH)

ButamuH B5

ButamuH B6

Butamun C

ButamuH E

ButamuH K

ButamuH A

BuTtamuHbl rpynnel B (B1,82,83,B5,86,89,B12)
BopgopacTteopumble BuTamuHbl (B1,B5,B86,C)
*upopactBopumble BUTamuHbl (A,D,E,K)

KomnsieKcHbIN aHanus Kpoeu Ha BUTamuHbl (Butamumubl A,D,E,K,C,B1, B5,B6)
KomnneKcHbIi aHanm3 Kposu Ha ButamuHbl rpynnsi D (D2 u D3)
03.01.12.MuHepanbHbili 06MeH

Ca++, Na+, K+

ANtOMUHMI (BONOCHI)

ANtOMUHUI (KpOBb)

ANtoMUHUI (MouYa)

AntoMuHUIA (HOrTH)

AHanu3 mnHepanbHoro obmeHa (23 anemeHta) (Bonochbl)
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690
290
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810
750
1150

2700
3340
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350
810
3110
1270

1610
890
750
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7350
7150

15200
4500

580
810
810
810
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[MT.1.48.31. AHanv3 MUHepanbHOro obmeHa (23 snemeHTa) (Mmoya) 6 3570
[MT.1.48.41. AHanu3 mnHepanbHoro obmeHa (23 anemeHta) (HorTu) 6 3570
[MT.1.48.21. AHanu3 MuHepasbHOro obmeHa (23 anemeHTa) (nnasma) 6 3570
IMT.1.69.1. Bop (Bonocbl) 6 810
IMT.1.69.2. Bop (kpoBb) 6 810
IMT.1.69.3. Bop (moua) 6 810
MT.1.69.4. Bop (Hortn) 6 810
IMT.1.79.1. *eneso (Bosocsbl) 6 810
MT.1.79.2. *eneso (kpoBb) 6 810
IMT.1.79.3. *eneso (moua) 6 810
IMT.1.79.4. *eneso (Hortu) 6 810
[MT.1.87.1. Kagmuii (Bonocbl) 6 810
MT.1.87.2. Kagmuii (KpoBb) 6 810
[MT.1.87.3. Kagmuii (moya) 6 810
[MT.1.87.4. Kagmuii (Hortn) 6 810
IMT.1.74.1. Kanwii (Bonocbl) 6 810
MT.1.39. Kanwuii (K+), HaTpuit (Na+), xnopuapl 2 580
TMT.1.74.2. Kanwuii (kpoBb) 6 810
MT.1.74.3. Kanuii (moua) 6 810
rMT.1.74.4. Kanuit (Hortu) 6 810
[MT.1.75.1. Kanbuwuii (Bonocobl) 6 810
[MT.1.75.2. Kanbumit (KpoBsb) 6 810
MT.1.75.3. Kanbuuit (moya) 6 810
[MT.1.75.4. Kanbuuit (Hortu) 6 810
MT.1.38. Kanbuuii MOHU3MPOBaHHbIN (Ca++) 2 630
MT.1.37. Kanbumit o6wwmit 2 290
[MT.1.80.1. KobanbT (BosNOCHI) 6 810
[MT.1.80.2. Ko6anbT (Kposb) 6 810
MT.1.80.3. Ko6anbT (Moya) 6 810
[MT.1.80.4. KobanbT (Hortn) 6 810
[MT.1.68.2. Nutnid (KpoBb) 6 810
[MT.1.68.1. JNlnTtnia (Bonocol) 6 810
MT.1.68.3. Nutnid (moua) 6 810
[MT.1.68.4. NuTtnia (Horth) 6 810
MT.1.43. Marnui 2 230
MT.1.71.1. MarHuit (Bosiocbl) 6 810
MT.1.71.2. MarHuit (KpoBb) 6 810
IMT.1.71.3. MarHui (moua) 6 810
MT.1.71.4. MarHui (HorTu) 6 810
[MT.1.78.1. MapraHeu, (Bonocbl) 6 810
MT.1.78.2. MapraHeL, (KpoBb) 6 810
[MT.1.78.3. MapraHew, (moya) 6 810
MT.1.78.4. MapraHeL, (HorTu) 6 810
MT.1.45. Megab 2 810
FMT.1.82.1. Megap (BonoChI) 6 810
[MT.1.82.2. Megap (KpoBb) 6 810
MT.1.82.3. Megab (Mmoua) 6 810
[MT.1.82.4. Megap (HorTh) 6 810
[MT.1.86.1. MonnbgaeH (Bonocsl) 6 810
[MT.1.86.2. MonnbaeH (Kposb) 6 810
MT.1.86.3. MonnbaeH (moya) 6 810
[MT.1.86.4. MonnbaeH (Hortu) 6 810
IMT.1.84.1. MblwbAK (BoNOCHI) 6 810
[MT.1.84.2. MbIWbAK (KpOBb) 6 810
IMT.1.84.3. MblwbAK (Moua) 6 810
[MT.1.84.4. MbIWbAK (HOITH) 6 810
IMT.1.70.1. HaTtpuit (Bonocbl) 6 810
[MT.1.70.2. HaTpuii (KpoBb) 6 810
IMT.1.70.3. HaTtpuit (moua) 6 810
[MT.1.70.4. HaTpuii (Horth) 6 810
IMT.1.81.1. Hukenb (Bosocsbl) 6 810
[MT.1.81.2. Hukenb (KpoBb) 6 810
IMT.1.81.3. Hukenb (Mmoua) 6 810
[MT.1.81.4. Hukenb (Hortn) 6 810
[MT.1.89.1. PTyTb (BONOCHI) 6 810
[MT.1.89.2. PTyTb (KpOBb) 6 810
[MT.1.89.3. PTyTb (MOUYa) 6 810
[MT.1.89.4. PTyTb (HOITH) 6 810
IMT.1.90.1. CsuHeL, (Bonocbl) 6 810
MT.1.90.2. CBuHeL, (KpoBb) 6 810



MT.1.90.3.
MT.1.90.4.
[MT.1.85.1.
[MT.1.85.2.
[MT.1.85.3.
[MT.1.85.4.
[MT.1.88.1.
[MT.1.88.2.
[MT.1.88.3.
[MT.1.88.4.
MT.1.73.1.
MT.1.73.2.
MT.1.73.3.
MT.1.73.4.
MT.1.76.1.
MT.1.76.2.
MT.1.76.3.
IMT.1.76.4.
MT.1.44.

IMT.1.77.1.
MT.1.77.2.
IMT.1.77.3.
IMT.1.77.4.
IMT.1.47.

MT.1.83.1.
MT.1.83.2.
MT.1.83.3.
MT.1.83.4.

MT.11.1.
MT.11.4.1.
MT.11.4.2.
MT.11.5.
MT.11.6.1.
MT.11.6.2.
MT.11.10.
MT.11.7.1.
MT.11.7.2.
MT.11.3.1.
MT.11.3.2.
MT.11.9.1.
MT.11.9.2.
MT.11.8.1.
MT.11.8.2.

MT.11.11.1.
MT.11.11.2.

MT.11.2.1.
MT.11.2.2.
MT.10.2.
MT.11.15.

MT.11.12.1.
MT.11.12.2.

MT.11.16.1

FMT.21.1.
fMT.21.9.
MT.21.4.
MT.26.44

'MT.16.8.

fMT.2.1.
TMT.2.2.
fMT.2.3.
TMT.2.4.
fMT.2.7.
MT.2.6.
MT.2.8.

CBuHeL, (mouya)

CsuHel, (HorTK)

CeneH (Bonocsbl)

CeneH (KpoBb)

CeneH (moya)

CeneH (Hortu)

Cypbma (Bonocbl)

Cypbma (KpoBb)

Cypbma (moua)

Cypbma (HorTu)

Tannuii (Bonocobl)

Tannni (Kposb)

Tannuii (moua)

Tannwii (Hortu)

TuTaH (BosOCHI)

TuTaH (KpoBb)

TuTaH (Moya)

TutaH (Hortu)

dochop HeopraHUYECKUI

Xpom (Bonocbl)

Xpom (KpoBb)

Xpom (Moua)

Xpom (HorTtw)

LMHK

LinHk (BoNOCHI)

LnHK (KpoBb)

LUHK (moya)

LnHK (HorTm)

03.02.6MOXNMUYECKUE UCCNTEQOBAHNA MOYYU
pH (pa3osas)

Amunasa (pasosasn)

Amunasa (cyToyHas)

BunnpybuH (pasosasn)

[noko3a (pasosasn)

[ntoko3a (cyToyHan)

Kanbuuit (ToNbKO cyToYHas)

KpeaTuHuH (pa3oBas)

KpeaTuHuH (cyTouHasn)

MuKkpoanbbymuH (anbbymumH) (pasosas)
MuKpoanbbymuH (anbbymmH) (cyTouHas)
MoueBas Kucnota (pasosas)

MoueBas Kucnota (cytouHas)

MoueswuHa (pa3oBsas)

MouesuHa (cyTouHasn)

HaTtpuit, Kanwnii (pasoBas)

Hatpuit, Kannii (cyTouHas)

06wuit 6enok (pasosas)

06wmit 6enok (cytouHas)

Mpob6a Pebepra (cyTouHan)

Mpo6a Cynkosuya (Kanbumit MoUK, KauecTBEHHbIN TecT) (pa3oBsas)
dochop HeopraHMyeckuin (pasosasn)
dochop HeopraHMUecKkuin (cytouHasn)
XMMUYECKMI1 aHaNN3 MOYEBOTO KaMHs (CNEKTPOCKONMSA, KONIMYECTBEHHO)
03.03.6BMOXUMUYECKUE UCCNTEAOBAHUA KANA
Broxumuyeckuii aHanus Kana
lMaHKpeaTnyeckas snactasa 1

Yrnesoabl

KanbnpoTeKTWH B Kane
03.04.6BMOXUMUNYHECKUE UCCNTEAOBAHWA C/THOHbI
BYOXMMMYECKINIA aHAN3 CNIOHDI
04.rTOPMOHA/IbHbIE UCCNEOOBAHNA
04.01.FOPMOHA/IbHbIE UCCNTEAOBAHUA KPOBU
04.01.01.lLuTtoBNAHaA xKenesa

T3 0bwmii

T3 cB060AHbIN

T4 obwmin

T4 cBo60AHbIN

TecT nornoweHns TMPeoUAHbIX FTOPMOHOB
TupeornobynuH

TUPOKCMHCBA3bIBAOLWWIA TNO6YANH
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810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
230
810
810
810
810
400
810
810
810
810

230
290
400
230
230
350
230
230
350
350
460
230
350
230
350
350
460
230
350
400
290
230
400
5180

1840
2010
810
2650

2010

460
460
520
580
860
860
860



MT.2.5.

IMT.2.17.
TMT.2.54.
FMT.2.11.
TMT.2.52.
MT.2.18.
MT.2.50.
MT.2.53.
FMT.2.12.
MT.2.51.
MT.2.16.
FMT.2.14.
MT.2.10.

MT.50.2.1368

fMT.2.9.
fMT.2.13.
MT.2.15.

MT.2.19.
MT.2.22.
MT.2.21.
MT.2.20.
MT.2.55.

IMT.2.27.
MT.1.100.
MT.2.26.
MT.2.25.
TMT.2.24.

FMT.2.32.
MT.2.62.

MT.2.35.

MT.2.28.
FMT.2.31.
MT.2.29.
MT.2.30.

MT.2.36.
MT.2.37.
MT.2.39.
MT.2.40.
FMT.2.42.
MT.2.38.
MT.2.60.

IMT.2.43.
IMT.2.44.

MT.2.46.
FMT.2.47.

MT.2.49.
MT.2.48.

FMT.12.1.
fMT.12.2.
MT.12.6.1.
fMT.12.6.2.
MT.12.7.1.
fMT.12.7.2.

MT.12.10.1.

fMT.12.4.
rMT.12.12.

TTr

04.01.02.MonoBble ropMOHbI

17-OH-nporectepoH

AHAPOCTEHAMON FNIIOKYPOHUA,

AHAPOCTEHANOH

AHTUMIOINEPOB ropMoH (AMH/MIS)

[nobynuvH, cBA3bIBaAIOLWMI NONOBbIE FTOPMOHbI
OurngpoTtectocTepoH

NHrmbuH B

nar

MaKponponakTuH, B T.4. [ponakTuH

MporecTtepoH

MponakTuH

CBO6OAHbIV TECTOCTEPOH

TecTocTepoH cBo60oAHbIN (ONpeaeneHune TectoctepoHa obuero, FCMNM u MHAeKca
cBOHOAHBIX aHAPOreHOB)

TecTocTepoH

&Cr

ScTpaguon

04.01.03.fTnodun3apHO-HAANOYEYHNKOBAA CUCTEMA
AKTI

AnbaocTepoH

OrA-S

KopTtuson

PeHWHOBaA aKTMBHOCTb

04.01.04.MeTab0/1M3M KOCTHOM TKaHU

B-cross laps

Mapkép popmnpoBaHma KOCTHOro matpmkca PINP
OcTeoKanbLmH

KanbumtoHnH

MapatropmoH

04.01.05.MoaskenyaouHan Kenesa / HenyAouHO-KULWEYHbIN TPaKT
ractpuH

[acTponaHensb (CKpuHUHT) (FacTpuH-17 6a3anbHbin, MencuHorex-1, NencuHorew-ll,
Helicobacter pylori IgG

FacTponaHens( ¢ Harpy3skolt) (FacTpuH 17, FacTpuH 17-CTUMYAMPOBAHHbIN,
MencuHoreH |, MencuHorex Il, H.Pylori I1gG)

NHeynunH

JlentuH

MponHcynnH

C-nentng

04.01.06.MpeHaTanbHaa AMarHOCTUKa

B-Xr4

B-XIY ceob60AHbIN

Benok accoumnmpoBaHHbIi ¢ bepemeHHocTbo (PAPP-A)
MnaueHTapHbIN nakToreH

MpeHaTanbHbIA CKPUHUHT || TpumecTpa (14-20 Hepens)
cTpuon cBoboaHbIN

MpeHaTanbHbIA CKPUHUHT | TpumecTpa Astraia (11-13 Hegens)
04.01.07.KatexonamuHbl

AfJpeHanuH, HopagpeHanuH

AZpeHanuH, HopaapeHanuH, AodpamuH
04.01.08.buoreHHble aMUHbI

fmctamuH

CepoTOHUH

04.01.09.daKTOpbI pocTa

N®P-1(ComatomeauH C)

CTr

04.02.TOPMOHA/1IbHbIE ICCNEAOBAHMNA MOYU

17-KC

17-KC xpomaTorpaduyeckmii Metos (CyTouHas moua)
AapeHannH+HopaapeHanvH (pasosas moua)
AppeHannH+HopagpeHanuH (cytouHas moya)
AppeHanuH+HopagpeHanvH+[odamuH (pasosas moua)
AapeHanuH+HopaapeHanvH+odbamuH (cyTouyHas moua)
AHanM3 MOYM Ha CoZleprKaHME NMPOMENKYTOUHbIX MeTaboIMTOB KaTEXOIAMUHOB:
meTaHeppuH, HopmeTaHedpuWH (cyTouHas mouya)

OrA-S (cyTo4Hasa moua)

ONUA (ae30KkcMnuMpuanHOAMH) B MoYe
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580

630
1270
810
1960
810
1380
1380
630
860
580
630
1040

2240
580
630
630

810
630
580
580
1380

1090
1500
1040
900
630

810

4080

6270
860
810

1090
690

810
810
980
860
2190
580
1610

1380
1670

1090
1090

1090
630

1150
2010
1610
2300
1670
2240

3450
630
1320



MT.12.8.1

MT.12.3.
IMT.12.5.
MT.12.11.

MT.2.78.

MT.2.80.

TMT.2.77.
IMT.2.76.
TMT.2.79.
MT.2.70.
TMT.2.73.
TMT.2.72.
TMT.2.74.
MT.2.75.
TMT.2.71.
MT.2.69.

MT.5.4.
MT.5.3.
MT.5.2.
MT.5.1.
MT.5.5.

MT.6.8.
IMT.6.11.
MT.6.12.
MT.6.3.
MT.6.13.
MT.6.10.
MT.6.5.
MT.6.9.
MT.6.4.
IMT.6.14.
MT.6.6.
IMT.6.7.
MT.6.15.
IMT.6.16.

MT.8.7.
MT.8.6.
MT.8.8.
MT.8.9.
FMT.8.22.
MT.8.10.
MT.8.25.
MT.8.19.
MT.8.17.
MT.8.18.
MT.8.12.1.
FMT.8.12.2.
MT.8.1.

FMT.8.14.

MT.8.13.
FMT.8.21.
MT.8.20.
FMT.8.11.
MT.8.2.

MT.8.15.

rMT.8.4.

MT.8.26.1

MT.8.5.

KomnnekcHoe nccnegosaHve Ha KaTexonammnHbl, CEPOTOHUH U UX METaboNUTbI
(romoBaHWAMHOBASA, BaHUIUAMWHAANEBASA,5-TMAPOKCUUHAONYKCYCHAA KMCAOTbI)
(nnasma 24T)

KopTtunson (cytouHas)

C-nenTtng (cytouHan)

CB0O6OAHLIV KOPTU30N

04.03.FOPMOHA/1bHbIE NCCNEAOBAHUA C/TIOHb

17-OH-MporectepoH (cntoHa) (meToa BIMKX)

17-OH-lMporecTtepoH, AHApOCTEHAMOH, [lernapoanuaHapoctepoH, Koptuson,
KopTusoH, MNporectepoH, TectoctepoH, dcTpaanon, (cBob. dppaKkumm B citoHe)
(meToa BIXKX)

AHApOCTEHAMOH (ctoHa) (MeTog BIHKX)

OernppoanmaHapocTtepoH (cntoHa) (meton BIMKX)
OerngposnunaHgpocTtepoH, MporectepoH, Ictpaaunon, TectoctepoH (cBoboaHble dppa
MporectepoH cBoboaHbIN (cntoHa) (MeTog BIHKX)

CB060AHbIN KOPTU30 (aBa B3ATUA) (CNtoHa) (MeTog BIXKX)

CB0ob60OAHbIV KOPTM30/ (04HO B3ATUE) (CtoHA) (MeToa BIMKX)

CB060A4HbIN KOPTM30 (TpK B3ATUA) (CtoHA) (MeTog BIXKX)

CB0O6OAHBIN KOPTM30 (4eTbipe B3aTUSA) (ctoHa) (MeToa BIMKX)
TecTocTepoH cBo60AHbIN (cntoHa) (meTog BIXKX)

cTpagmon ceoboaHbIN (cntoHa) (meToa BIMKX)
05.MMMYHOTEMATONOITMYECKUE UCC/IEQOBAHUA

AHTUreHbl cuctembl KELL

AT Kk pesyc-dakTopy (KayecTs)

AT K pe3yc-pakTopy (Tntp)

lpynna Kposw, pesyc-paKkTop

deHoTMNNPOBaHME 3pUTPOLMTOB No aHTureHam C, ¢, E, e, Cw , K, k
06.FEMOCTA3MO/IOTMYECKUE UCCNELOBAHMUA

D-anmep

AKTMBMPOBaHHOE BpeMs peKanbumbukaummn niasmol (ABP)
AHTUTPOMOUH Il

A4YTB

Bo/NYaHOYHbIV aHTUKOATyNAHT

MHO (+NTB v NTW)

MpoTpomburHOBOE Bpems, MPoTPOMBUHOBbLIV NHAEKC

POMK

TpombuHOBOE Bpems

®akTop VIII

®dnbpuHoreH

dUbPUHONUTUYECKAA AKTUBHOCTb

MpoteunH C

MpoTeunH S.

07.0HKOAMATHOCTUKA

07.01.0HKOMAPKEPbI

CA 125 (An4HMKM)

CA 15-3 (Mos10uHble enesbl)

CA 19-9 (noaxkenypouHas »kenesa, npsamas U CUrMoBUAHAA KMLWKa)

CA 72-4 (skenypoK)

CA-242 (nopskenyfouHas xenesa, TONCTbIN KULWEYHUK, NPAMasa KULLIKA)
Cyfra 21-1 (HeMe/IKOKNETOUHbIW paK Nerkmx)

Cyfra 21-1 B moye

HE4 (anutenunanbHblit pak AMYHUKOB)

pro-GRP

S-100 (HeMpo-3HAOKPUHHBIE OMYX0N)

B-2 MMKpornobynuH (niMmdoma, MHOXKECTBEHHAA MUENOMA)

B-2 muKpornobyauH (nMmdoma, MHOXKeCcTBEHHas Mruenoma)
Anbda-peTonpoTenH (neveHnb)

AHTUreH NJOCKOKNETOYHOM KapumHombl (SCC) (KapuMHOMA WENKK MaTKMy,
HOCOINI0TKM, NULLLEBOAA, YXa U A4p. IOKaNM3auuit)

AHTUreH paka moyesoro nysbipa (UBC) (moueBoi ny3bipb)

Mupoekc ROMA B nocTmeHonayse (anuMTennanbHblii pak ANYHUKOB)
MHpgekc ROMA B npemeHonayse (3nuTenmanbHblii pak AUYHUKOB)
Helipocneunduyeckas eHonasa

06wmii MCA (MpocTaTUUecKmit cneumupuyHecknin aHTUreH)

Onyxonesasa M2 nupyBaTKMHa3a (KONOPEKTaIbHbIN PakK)

MCA cBo60aHbIN/TNCA 061Wwmnit (nd. AMarHocTMKa ageHOMbl M KapLMHOMbI
npeacTaTenbHon Kenesbl)

MHaekc 300poBbA npocTathl (phi-uHAeKc). OueHKa pucka Hannuma paka
npeacratenbHon xenesbl_MK

P2A (ToncTan KMLWKa, NpAMan KULWKa)
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3680
580
630
920

1350

5890
1350
1350
5090
1350
1790
1250
2200
2430
1350
1350

1380
690
750
460

1610

1270
230
580
290
810
290
290
230
290

1440
350
230

1950

2450

860
860
920
1040
1440
1500
2760
2070
2300
2300
810
810
460

1150
2130
2300
2300
1320
630
2130

1090

4030
750



MT.8.3.

FMT.14.16.

FMT.14.19.

FMT.14.18.
MT.14.15.
MT.14.14.

MT.14.11.
FMT.14.2.

[MT.19.102.1.

fMT.14.21.

MT.14.13.

MT.14.3.

MT.14.17.

MT.14.6.
MT.14.12.

'MT.14.10.

FMT.14.1.

MT.14.5.

MT.14.20.

FMT.14.9.

MT.14.8.
MT.14.7.

FMT.29.21.

MT.15.31.

FMT.15.32.

MT.15.32.1.

MT.15.33.

IMT.15.34.

fMT.15.34.1.

FMT.15.35.

CBoboaHbil MCA (npeacratenbHas xenesa)

07.02.4MTONOTNA

07.02.01.MyHKTaTbl LLMTOBUAHOM KeNesbl

MccnepoBaHme NyHKTATOB WWUTOBUAHOM Kenesbl

MccnepoBaHme NyHKTATOB WMTOBUAHOM Kenesbl MeTOA0M KUAKOCTHOW LMTON0MK
BD ShurePath

07.02.02.MyHKTaTbl MOJIOYHOW Xee3bl U COCKOObI KOXKK

MccnepoBaHme NYHKTATOB KOXM U MOJIOYHOW ¥Kese3bl MeTOL0M XUAKOCTHOM
yutonormn BD ShurePath

MccnepoBaHme NyHKTaTOB MOIOYHOW Kenesbl

MccnepoBaHme cockoba KoM

07.02.03.CocKobbl € WeKM MaTKK U LLepBUKaNbHOIO KaHana

WccnepoBaHme cockoboB ¢ Weliku maTku (no ManaHukonay, Pap-tecr)
NccnepoBaHme coOCKOBOB C LWEMKM MATKM U LLePBUKaNIbHOIO KaHana
KOMMNEKCHbIA CKPUHUHT PAKA LLEMKM MATKMW: LinTonornyeckoe
uccnefo0BaHMe COCKOOOB WENKU MaTKU U LLEePBMKaIbHOTO KaHaNa METOA0M

XNOKOCTHOM UUTONOIMM BD SurePat
PACLUMPEHHBI KOMMJIEKCHBIV CKPUHUHT PAKA LLUEMKM MATKMU:

LiuTonormyeckoe nccnefoBaHme cOCKOHOB LWenKkn maTKU(HKuaKkocTHas uutonorua:
uccnefo0BaHMe COCKOOOB LWEKM MaTKM U LIepBMKaIbHOTO KaHaa C OKpPacKoi no
ManaHukonay (texHonorua BD ShurePath),BNY Tunbl
16,18,31,33,35,39,45,51,52,56,58,59 reHoTun. + Koamd. (MeTopa Real-Time)
(Koany.).

CKPMHWHT PAKA LLEMKN MATKMW: LinTonornyeckoe nccnegosaHme cockobos
WelKM MaTKM U LLepBM1KaIbHOTO KaHaia MeTog0mM XUAKOCTHOW LUMTONOTMN BD
SurePath FocalPoint

07.02.04.Acnupat NoN0CTU MAaTKN

McecnepgoBaHue acnmpaTa NONOCTM MATKU

Liutonornyeckoe nccnegosarme NMANMENb-EMONCUN SHAOMETPUA meTogom
JKUOKOCTHOW uutonorum BD SHURE PATH

07.02.05.9HA0CKONMYECKMI MaTepuan

MccnepoBaHue sHAOCKONMYECKOTo maTepuana

MccnepoBaHue sHAOCKONMYecKoro matepuana Ha Helicobacter pylori
07.02.06.LUutonorma moun

LinTonornyeckoe nccnegosaHne moym

07.02.07.UccnepoBaHne MOKpPOTbI

UccnepoBaHne MOKPOTbI

07.02.08.4pyrne nccnepoBaHuna

MccnepoBaHme NyHKTATOB APYrnX OPraHOB U TKaHel

MccnepoBaHe NyHKTATOB APYrMX OPraHOB M TKaHEe! METOAO0M XUAKOCTHOM
uutonorum BD ShurePath

MccnepnosaHme cockoboB M OTNEYATKOB OMyX0Jiei U OnyXxo/1eBonoAo6HbIX
obpasoBaHuii

NccnepnoBaHme cockoboB M OTNEYATKOB 3PO3UIA, A3B, PaH, CBULLEN
McecnepoBaHue sKCcy4aTos, TPACCY4aTOB, CEKPETOB, IKCKPETOB
07.03.MMMYHOUNTOXNMUA

MMMYHOLIMTOXMMUYECKMIA CKPUHWHT paKa Wenkn matku: pleink4, Ki67
(Ha3HavaeTca 4ONONHUTENBHO UAN BMECTE C XWUAKOCTHOMN LUTONOTMEN:
nccnenoBaHMe COCKOBO0B LWENKM MaTKM U LiepBMKaIbHOTO KaHaa C OKPacKow no
ManaHukonay (texHonorusa BD ShurePath)

07.04.r1MCTONOINA

07.04.01.lLutoBNaHaA xenesa

McTonornyeckoe uccnefoBaHue WUTOBUAHOW Xenesbl

07.04.02.MonouyHas xenesa

MMCTONOrMYEeCKOe UCCNef0BaHNE MONOYHOM Xenesbl (61oncuitHbIin matepuan)

lMcTonoruyeckoe uccnefoBaHMe MOJIOYHOM XKeesbl (OnepaunoHHbIM MaTepuan)
07.04.03.CntoHHbIe enesbl

lMcToNnorMyeckoe nccnesoBaHMe CAOHHbIX Keses
07.04.04.}KenyA04HO-KULLIEYHbIN TPaKT

TMcTONOrMYECKOE UCCNEe0BAHME KENYAOUHO-KULWEYHOTO TPaKTa (6MONCHiiHbIN
maTepuan)

IMcTonoruyeckoe uccnefoBaHMe KeayaouHO-KULLEYHOTO TpaKTa (onepaumoHHbIf
martepuan)

07.04.05.Msrkue TKaHu

lMcTonorMyeckoe nccnesoBaHne MATKUX TKAHEN (CTEHKM paHeBbIX KaHAIoB, TKaHb
CBULLEBbIX XOA,0B U rpaHy AL,

07.04.06.Koxa
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MT.15.36.
[MT.15.39.1.

[MT.15.39.2.
FMT.15.37.

FMT.15.38.

MT.15.39.

[MT.15.40.2.

fMT.15.40.1.

MT.15.40.

FMT.15.41.

[MT.15.42.

IMT.15.43.

[MT.15.44.

MT.15.45.

MT.15.46.

[MT.15.46.1.

MT.15.47.

MT.15.48.
MT.15.55.

MT.15.56.

X.12-039

MT.50.105.1405.
MT.50.106.1405.
MT.50.110.1405.
MT.50.108.1405.

FMT.29.34.
MT.29.38.
MT.29.37.
MT.29.25.
FMT.29.23.
MT.29.22.
FMT.29.32.

FMT.29.33.

MT.29.26.
MT.29.24.
'MT.29.30.

MT.41.801

MT.29.27.

MT.29.31.

TMCTONOrMYECKoe UCCNeoBaHNE KOXKHbIX M MOAKOMHbIX HOBOO6pa3oBaHMi
07.04.07.MatKa / ANYHUKM

TMcToNOrMyYecKoe nccnefoBaHne MaTku ¢ npuaaTkamm

TMCTONOMMYECKOe UCCNea0BaHNe LePBMKaIbHOro KaHana

TMCTONOrMYECKOe NccnefoBaHme Wekn MaTKu

TMcTonorMyeckoe MccnefoBaHMe aHAOMEPUA (AMarHOCTUYECKoe BbiCKabansaHue)
ncronornyeckoe nccnegoBaHne sHAOMETPUA (MAMNENb-EMOMNCUSA)
07.04.08.MpeacTtaTenbHana Kenesa

lMcTonormyeckoe nccneaoBaHme buoncuu npeacraTensHo xenesbl (6onee 12
0b6pasuoB.)

IMcTonoruyeckoe uccnenoBaHve buoncum npeacTaTeibHOM Kenesbl (8o 12
06pasuos)

FMcTonorMyeckoe MccnefoBaHMe NpeacTaTe/IbHOM Kenesbl (OnepaunoHHbIN
martepuan)

07.04.09.Monoctb pTa

IMcTonorMyeckoe uccnefoBaHve onyxonenonobHbix 06pasoBaHMiA NONOCTU pTa
07.04.10.MNonocTb HoCca

lMcTonoruyeckoe uccnefoBaHve o6pa3oBaHUii Nasyx Hoca

07.04.11.Moukun / MoyeBoit ny3bipb

TMcToNnorMyeckoe MccnefoBaHNE NOYEK, OPraHOB MOYEBbLIAENNTENbHOW CUCTEMDbI
07.04.12./1erkoe

l'ncTonornyeckoe nccnenoBaHue nerkmx

07.04.13.CeneseHka

I'ncTonormyeckoe nccnenoBaHne ceneseHkn

07.04.14.lumdaTnyeckue y3nbi

TMcTonormyeckoe nccnegoBaHne numdatnyeckux ysnos (1-5 numooysnos)

IMcTonormyeckoe nccneaosaHve numoaTnyeckux ysnos (6onee 5 numeoysnos)
07.04.15.Cocyapbl

lMcTonoruyeckoe nccnefoBaHWe CocynoB

07.04.16.[pyraa nokanusauma

lMcTonoruyeckoe nccnefoBaHve matepuana Apyroi Nokannsaumm

IMcTonorMyeckoe nccneaoBaHve 6MONCMIMHOrO MaTepuasna KOCTHOW TKaHM (onyxonm

n onyxonenono6Hble 3a601e€BaHNA KOCTU U CYCTaBOB)
FMcToNOrMYecKoe UccnefoBaHne onepaLMoHHOro maTeprana KOCTHOM TKaHu
(onyxonm n onyxonenogobHble 3a601eBaHMA KOCTU U CYCTaBOB)

ucronornyeckoe nccnegoBaHne sHAOCKONMYeckoro matepuana KKT npum
BOCMa/iMTE/IbHbIX 3a601eBaHNAX (KenyaoK - MHOropokycHaa 6uoncus no
knaccuodukaumm OLGA 2010)/KuWweyHuK - cTaHgapTHas mHorodokycHas 6uoncus)
07.05.MMMYHOI'MCTOXUMUA

07.05.01.0npeneneHme n oueHKa NPOrHOCTUYECKN 3HAYMMbIX MapKepPOB B
3/10KQYECTBEHHbIX 3NUTEINA/IbHBIX OMYXOAAX

EGFR (anmaepmanbHblit dakTop pocra)

HER 2/neu

Ki67

p53

VGFR

UIX-nccnenoBaHue Ha XpoHUYECKuiA aHaAomeTpuT (CD-138)

UIMX-nccneposaHue peuentmBHoct aHaomeTpua: RE, RP
MMMYHOrMCTOXMMMUYECKOE NCCAef0BaHMe XenyaoUYHO-KMLLIEYHOro TPaKTa
MMMYHOrMCTOXMMMUYECKOE UCCIeEA0BaHUE LUTOBUAHONW Kenesbl
MMMyHOrMCTOXMMUYECKOe nccaeaoBaHme TMHEeKo0rnYeckoro matepumana
MMMYHOMMCTOXMMMUYECKOE UCCIEA0BaHUE APYTMX OPTraHOB U TKAHEW
MMMYHOTrMCTOXMMMYECKOE UCCIeJ0BaHUE 3/10KAa4YECTBEHHbIX Onyxonel 6e3
BbIAB/IEHHOIO MEPBMYHOrO ovara

OunddepeHumnanbHas ANMarHOCTMKa MENAHOLMTAPHbIX 06pa3oBaHUM KOXM
MMMyHOrMCTOXMMHUYECKoe nccaesoBaHme nNerkoro

MMMYyHOIrMcTOXMMMUYECKOE UccnefoBaHUe TMMbATUYECKUX Y3108
MMMYHOTMCTOXMMWYECKOE MCCNEQOBAHME MO/TIOYHOWM ¥EJE3bI (ER, PR,
Her2/neu, Ki67)

MMMYHOrMCTOXMMMUYECKOE UCCNe0BaHNE MATKUX TKaHEW (MbllieyHasn, }KMpoBas,
HepBHaA M CMHOBMWA/IbHasA)

MMMYHOrMCTOXMMMYECKOE UCCIeA0BaHUE OMYyX0/Iel FOOBHOTO U CMUHHOTO
mo3ra
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FMT.29.29.

FMT.29.48.

FMT.29.49.

MT.29.50.

FMT.29.51.

MT.29.28.

FMT.29.41.

FMT.29.39.

FMT.29.43.

MT.29.5.

MT.29.35.

[MT.50.114.1405.

FMT.16.1.
MT.16.1.1.
FMT.16.2.
MT.16.1.2.

MT.16.3.
MT.16.14.

MT.16.15.
MT.16.5.
MT.16.4.

IMT.16.17.

MT.16.12.
MT.16.10.

FMT.19.1.
FMT.19.44.
MT.19.5.
fMT.19.3.
MT.19.45.
FMT.19.8.
MT.19.95.
'MT.19.10.
MT.19.6.
fMT.19.97.
MT.19.54.2.

FMT.19.49.

FMT.19.96.

MT.19.91.1.
[MT.19.56.1.
[MT.19.56.2.
fMT.19.91.2.

MMMYHOMMCTOXMMMUYECKOE UCCAeA0BaHME NMOYEK U APYrMX OpraHoB
MOUYEBbIAENNTENbHON CUCTEMBI

KoMmnneKkcHoe MMMYHOTMCTOXMMMUYECKOE UCCIeA0BaHME NPU XPOHUHECKOM
sHgometpute (CD 138, CD 20, CD16,CD56)

PaclwmpeHHoe KOMNAEKCHOe MMMYHOTUCTOXMMUYECKOe UccneoBaHne saHAoOMeTpuUA

(CD 138, CD 20, CD16,CD56, ER, PR)

MMMYHOIMCTOXMMMUYECKAn AMArHOCTMKa 3abo1eBaHUI Wweiku maTkm pleink4, Ki67
MMMYHOMMCTOXMMMYECKOE UCCNe0BaHUE KeNyA0UYHO-KULWEYHOro TpaKTa
(6MoNCHIAHbIN/3HA0CKONUYECKNIA MaTepuran)

MMMYyHOrMcToXMmmnyeckoe nccnefoBaHue npeacratenbHowm Kenesbl
07.06.0HKO/IOTMYECKAA SKCMNEPTU3A

MepecmoTp rotoBbix TMCTO/TIOMMYECKUX npenapaToB BeAywmmm Poccuiickumm
dkcneptamu (BTOPOE MHEHME), ueHa 3a cayyait

MNepecmoTp rotosbix TMCTONOTMYECKUX npenapaTos Bpavamu JlabopaTtopum
FemoTtecTt (BTOPOE MHEHUE) (Kpome naTonornm KOCTHOM TKaHu, onyxonei LIHC,
nnmoo-nponndep

MNepecmoTp rotosbix LUTO/IOMTMYECKUX npenapaTtos BeayLwmmmn Poccuinckumm
3kcneptamu (BTOPOE MHEHME), ueHa 3a cnyyai

07.07.40NONHUTENBbHBIE YCYTU

[JononHUTeNbHOE U3rOTOB/IEHWE TMCTOIOTUYECKUX NPenapaTos

Lindposoe ckaHMpOBaHWe NPeNapaToB Ha CKaHWpYloLLen cucteme Aperio
ScanScope System AT (3a ciyyai)

07.08.0/TYOPECLLEHTHAA TMBEPUOU3ALNA in situ (FISH)

Onpepenerve HER2 cTaTyca onyxonn MOMIOYHOW *Kenesbl MeToL0M
dbnyopecueHTHOM rnbpuamnsaumm in situ (FISH)

08.MUKPOCKOMUYECKUE MCCNEAOBAHNA

08.01.MWUKPOCKOMMNYECKUE NCCNELOBAHUA YPOTEHUTAJIBHOIO TPAKTA
TMHEeKOoIorMYecknin MasokK Ha dnopy

Masok Ha siopy U3 Braranmwa

Ma3oK Ha dopy 13 ypeTpsl

Ma30K Ha ¢p10py U3 LLepBUKaAbHOTO KaHana

08.02.MNKPOCKOMNYECKNE NCCNELOBAHMUA CMNEPMbl U CEKPETA MPOCTATbI
CeKpeT npocTaTbl

TecT Ha PeTporpasHyto 3AKyAALUIO

08.03.MUKPOCKOMWUYECKMUE NCCNEAOBAHUA APYIUX ﬂOKAﬂVI3ALI,VIVI
AHann3 MOKPOTbI Ha MMKObaKTepun TybepKynesa

AHanu3 Ha AemoageKc (pecHuLbl, Koa)

KAMHWYECKUIA aHaIM3 MOKPOTbI

Ma30K Ha 303MHOGUNbI OTAENAEMOTO CAN3UCTLIX 060/104EK (MA3KK U3 HOCa, 3€eBa,
yXa, OT4eNAeMOoro r/1a3a)

MWUKpOCKoNn4yeckoe nccnesoBaHne CMHOBUANIBbHOW KUAKOCTH
PuHouutorpamma

10.AMATHOCTUKA NHOEK LI

10.01.MUKPOBUOJTOTMYECKUE UCCNTEAOBAHUA
10.02.MUP-OUMATHOCTUKA

10.02.01.BupycHble renatuTbl

Bupyc renatuta B - (kau.)

Bupyc renatuta B - (konuu.) (Metog Real-Time)

Bupyc renatuta C - (reHoTmn.) (MeTtog Real-Time)

Bupyc renatuta C - (kau.)

Bupyc renatuta C - (koauu.) (MeTog Real-Time)

Bupyc renatuTa D - (Kau.)

Bupyc renatuta D (koany.)

Bupyc renatuTa G - (Kau.)

Bupyc renatuta A - (Kau.)

Bupyc renatuta C (reHotun. 1a, 1 b, 2, 3a, 4, 53, 6) (Kau.)
JHTeposupyc(kan.) (Kkay.)

10.02.02.BNY-nHbeKLmm

BMY-1 (kau.) (MeTog Real-Time) (kau.)

10.02.03.PaHHAs gnarHoctuka renatuta B, C, BUY-1, BUY-2

PaHHAA anarHoctuka nHdekumii: PHK HCV, AHK HBV, PHK B/Y-1, PHK B1Y-2
(ynbTpayyBCTBUTENBHBIN MeToA) (Kauy.)

10.02.04.KneweBble UHPEKLUN

Boppenus 6ypraopdepu (Borrelia burgdorferi) (kpoeb)(konunu.)
Boppenus byproopdepu (Borrelia burgdorferi) (kpoBb) (Kau.)
Boppenus 6ypraopdepu (Borrelia burgdorferi) (moua) (kau.)

)

Boppenus 6yproopdepm (Borrelia burgdorferi) (moua) (konny.)
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[MT.19.55.

fMT.19.107.

fMT.19.106.

[MT.19.38.

MT.19.35.2.
[MT.19.71.2.
[MT.19.35.1.
[MT.19.71.1.
[MT.19.51.2.
[MT.19.51.1.

fMT.19.52.2.

[MT.19.52.1.

MT.50.8.2090.

[MT.19.151

IMT.19.54.

MT.19.53.

MT.19.34.2.
MT.19.34.3.
MT.19.34.1.
MT.19.85.

MT.19.86.

FMT.19.43.

MT.19.32.2.
MT.19.32.4.
MT.19.32.3.
MT.19.32.1.
MT.19.39.2.
MT.19.74.2.
MT.19.39.3.
MT.19.74.3.
MT.19.39.1.
MT.19.74.1.
MT.19.37.1.
MT.19.72.2.
MT.19.37.2.
MT.19.72.1.
MT.19.31.2.
MT.19.69.2.
MT.19.31.3.
MT.19.69.3.
MT.19.31.1.
MT.19.69.1.

[MT.19.24.2.
MT.19.68.2.
[MT.19.24.3.
MT.19.68.3.
MT.19.24.1.
[MT.19.68.1.
MT.19.108.2
MT.19.108.3
MT.19.108.1
MT.19.109.2
MT.19.109.3
fMT.19.109.1
MT.19.23.2.
MT.19.67.2.
FMT.19.23.3.

Bupyc knewesoro sHuedanuta (Metopa Real-Time) (Kau.)

KomnnekcHoe nccnegoBaHue Ha MHdeKLMM, NepeaaBaemble Knewamm: 6oppennos,
KneweBoW aHLedanuT, 3paMXM03, aHanaazmos (buomartepuan Kposb)
(KayecTBeHHbIV aHanm3)

KomnnekcHoe nccnegoBaHue Ha MHdeKLMM, NepeaaBaemble Knelwamm: 6oppennos,
KneweBoi aHuedanuT, 3paMXM03, aHanaazmos (buomartepuan Kneww)
(KayecTBeHHbIV aHann3)

10.02.05.PecnupatopHble nHdeKLmum

Bopgaetenna nepryccuc (Kau.)

Bupyc dnwTreiHa-bapp (ma3ok) (Kau.)

Bupyc dnwTreiHa-bapp (ma3ok) (konuu.)

Bupyc dnwTreiHa-bapp (3ATA) (kau.)

Bupyc dnwTreiHa-bapp (3ATA) (konny.)

MwuKonaasma NHeBMOHUK, XNamuansa NHEBMOHUK (Ma30K)

MuKonnasma NHEBMOHMM, Xnamuama nHesmoHun (D4TA)

Heiiccepuma meHnHrutnamc, Fremoopunyc nHdatoeHua, CTpenToKOKKYC MHEBMOHUM
(ma3ok)

Heiiccepuma meHnHrutnamc, remodunyc nHdntoeHua, CTpenTOKOKKYC MHEBMOHUM
(3ATA)

Onpegenenve PHK Bupyca rpunna A (H1IN1-swine) B KIMHUYECKOM MaTepuane
metogom MLUP

KopoHasupyc, PHK(SARS-CoV-2, MNLP) ma3ok , Kau.

10.02.06.0cTpble KnweyHble MHbeKLMm

Potasupychbl rpynnbl A (Rotavirus A), Hoposupycsl 2 reHotuna (Norovirus 2 reHoTun)
n ActpoBupychbl (Astrovirus) (Kau.)

LWurenna (Shigella spp.) u sHTepounHBsasmeHble E. coli (EIEC), CanbmoHenna
(Salmonella spp.), Kamnuno6akrepun (Campylobacter spp.) (kau.)
10.02.07.4pyrne 6aktepuansHble U BUPYCHble HEKLUN

Bupyc Bapuuenna-3octep (masok) (kau.)

Bupyc Bapuuenna-3octep (Moua) (Kau.)

Bupyc Bapuuenna-3octep (94TA) (kau.)

KpacHyxa (Kau.)

KpacHyxa (koauny.)

Jluctepma moHouuToreHec (Kau.)

MuKkobaKkTepuu TybepKynesa (masok)

MukobaKkTepum Tybepkynesa (MoKpoTa)

MukobaKkTepum Tybepkynesa (moua)

MukobakTepum Tybepkynesa (34TA)

Tokconnasma MoHau (masok) (Kau.)

Tokconnasma MoHau (masok) (konny.)

Tokconnasma NoHau (moua) (Kau.)

Tokconnasma NroHau (moua) (Konamy.)

Tokconnasma NoHau (3ATA) (kau.)

Tokconnasma loHau (9A4TA) (Konuy.)

Xenukobaktep nunopu (kan) (Metoa Real-Time) (kau.)

XenukobakTep nunopw (kan) (Metog, Real-Time) (Konuy.)

XenukobakTep nunopu (masok) (Metog Real-Time) (kau.)

XenukobakTep nunopwm (masok) (Metog Real-Time) (Konunuy.)
Lutomeranosumpyc (Masok) (kau.)

Liutomeranosupyc (Mas3ok) (konnu.)

Uutomeranosmpyc (moua) (kau.)

Lutomeranosupyc (moua) (Konmu.)

Uutomeranosupyc (OA4TA) (kau.)

Uutomeranosupyc (SA4TA) (Konumuy.)

10.02.08.Bupyc npocTtoro repneca

Bupyc repneca VI Tuna (masok) (kau.)

Bupyc repneca VI Tuna (Masok) (koauu.)

Bupyc repneca VI Tuna (moya) (Kau.)

Bupyc repneca VI Tuna (moya) (Koamu.)

Bupyc repneca VI Tuna (34TA) (kau.)

Bupyc repneca VI Tuna(34TA) (Konuu.)

Bupyc npocToro repneca 1 (Kay.) — masok

Bupyc npocToro repneca 1 (Kay.) — moya

Bupyc npoctoro repneca 1 (kau.) — 94TA

Bupyc npocToro repneca 1 (Koauy.) - masok

Bupyc npocToro repneca 1 (Konuy.) - moya

Bupyc npocrtoro repneca 1 (konny.) - 94TA

Bupyc npocToro repneca 1,2 (ma3ok) (Kau.)

Bupyc npocToro repneca 1,2 (ma3ok) (konmy.)

Bupyc npocToro repneca 1,2 (mou4a) (kau.)
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MT.19.67.3.
MT.19.23.1.
MT.19.67.1.
MT.19.110.2
[MT.19.110.3
MT.19.110.1
[MT.19.111.2
MT.19.111.3
[MT.19.111.1

MT.19.777.

FMT.19.77.

MT.19.83.
FMT.19.84.
fMT.19.16.1.
MT.19.60.1.
FMT.19.16.2.
MT.19.60.2.
FMT.19.46.

MT.19.75.

MT.19.76.
MT.19.25.
MT.19.78.
MT.19.26.
MT.19.88.
MT.19.92.
MT.19.93.
[MT.19.27.

MT.19.57.

FMT.19.47.

MT.19.28.

MT.19.30.

MT.19.90.

FMT.19.29.

MT.19.89.

MT.19.19.1.
MT.19.63.1.
MT.19.19.2.
MT.19.63.2.
MT.19.22.1.
MT.19.66.1.
[MT.19.22.2.
MT.19.66.2.
MT.19.79.

MT.19.80.

MT.19.17.1.
MT.19.61.1.
MT.19.17.2.
MT.19.61.2.
[MT.19.18.1.
MT.19.62.1.
[MT.19.18.2.
MT.19.62.2.
MT.19.81.

MT.19.82.

MT.19.21.1.
MT.19.65.1.
[MT.19.21.2.
MT.19.65.2.
MT.19.50.1.
MT.19.50.2.
MT.19.20.1.
MT.19.64.1.
MT.19.20.2.
MT.19.64.2.

Bupyc npocToro repneca 1,2 (mo4a) (Konuu.)

Bupyc npoctoro repneca 1,2 (34TA) (kau.)

Bupyc npoctoro repneca 1,2 (34TA) (konuy.)

Bupyc npocToro repneca 2 (Kay.) — ma3ok

Bupyc npocToro repneca 2 (Kay.) — moya

Bupyc npocToro repneca 2 (kay.) — 34TA

Bupyc npocToro repneca 2 (Koauy.) - Masok

Bupyc npocToro repreca 2 (Koauy.) - moya

Bupyc npocToro repneca 2 (koauy.) - 34TA
10.02.09.KomnneKkcHoe nccnepoBaHueHa rpubbl poga KaHamaa
KomnnekcHoe nccnegosaHue Ha rpubol poga KaHamnaa ¢ uaeHtuduKkaumen
B03byauTens (kau.)

KomnnekcHoe nccneposaHua Ha rpubsl poga KaHamaa (Kau.)
10.02.10.YporeHuTtanbHble UHEKLUN

bakTepouabl (Bacteroides spp.) (Kau.)

bakTepouabl (Bacteroides spp.) (konnu.)

Buosapsbl Ureaplasma (U. Urealyticum, U. parvum) (ma3ok) (kau.)
Buosapsbl Ureaplasma (U. Urealyticum, U. parvum) (ma3ok) (konany.)
Buosapsbl Ureaplasma (U. Urealyticum, U. parvum) (moua) (kau.)
Buosapsbl Ureaplasma (U. Urealyticum, U. parvum) (mou4a) (Konuu.)
BMY 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59 - reHoTMN. (Kauy.)

BMY Digene-tecr (16/18/31/33/35/39/45/51/52/56/58/59/68 Tnnbl) (Koany.)
BMY Digene-tect (6/11/42/43/44 tunbl) (Koany.)

BMY Tun 16 (kau.)

BMY Tun 16 (Konunu.)

BMY Tun 18 (kau.)

BMY Tun 18 (konaunu.)

BMY Tunbl 16, 18 (kau)

BMY Tunbl 16, 18 (koauny)

BMNY Tunbl 16, 31, 35, 39, 59 (KayecTBeHHbIN)

BMNY Tunwl 16,18,31,33,35,39,45,51,52,56,58,59 reHotun. + konud. (Metopa, Real-
Time) (konny.)

BMNY Tunwl 16,18,31,33,35,39,45,51,52,56,58,59 Koauu. (Metog Real-Time) (koany.)
BMY Tunbl 18, 33, 45, 52, 58, 67 (KayecTBeHHbI)
BMNY Tunbl 51,26 (Kau.)

BMY Tunbl 51,26 (Koiny.)

BMNY Tunbl 6, 11 (Kau.)

BMY Tunbl 6, 11 (Kosny.)

FapaHepenna BarMHanuc (Masok) (kau.)
lapaHepenna BarmHanuc (Masok) (konny.)
FapaHepenna BarmHanuc (Mmoya) (Kau.)
lapaHepenna sarmHanuc (moua) (Kosimd.)
KaHampa anbbukaHc (masok) (Kau.)

KaHamaa anbbukaHc (masok) (Konumu.)

KaHampa anbbukaHc (moya) (Kau.)

Kangmaa anbbukaHc (moya) (Kosmy.)
JNlakTob6akTepum (Lactobacillus spp.) (kau.)
NaktobakTepum (Lactobacillus spp.) (koauny.)
MuKonnasma reHuTanmym (Masok) (kau.)
MwuKoniasma reHuTanmym (Masok) (konmy.)
Mwukonnasma reHuTanmym (moya) (Kau.)
MuKonnasma reHuTannym (moda) (Koamu.)
MwuKoniazma XoMMHUC (Ma3oK) (Kauy.)
MuKonnasma XoMMHUC (Ma3ok) (Kosnu.)
MwuKonnasma xoMmMHUC (Mmoya) (Kau.)
MuKoniasma XoMMHUC (Moya) (Koand.)
MobunyHkyc (Mobiluncus curtissi) (kau.)
Mo6bunyHkyc (Mobiluncus curtissi) (koany.)
Heliccepums roHopeun (Ma3ok) (Kau.)

Heliccepua roHopen (ma3oK) (Koany.)
Heliccepusa roHopeun (moua) (Kau.)

Heliccepua roHopeun (moya) (konmy.)
TpenoHema nannmaym (masok) (Metog Real-Time) (kau.)
TpenoHema nanamaym (mova) (Metopg Real-Time) (kau.)
TpuxomoHac BarMHanunc (Masok) (kau.)
TpUXOoMOHac BarmHanmc (Masok) (Kosmu.)
TpuxomoHac BarmHanuc (Moua) (Kau.)
TpuxomoHac BarmHanuc (Moua) (Kosiumu.)
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MT.19.15.1.
MT.19.59.1.
MT.19.15.2.
MT.19.59.2.
MT.19.14.1.
MT.19.58.1.
MT.19.14.2.
MT.19.58.2.

MT.50.2.2087.

FMT.27.39.

MT.27.38.

FMT.28.92.

'MT.20.79.
MT.20.22.
'MT.20.21.
MT.20.80.

'MT.20.39.
MT.20.118.

'MT.20.32.
MT.20.33.
MT.20.31.
MT.20.29.
'MT.20.30.

'MT.20.36.
MT.20.35.
MT.20.34.

'MT.20.37.
MT.20.38.

MT.20.82.
MT.20.81.

MT.20.26.
MT.20.25.
'MT.20.24.
MT.20.23.
'MT.20.28.
MT.20.27.

'MT.20.63.

Ureaplasma species (Ma30k) (kau.)

Ureaplasma species (Ma30K) (koanu.)

Ureaplasma species (Mou4a) (kau.)

Ureaplasma species (Moua) (Konuu.)

Xnammamsa TpaxomaTtuc (Masok) (Kau.)

Xnammama TpaxomaTtunc (Masok) (Koamu.)

Xnamuams TpaxomaTtuc (Moua) (Kauy.)

Xnamuamsa TpaxomaTtuc (Moya) (Konmu.)
10.02.11.0ueHka 6oL EeHO3a YPOreHUTaIbHOro TPaKTa

BV1OLEHO3 YypOreHUTabHOTO TPAKTA Y KEHLWMH Ha 12 rpynn MUKPOOPraHM3MoB
(Lactobacillus, Gardnerella vaginalis+Prevotella bivia+ Porphyromonas spp, Candida
spp, Ureaplasma, Mycoplasma hominis, Mycoplasma genitalium, Trichomonas

vaginalis, Neisseria gonorrhoeae, Chlamydia trachomatis, HSV-2, CMV, HSV-1)
demodnop-16 (UccnegoBaHme MUKPODAOPLI YPOreHUTaIbHOTO TPAKTA Y KEeHLWMH

16 nokasateneit: Lactobacillus, Enterocteriaceae, Streptococcus, Staphylococcus,
Gardnerella vaginalis + Prevotella bivia + Porphyromonas spp, Eubacterium,
Sneathia spp + Leptotrichia spp + Fusobacterium spp, Eubacterium, Sneathia spp.+
Leptotrichia spp. + Dialister spp., Lachnobacterium spp+Clostridium spp, Mobiluncus
spp+Corynebacterium spp, Peptostreptococcus spp, Atopobium vaginae, Candida
spp, Mycoplasma hominis, Ureaplasma (urealyticum+pavum), Mycoplasma
genitalium.

demodnop-8 (UccnenosaHne MUKPODAOPbI YPOreHUTAIbHOTO TPAKTA Y KEHLUMH 8
nokasareneii: Lactobacillus, cem. Enterobacteriaceae, Streptococcus spp,
Gardnerella vaginalis+Prevotella bivia+Porphyromonas spp, Eubacterium spp,
Candida spp.)

10.02.12.narHocTnKa 3aboneBaHuii yporeHTaIbHOro TpaKTa

®NOPOLLEHO3 KOMIMEKCHBIW (¢ anarHoctukoi MIMMM: AHK Bacteria, AHK
Lectobacillus spp, LJHK Gardnerella vaginalis, AHK Atopobium vaginae; AHK
Enterobacteriaceae, IHK Stapylococcus spp, Streptococcus spp; AHK Ureaplasma
parvum, IHK Ureaplasma urealyticum, JHK Mycoplasma hominis; IHK Candida
albicans, AHK Candida glabrata, fJHK Candida krusei, HK Candida Parapsilosis
tropicalls, AHK Neisseria gonorrhoeae, AIHK Chlamydia trachomatis, AHK
Mycoplasma genitalium, IHK Trichomonas vaginalis

10.03.CEPONIOTUA

10.03.01.CKpUHUHF

AT 1 AT kK BUY 1/2 (CKPUHUMHT , Kay.)

Fenatut C, anti-HCV cymm. (Kau)

lenatut B, HBs Ag (Kau)

Cudunuc cym. AT (1gG n IgM) (kau)

10.03.02.fenaTuT A

Fenatut A, anti-HAV I1gM (n/kon)

lenatut A, anti-HAV cym. AT(n/kon)

10.03.03.frenatnt B

lenatut B, anti-Hbe (n/kon)

lenatut B, anti-HBs (kon)

lenatut B, Hbe Ag (kau)

Fenatut B, anti-HBV cor IgM (n/kon)

lenatut B, anti-HBV cor cymm. (kau)

10.03.04.renatut C

lenatut C cnekTp aHTUTEN (Kau)

renatut C, anti-HCV IgG asuaHocTb (n/kon)

lenatut C, anti-HCV 1gM (n/kon)

10.03.05.f'enaTuT D

lenatut D, anti-HDV IgM (kau)

lenatut D, anti-HDV cymm. (Kau)

10.03.06.fenaTuT E

lenatut E, anti-HEV-IgG (kau

lenatut E, anti-HEV-IgM (kau)

10.03.07.Cudunaunc

Cuopunuc 1gG (n/kon)

Cudpunuc IgM (kau)

Cudpunmc RPR (n/kon)

Cudunanc TPHA (n/kon)

Cudunuc ummyHob10T 1gG (Kau)

Cudpunnmc ummyHobnoTt IgM (kau)

10.03.08.Xnamngmo3s

Xnamunamsa nHesmoHun IgA (n/kon)
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MT.20.61.
MT.20.62.
MT.20.41.
'MT.20.42.
MT.20.43.

MT.20.126.
MT.20.65.
MT.20.66.
MT.20.47.
MT.20.46.

MT.20.45.
MT.20.44.

'MT.20.76.
'MT.20.77.
MT.20.78.

MT.20.58.
MT.20.59.
'MT.20.60.

MT.20.15.
MT.20.16.
MT.20.17.

MT.20.104.
MT.20.125.
MT.20.105.
MT.20.102.
MT.20.103.

'MT.20.50.
MT.20.51.
MT.20.52.
MT.20.53.
MT.20.54.
MT.20.55.
'MT.20.83.
MT.50.17.2007.
MT.50.15.2007.
MT.50.16.2007.

MT.20.71.1
'MT.20.85.

MT.20.69.1
MT.20.70.1

'MT.20.56.
MT.20.57.

MT.20.72.
MT.28.799

MT.20.18.
MT.20.88.

MT.20.74.
MT.20.75.

MT.20.10.
MT.20.11.

MT.20.123.
MT.20.124.

'MT.20.9.
'MT.20.8.
MT.20.95.

Xnamunams nHesmoHuu IgG (n/kon)

Xnamunama nHesmoHuu IgM (n/kon)

Xnamunaums Tpaxomatuc IgG (n/kon)

Xnamunama tpaxomatuc IgM (n/kon)

Xnamuams Tpaxomatuc IgA (n/kon)
10.03.09.Mwukonaasmos

MuKkonnasma nHeBMOHMM IgA

Mwukonnasma nHesmoHuu IgG (n/kon)
MwuKoniasma nHeBmoHuu IgM (n/kon)
Mwukonnasma xomuHuc IgA (n/kon)

Mwukonnasma xomuHuc IgG (n/kon)
10.03.10.Ypeanna3mos

Ypeannasma ypeanutukym IgA (n/kon)
Ypeanna3sma ypeanutukym IgG (n/kon)
10.03.11.Tokconnasmos

Tokconnasma IgG (kon)

Tokconnasma IgG aBugHocTb (n/kon)
Tokconnasma IgM (kon)
10.03.12.UutomeranosupycHas nHderuus
Liutomeranosupyc IgG (n/kon)

Liutomeranosupyc IgG aBuaHocTs (n/kon)
Liutomeranosupyc IgM (n/kon)
10.03.13.KpacHyxa

KpacHyxa IgG (kon)

KpacHyxa IgG aBuaHocTb (n/kon)

KpacHyxa IgM (n/konny)
10.03.14.PecnupatopHble BUPYCHble MHPEKL MM
AneHosupyc IgG (n/kon)

AneHosupyc IgM (n/kon.)

AneHosupyc IgA (n/kon)

PecnupaTopHbIi CUHLMTUANbHbIN BUpYC 18G (n/Kon)
PecnupaTopHbIiA CUHLMTMAbHbIN BUpYC IgM (n/kon)
10.03.15.f'epnec

Bupyc npocroro repneca 1 1gG (kon)

Bupyc npocroro repneca 1 IgM (n/kon)

Bupyc npocrtoro repneca 2 1gG (n/kon)

Bupyc npocToro repneca 2 1gG asuaHocTb (n/kon)
Bupyc npocroro repneca 2 IgM (n/kon)

Bupyc npoctoro repneca VI tvna IgG (n/kon)
Bupyc npocroro repneca VIl Tuna IgG (n/kon)
Bupyc npocToro repneca 1,2 IgG (kon)

Bupyc npocroro repneca 1,2 1gG aBugHocTs (r1/kon)
Bupyc npocroro repneca 1,2 IgM (n/kon.)
10.03.16.B2b-MHpekuma

Bupyc dnwTreiHa-bapp 1gG K kKancugHomy Al (kon)
Bupyc dnwTreiHa-bapp 1gG K paHHemy Al (ko)
Bupyc dnwreiHa-bapp 1gG k agepHomy AT (n/kon)
Bupyc dnwTreiHa-bapp IgM Kk kancugHomy Al (kon)
10.03.17.BetpaHan ocna

Bupyc Bapuuenna-3octep IgG (n/kon)

Bupyc Bapuuenna-3ocrep I1gM (n/kon)
10.03.18.Kopb

Kopsb 1gG (n/kon)

Kopb IgG (kon)

10.03.19.Kokntow

Bopaetenna neptyccuc IgG (n/kon)

Bopaetenna neptyccuc IgA (n/kon)
10.03.20.MapoTtut

Mapotut IgG (n/kon)

Mapotut IgM (n/kon)

10.03.21.Knewesoit boppennos

Boppenuos IgG (n/kon)

Boppenunos IgM (n/kon)

10.03.22.KneweBolt saHuedanur

Bupyc Kkneuesoro sHuedanuta IgG (n/kon.)
Bupyc knewesoro sHuedanuta IgM (n/kon.)
10.03.23.MepcnHmno3

MepcunHunos IgA (n/kon)

MepcuHnos IgG (n/kon)

MepcuHua ncespotybepkynesa (n/kon)
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MT.20.93.
MT.20.94.

MT.20.127.
MT.20.128.

MT.20.115.

MT.20.6.
IMT.20.1.

MT.20.3.
MT.20.2.
MT.20.4.
MT.20.5.

MT.20.13.

'MT.20.91.
MT.20.89.
'MT.20.90.

MT.20.129.

MT.20.117.
MT.20.14.
MT.20.86.
MT.20.87.

MT.20.106.
MT.20.67.
MT.20.12.
MT.20.49.
MT.20.7.
MT.20.64.
MT.20.116.
MT.20.48.
MT.50.2.1362
MT.50.83.1295.
MT.50.45.921
MT.20.154

MT.20.165

MT.20.172.
MT.20.170.

MT.17.51.

MT.27.960.

IMT.17.61.

FMT.17.9.

fMT.17.50.

MepcuHua aHTepokonutuka, cepotun O3 (n/kon)
NepcuHua sHTepoKkonutunka, cepotun 09 (n/kon)
10.03.24.bpyuennes

Bbpyuennes IgG (kau.)

Bpyuennes IgM (kau.)

10.03.25./1eviwumanHnos

JNeiwmannos, 1gG (n/kon)

10.03.26.fenbmMnHTO3bI

Ackapuzos 1gG (n/kon)

OnddepeHumanbHan gMarHoCTUKa reibMMHTO308 IgG (n/kon) (Tokcokapos IgG,
Onuctopxos 1gG, TpuxuHennes IgG, IXMHOKOKKO3 1gG)
Onuctopxo3 IgG (n/kon)

Tokcokapos IgG (n/kon)

Tpuxurennes IgG (n/kon)

IXMHOKOKKO3 1gG (n/Kon)

10.03.27.CanbmoHennes

CanbmoHennes (rp.A, B, C, [, E, cymm., n/kon)
10.03.28.Wwurennes

Lurenna 3oHHe (n/kon)

LWurenna ®nekcHepa 1-5 (n/kon)

LWurenna dnekcHepa 6 (n/kon)
10.03.29.Acneprunnes

Acneprunnes IgG (kau.)

10.03.30.XenvkobakTepHan HbEKLMA

Onpegenenne aHtureHa HELICOBACTER PYLORI B kane (MDA)
Xenukobakrtep nunopwu IgG (n/kon)

Xenukobaktep nunopw IgA (kon)

Xenukobaktep nunopw IgM (kon)

10.03.31.4pyrme nHdekumnm

Amebuas IgG (n/kon)

BptowHoi Tnd (kau)

BptowHoi Tud (n/kon)

KaHgmaa anbbukaHc IgG (Kau)

Nambanos (cymm. AT, n/kon)

MukobakTepum Tybepkynesa (cymm. AT, Kau)

CoinHoi TMd (n/Kon)

TpuxomoHuas IgG (kau)

BopaeTtenna neprtyccuc v napaneptyccuc (n/kon.)
Bopaetenna neptyccuc IgM (n/kon)

AT 1 KopuHobakTepum AndTEPUN (CKPUHHUHT)
KopoHasupyc SARS-CoV-2, aHTuTena IgG (n/kon.)
KopoHasupyc SARS-CoV-2, HeilTpanusytowme aHTuTena IgG kK RBD gomeHy S-6enka
(Architect, Abbott) (kon.)

Bupyc rpunna tvna B IgM (kon)

Bupyc rpunna tvna A IgM (n/kon)
11.MMMYHOIOTMYECKUE NCCNELOBAHUA
11.00.01.0CHOBHble CKPUHHWHIOBbIE NaHenn
TyMOpanbHbli UMMYHUTET (MMMYHOTN06YAMHbI IgA, IgM, 18G, IgE, unpKyaupylowwme
MMMYHOKOMMNNEKCbI, KOMMOHEHTbI)

MMMYHHbIW cTaTyC (CKPUHUHT) (ParouuTapHas akTUBHOCTb IEMKOLUTOB, KNETOYHbIN
UMMYHUTET, UMMYHOrN06YAnH IgE 06wmii, tmmyHorn1o6yauHbl IgA, IgM, IgG)

MMMYHHbII CTaTyC paclUMPEHHbIN (MMMYHOPErYNATOPHbIN MHAEKC,
UMMYHOTN06yAnHbI IgA, IgM, 18G; UMmmyHOrnobynuH IgE 06wmin; darountapHas
aKTMBHOCTb lelKkoumnTOoB; fleikoumTapas ¢opmyna; T-nmdountbl (CD3+); T-xennepbl
(CD3+CD4+); T-umTOoTOKCHYECKME KNeTKU (CD3+CD8+); T-perynatopbl KAETKM
(CD4+CD25+CD127neg); T-akTMBMpOBaHHble KneTkn (CD3+HLA+DR+CD38+); NK-
Knetkn (CD16+/56); NK akTMBMpoBaHHble KneTkn (CD3-CD8+CD38+); NK u B-
aKTMBMpPOBaHHble KneTkun (CD3+HLA-DR); B-numdountsl (CD19+); B-KNeTKn namaTtu
(CD19+CD5-CD27+); B1-numdoumtbl (CD19+CD5+); B2-numdoumtsbl (CD19+CD5-
);0OnpeaeneHne nHtepdepoHos ("anbda”, "ramma", "'cbIBOPOTOUHbBII, CMOHTAHHbIN);
Lnpkyaunpytowme uMmyHoKomnaekcobl; KomnoHeHTbl komnaemeHnTa C3 n C4; T-
aKTMBHbIE K/IETKM C MapKepom paHHei akTuBHocTH (CD3+CD25+); T-xennepsbl
aKTUBMPOBAHHbIE C MAaPKEPOM paHHel akTuBHOCTU (CD3+CD4+CD25+)
OnpegeneHune nHtepdpepoHos ("anbda”, "ramma", "cbIBOPOTOUYHBIN", CMOHTAHHbLIN").
KnetouHblit ummyHuTeT (T-numdouutsl, T-xennepbl, T-UMTOTOKCUYECKME KNETKM,
MMMYHOpPErynaTopHblit MHAEKC, B)
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FMT.17.54.

FMT.17.47.

MT.50.2.2002.

FMT.17.43.

FMT.17.44.

FMT.17.42.

11.00.02.JononHUTENbHbIE KOMMJIEKCbI

AKTMBUpPOBaHHble AMmdounTsl (T-numbouuTsl, T-xennepsl, T-LUTOTOKCUYECKUE
KNETKWU, UMMYHOPEryNATOPHbIN MHAEKC)

MNMMYHOpPErynaTopHbIn MHAEKC ANA OLEHKM MMMYHHOTO cTaTyca v 3pdpeKTUBHOCTH
Tepanuu (MMMyHOPErynaTopHbIi nHAeKC, T-numbouuTbl, T-xennepsl, T-
LUTOTOKCUYECKME)

MccneposaHe napameTpoB MMMYHHOFO cTaTyca: onpegeneHme abcontoTHbIX
Konmyects CD4+CD8+CD3 numdoumnTos y nauneHtos ¢ BUY (CMUL Ha npoToyHOM
uutodtoopumeTp)

UccnepoBsaHue cybnonynauumn B-numeoumtos

(CD19+CD5+, CD19+CD5-, CD19+CD5-CD27+)

KnetouHble peuenTopbl AMMPOULHOM TKaHK

ofB-T v yb6-T: (CD3+aB-TcR+y6-TcR, CD3+yS-TcR+aB-TcR-)

OueHKa coctofHuA T-KNeToYHOro 3BeHa UMMYHUTETa:

(T-numoouuntsl (CD3+CD19-), T-xennepbl (CD3+CD4+CDA5+)

6670

3680

3220

2880

3570

5290



MT.17.56.
MT.17.53.

rMT.17.2.
rMT.17.1.
rMT.17.37.
FMT.17.40.
FMT.17.38.
FMT.17.39.
FMT.17.5.
FMT.17.57.
FMT.17.58.
fMT.17.4.
fMT.17.60
FMT.17.6.
FMT.17.41.

MT.17.13.
MT.17.14.
MT.17.16.
MT.17.15.

MT.17.22.
MT.17.25.
MT.17.23.
IMT.17.24.

IMT.17.27.
MT.17.29.
MT.17.30.
MT.17.36.
MT.17.32.
MT.17.33.
MT.17.34.
MT.17.35.

MT.26.3.
'MT.26.40.
MT.26.1.
MT.26.2.

'MT.26.30.
MT.26.29.
MT.26.28.

[MT.26.183.

MT.26.82.
MT.26.176.
MT.26.201.

[MT.26.161.

MT.26.162.

MT.26.6.
FMT.26.8.
MT.26.5.
FMT.26.4.
MT.50.21.2181
MT.50.20.2181
MT.50.1.2202.
MT.50.4.1289.

MT.26.163.

PaHHAA akTMBaUWA T-KNETOK U T-perynsTopHbie AMMPOLUTDI

LIMToKMHbI (PpaKTop HEKPO3a OMYyX0/1u, UHTEPAENKMH-10, UHTepAenKknH-6)
11.00.03.NHAMBMAYaNbHbIE UMMYHONOTMYECKUE TECTbI
MmmyHornobynuH IgE obwnin

MmmyHornobynunsl IgA, IgM, 1gG

MHTepnelikmH 1 6eTa

NHTepnelikuH 10

NHTepnelnkuH 6

NHTepnenkuH 8

KomnoHeHTbl KomnnemeHTa C3, C4

JNleiikounTapHo-T-MMMbOUUTAPHBIN MHAEKC (BMecTe ¢ KneT. UMmyHUTeTOM)
JINN Kanbd-Kanuda (Bmecte ¢ neikount. ®-noit.)

CopepxaHue LUK IgG, IgM

T-xennepbl (CD3+CD4+)

darounTapHas aKTUBHOCTb IEWMKOLUTOB

®HO/TNFa (PaKkTop Hekpo3a onyxonmn)

11.00.04.4yBcTBUTENBHOCTb K NMpenapatam nHtepdepoHa: (HazHayaTb TONbKO
BMecTe C uccnegoBaHvem "OnpegeneHme MHTeppepoHos"):
FammadepoH (MHrapoH)

NHTpOH

PeanbanpoH

PeadepoH (BudepoH)

11.00.05.4yBCTBUTENBHOCTL K MHAYKTOPAaM MHTepdepoHa (HazHayaTb TONbKO
BMecTe c uccnegosaHvem "OnpegeneHme nHTeppepoHos'"):

AMUKCUH

Karouen

Heosup

LimknodepoH

11.00.06.4yBCTBUTENBHOCTD K UMMYHOMOAYNATOPAM (Ha3HayaTb TO/IbKO BMeCTe C
uccneposBaHvem "OnpegeneHme MHTeppepoHoB"):

lanasut

NmmyHan

MmmyHodaH

MMyHopumKC

Jlvkonng,

MonnokcuaoHui

TaKTUBWH

TumoreH

12.AYTOUMMYHHAA OANATHOCTUKA

12.00.01.lWLuToBMAOHAA Kenesa

AT Kk peuentopam TTT (kon)

AT-MAT (aHTUTENa K MMKPOCOMAaNbHOM Gppakuumn TMpouuTos) (Kon)
AT-TT (kon)

AT-TMNO (kon)

12.00.02.Moaxkenypo4Han kenesa

AT - GAD (kon)

AT K 6eTa-KneTkam nogyKenyLo4HoM xKenesbl (Kon)

AT K MHCYNMHY (Kon)

AHTUTENA K OCTPOBKOBbLIM KNETKam NoaxKenyao4Hoi kenesbl (ICA) metogom HPUD
(n/kon.)

AHTUTENA K TUPO3UH pocdaTase (IA-2)

AT K OCHOBHbIM aHTUIrEHaM OCTPOBKOBbIX KNeTok (GAD/IA-2)

AT K 3K30KPUHHOM YacTV NOAKENYA0UHOM Kenesbl (n/Kon.)
12.00.03.Cepaue

AHTUTENA K MMOKapay C onpegeneHmem Tuna cBevyeHums
12.00.04.TpombouuTONEHUSA

AHTUTENa K Tpombouutam, metos HPUD

12.00.05.AHTMdOCHOONMNNAHDBIA CUHLPOM

AT K Kapavonunuuy (ckpuH. 1gG, 1gM, IgA)

AT K npoTpomMbuHy (cKpuH. IgG, I1gM, I1gA)

AT Kk dochonunuaam IgG (kon)

AT K dochonmnuaam IgM (kon)

AHTUTENA K aHHEeKCcUuHy V 1gG

AHTUTENA K aHHEeKCuHy V IgM

AT K Kapaunonunuuy IgA (kon)

AT k ®C-npoTpombuHoBomy Komnnekcy (PS-PT), IgG u IgM
12.00.06.AyTOMMMYHHbI renaTuT

AHTUTENA K MMKPOCOMaM nevyeHn-noyku (LKM-1) metogom HPU® Ha TpoiiHoM
cybcTtpate
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MT.50.4.1385.
MT.20.167.

MT.26.127.

[MT.26.184.
MT.50.24.2181

[MT.26.26.
MT.26.27.
[MT.26.165.
MT.26.196.
MT.26.197.
MT.50.25.2181
MT.50.26.2181

[MT.26.11.
MT.26.10.
FMT.26.12.

MT.26.200.

MT.26.205.

[MT.26.21.
MT.26.18.
MT.26.20.
MT.26.19.

MT.26.9.
MT.50.13.2181

MT.26.23.
FMT.26.22.
MT.26.25.
MT.50.4.2215.
MT.26.182.
MT.26.203.
MT.26.202.

MT.50.2.2215.

MT.26.13.

MT.26.7.

MT.26.14.
MT.26.15.
MT.26.16.
MT.26.17.

[MT.26.24.
MT.26.170.

MT.26.198.
MT.50.23.2181

FMT.26.31.
MT.26.36.
'MT.26.38.
MT.26.37.
FMT.26.171.
MT.26.195.
MT.50.27.2181

FMT.26.33.

MT.50.51.2181

MT.50.22.2181
MT.26.191.
MT.26.192.

AHTUTENA K UMTOMNIA3MATUUECKOMY aHTUTeHy neyeHu

AT K rnagkoit myckynatype (ASMA) (n/kon)

AT K aHTUreHam ayTOMMMYHHbIX 3a6onesaHuii nedexHm (PDC-AMA-M2, M2-3E,
SLA/LP, LC-1, LKM-1, Sp-100, PML, gp210, Ro-52)

AT K acManornMkonpoTenHoBomy peuentopy (aHTM-ASGPR)
OnpepgeneHune cogepxaHna nogknacca IgG4
12.00.07.Uennakna

AT K ranaguHy IgA (kon)

AT K ranaguHy 1gG (kon)

AT K sHpoMuM3uio IgA 1 1gG (EMA) (Kau)

AT K ge3aMnAnpoBaHHbIM NenTugam ranaguHa IgA

AT K ge3amunanpoBaHHbIM NenTugam ranaguHa IgG

AT K TKaHeBOM TpaHcrayTamuHase, IgA (kon.)

AT K TKaHeBOW TpaHcryTaMuHase, IgG (n/kon.)
12.00.08.CnuctemHan KpacHasa BOMYAHKA

AT k aycnupanbHoli HK (kon. 1gG)

AT Kk ogHocnupanbHoi OHK (kon. 18G)

AT K 3KCTparmpoBaHHbIM agepHbim Al (Kon)

AT k asycnupansHoit HK Ha Crithidia lucilia, nogTsepsaeHne HPU® (n/kon.)
AT kK aumooumtam (n/kon.)

12.00.09.CuctemHan cknepoaepmma

AHTULEHTPOMepHble AT (kon. I1gG)

AT K aHTUreHy Scl-70 (kon. I1gG)

AT K HyKneocomam (Kon. 1gG)

AT K umMTonnasmatmyeckomy Al Jo-1 (kon. 1gG)

12.00.10.AyToMMMYHHble 3aboneBaHua KT

AHTUHYKNeapHble AT (Kon. IgG)

AHTMHYK/IeapHbIn GaKTOpP Ha KAeToYHOW AMHUK HEp-2 ¢ onpeaeneHmem 6 TMNos
cBeYeHUn

AT K BHyTpeHHemy dakTopy (Kon)

AT K mutoxoHapuam (kon. 1gG)

AT K napueTanbHbIM KneTkam (Kon. 1gG)

AT k Saccharomyces cerevisiae (ASCA) IgA

AT k Saccharomyces cerevisiae (ASCA) IgG

AT K aHTUreHy GP2, I1gG u IgA (npu 60ne3Hu KpoHa) (koa.)
AT K 60KanoBUAHLIM KNeTKam KuevHuka (n/kon)

MMMYHOBN0T aHTUHYKNEapHbIX aHTUTen (aHTureHbl Sm, RNP/Sm, SS-A (60 ka/52
ka), SS-B, Scl-70, PM-Scl, PCNA, CENT-B, Jo-1, dsDNA/ructoH/, Hykneocomsl, Rib
12.00.11./TeKapCcTBEHHAA BONYAHKa

AT K ructoHam (kon. IgG)

12.00.12.MapKepbl ayTOMMMYHHbIX 3ab01€BaHUi, accoLMmMpoBaHHbIX ¢ CKB
AT K 6eTa-2-rnukonpoTenHy (ckpwH. 1gG, IgM, I1gA)

AT K umMtonnasmatmyeckomy Al SS-A (RO) (kon. 1gG)

AT K umTonnasmatmyeckomy Al SS-B (La) (kon. IgG)

AT K aKcTparmpyemomy agepHomy Al Sm (kon. IgG)

AT K aKcTparvpyembim agepHbim AT RNP\Sm (koa. 1gG)
12.00.13.AyToMMMYHHble 3aboneBaHUA NoYek

AT K 6azanbHoi membpaHe rnomepynsipHoro annapara (Koa. IgG)

AHTuTENa K peuentopy dochonmnasbl A2 (MembpaHO3HbIVM r1omepyonodpuT)
AT K cTepomnanpoayLmpyoLmm KneTkam Hagnodvednuka (ACMK) (n/kon.)
AT k C1lq ¢pakTopy KomnaemeHTa

12.00.14.MonoBas cdepa

AHTUCnepmanbHble AT (Kon)

AT K TKaHW AnYHKKa, Ig A (Kau)

AT K TKaHU ANYHMKa, I1gG (Kau)

AT K TKaHU AMYHMKA, IgM (Kau)

AHtuTena k XMy IgG, IgM (n/kon.)

AT K CTepouA-npoayuMpyoLmMm KnetTkam andka (ACKMN-Testis)

AT K cTepona-npoayLMpyOWUM KneTkam andHmKka (ACKM-Ovary)
12.00.15.CuctemHble BacKynuTbI

AT Kk umMtonnasme Hentpodpunos (AHUA) (n/kon. 1gG)

AHTUHeNTpodUbHbIE LUTOMNNa3MaTUYECKME aHTUTeNa, IgG (ANCA), Combi 6
AT K KneTkam cocyaucToro sHgoTtenus (HUVEC)

AT K mnenonepokcuaase (aHTM—MIoO)

AT K npoTteuHase-3 (aHTK-MP-3)
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MT.26.174.
MT.26.175.

MT.26.34.

MT.26.160.

MT.26.35.

MT.26.81.

'MT.26.206.
MT.26.207.
FMT.26.115.

MT.26.114.

MT.20.113.
MT.26.177.
MT.26.180.
MT.26.181.
MT.26.178.
MT.26.179.
MT.26.173.

MT.26.166.

MT.26.168.
MT.26.169.
MT.26.210.
MT.26.208.
MT.26.188.

FMT.26.209.

MT.26.117.
MT.26.116.
MT.26.167.
MT.26.118.

IMT.26.121.

MT.26.120.
MT.26.119.

MT.26.66.
MT.26.77.

IMT.26.52.

MT.26.76.
MT.26.63.
MT.26.60.

IMT.26.71.

MT.26.79.
FMT.26.74.
MT.26.54.
'MT.26.58.

FMT.26.68.

MT.26.53.

FMT.26.55.

'MT.26.67.
MT.26.78.

MT.26.56.

FMT.26.62.

AT K umTonnasme Hetpodpunos (AHLA) IgA

AT K umutonnasme Heitpodunos (LAHLLA/NAHUA) IgG meTogom HPUD
12.00.16.PeBMaTOMAHbIA apTPUT

AHTU-MCV (AHTUTENA K UMTPYANNHUPOBAHHOMY BUMEHTUHY) (KoA. I18G)
AHTUKEpaATMHOBbIE aHTUTENA

AHTuTena CCP (AHTUTENA K LMKIMYECKOMY LIUTPY/UIUH COAepKallemy nentuay)
(kon)

AHTUNEPUHYKNEAPHbIV GpaKTop

AT K Sa-aHTureny

AT pesmaTtounaHoro ¢aktopa, IgA

KpucTannbl cMHOBWANbHOM KUAKOCTH

ONUromepHbI MaTpUKCHBIN 6enok xpsawwa (COMP) (anarHocTMka octeoapTposa)
12.00.17.3aboneBaHunA KoM

AT K MeXK/IeTOYHOMY BellecTBy M 6a3anbHOM membpaHe Koxu (Kau)

AT K 6a3anbHOM MembpaHe KoXu metogom HPUD

AT k 6enky BP 180

AT Kk 6enky BP 230

AT K gecmorneunHy 1

AT K gecmorneunHy 3

AT K 4ecMocomam KoXXu metogom HPUD

12.00.18. Capkonaos

AKTUBHOCTb aHIMOTEH3MH-NpeBpaLLatoLLero GepmeHTa (AMarHocTMKa capkonaosa)
12.00.19. HeBposiorMyeckme ayTouMmyHHble 3aboseBaHus

AHTUTENA K aLeTUAX0MHoBOMY peLenTopy (AxP)

AHTUTENA K CKeneTHbIM mbiwuam (ACM)

AT K KanuesbiM KaHanam (LGI1 n CASPR2) (n/kon.)

AT Kk MUSK peuenTtopy

AT k NMDA ratotamaTHOMY peuenTtopy

AT K aHTUreHam MUeIMHa METOLOM Henpamoi ummyHodaoopecueHumm (n/koan.)
NHpeKke anbbymnHa (npoHuLaemoctb M36) (nMKBOp M KpoBb)

ONUrOKNOHANbHbIN UMMYHOrN06YAUH IgG (1MKBOP M KPOBb)

OnpegneneHve akBanopwvHa - 4 (NMO) knacca IgG

12.00.20. Cuctema KomniemeHTa

1gG-MMMyHHble KomnneKcbl (meTog, ceasbiBaHuA ¢ C1lq (C1lg-1gG)

AYTOMMMYHHasa UMMYHOKOMMNIeKCHan natonorua (komnnemeHTt CH-50 n C1Q-IgG-
MK)

NHrmbuTop C1INH (aMarHocTnka KpanuMBHULbI M AaHTMOHEBPOTUYECKOTO OTEKA)
O6uwan remonuTUYecKkas cnocobHOCTb CbiBOPOTKM (CH-50)

12.00.21.KomnneKkcHasa AMarHOCTUKA ayTOMMMYHHbIX U CUCTEMHbIX 3a60/1€BaHMUI
AHTUHENTPOOUIbHbIE aHTUTENA
AHTUTEeNa K KapAnonmMnuHy knaccos IgG n IgM

AHTUTENA K OCHOBHbIM aHTMreHam CKB (aHTuTena Kk aclHK n Hykneocomam)
AHTudochonmnugHsle aHTUTENA

BblfABNEHWE QHTUTEN K PETUKYANHY Knaccos IgG u IgA

[unarHocTMKa ayToMMMYHHOTO nopakeHus noyek (AHUA, BMK, AH®)
[wnarHocTuka bbicTponporpeccupytoliero rnomepynoHedputa (AHLA v aHTUTENa K
BMK)

[unarHocTvMKa BoCnanmTeibHbiXx MMOKapguonatuin (Mio n AMA)

[unarHocTuka BTopuyHoro aHtudochonmnuaHoro cuHapoma (AK1 n AHO)
[unarHocTuKa rpaHynematosHbix Backyantos (AH® 1 AHLLA)

[unarHocTuKa ny3bIpHbIX 4EPMATO30B (ayTOaHTUTENA K aHTUFEHAM KOXKM)

OunddepeHumanbHas guarHocTnka 601e3Hn KpoHa 1 s3BeHHoro KosmTa (AHLA IgG
n ASCA IgA)_new

KombuHnposaHHOE 0bcnefoBaHMe Npy BOCNaNUTENbHbIX 3a60/1€BaHMAX
KuweyHmka (AHLA 1gG/IgA, ASCA (IgG/IgA)

KomnnieKcHbI TeCT AMarHOCTUKM PacCeAHHOrO CKAepo3a (0/IMroKNOHaNbHbIN 1gG 1
cBO6OAHbIE NETKUNE Lenn)

Ob6cnepoBaHWe Npy BOYaHOYHOM HedpuTe

O6cneposaHmve npu CKB (AHD, acAHK v AKN)

MNMonHoe ceponormnyeckoe obcnesoBaHue npu uenmakum (ASA, TTI, APA, ATA)
PasBepHyTas guarHoctvka aHtudoconunuaHoro cuHapoma (AH®, aHTuTENa K
Kapauonunuuy 1gG/IgM, 6eta2
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MT.26.61.

FMT.26.72.

MT.26.75.
MT.26.73.

FMT.26.59.

[MT.26.65.

FMT.26.64.

'MT.26.70.
fMT.11.14.
FMT.26.57.
'MT.26.80.
'MT.26.69.
MT.26.51.
fMT.26.171

[MT.26.187.

FMT.26.111.

FMT.26.112.

MT.26.186.

MT.26.185.

MT.26.73.1.
MT.11.14.1.
MT.50.19.2181
'MT.26.80.1.
MT.50.28.2181

[MT.26.51.1.

IMT.40.2.

MT.40.1.

MT.40.57.

FMT.40.33.

MT.40.65.
MT.40.63.1.
'MT.40.63.

MT.40.5.

FMT.41.48.
MT.41.19.
FMT.41.7.
MT.40.324.
FMT.41.11.
MT.41.5.
FMT.41.1.
FMT.41.9.

Pa3BepHyTan ceponorma ayToMMMyHHbIX 3a60/1eBaHMiN NeYeHu

PasBepHyTOe 06cneao0BaHMe Npu NOANHEBPUTAX (CKPMHUHE NapanpoTenHa, AH®,
AHUA, ENA, aHTH-GM1, GD1b, GQ)

PasBepHyTOEe ceponornyeckoe obcneaoBaHne nNpu NOAMMMO3UTE C KOMMEHTapMem
(AH®, ENA, aHTU-Mi-2, Ku, Pm)

CBoboAHblE Nerkue Kanna v nambaa uenu MMMyHorn06yanHoB B moye

CBobogHble nerkue Kanna/naméaa uenv UMmyHorn106yIMHOB B CbIBOPOTKE KPOBU
CBobogHble nerkne nambaa/Kanna uenv MMmyHorno6yanHoB B
uepebpocnumHanbHol KuakocTu( CeoboaHble nambaa-uenv UMMyHOr106yANHOB B
CMMHHOMO3rOBOW KMAKOCTM CBOBOAHbIE Kanna-uenu MMMyHorno6yaMHoB B
CNMUHHOMO3rOBOW }KUAKOCTM

CKPUHMHT ayTOMUMMYHHOTO nopakeHus neveHu (AHO, AMA, ATMA, LKM, ANKXK)
CKpUHUHT 6one3Hel coeanHUTeNbHOM TKaHW (AHD 1 ENA-cKpuH)

CKPUHWUHT M-TPAOUEHTA (6enka beHc-[xoHca) B MOYE

CKpUHUHT uenvakum (AAT 1gG n TTT2 IgA)

TunuposaHue M-rpaaneHTa (6enka beHc-[KkoHca) B moye

YTouHeHue anarHosa uenvakuu (ASA n TTT)

dnektpodopes 6e1K0B MOUM C ONpeaeneHnem TMna NPoTENHYpPUM

AxTuTena u XY 1gG, gM (n/kon.)

AHTUHeNpOoHanbHble aHTUTena (AHTK-Yol, Hu, Ri, PNMA2 (Ma2/Ta), CV2,
AMOUPU3MH), ANArHOCTUKA NAaPaHEOoNNaCTUYECKMX SHL,ehaNUTOB

AHTUHYKNeapHble aHTUTena npu cknepogepmmm (Scl-70, CENP A, CENP B, RP 11, RP
155, ¢pubpunnapun, NOR 90, Th/To, PM-Sc 100, PM-Scl 75, Ku, PDGR, Ro-52) u

AHTndocdonmnuaHsie aHtutena (AT 6eta-2-rankonpoTtenHy IgM, 1gG, aHHeKCuHy V
I1gM, 1gG, npoTpombuHy IgM, 1gG, K/,dC, ®X, dU, DK, CP), ummyHobn0T

AT npu noanmmunosute: AT K Mi-2, Ku, PM-Scl100, PM-Scl75, SRP, aHTUCUHTETa3Hble
aHTuTena (Jo-1, PL-7, PL-12, EJ, OJ) u aHTUTENa K RO-52

[unarHocTMKa BoCnanuTeibHbIX NoAMHEBPUTOB (AT K raHrnmosmngam GM1,GM2,
GM3, GM4, GD1a, GD1b, GD2, GD3, GT1a, GT1b, GQlb, cynbdaTtnay) IgG/IgM

CB0obOAHbIE NErkue Kanna v iambaa uenm MMMyHOrn06yanHOB (CyToYHas Moua)
CKpuHUHT M-TpaguenTa (6enka beHc-[KoHca) (cyTouHas moua)

CKPUHUHT NapanpoTeMHeMMiA B CbIBOPOTKE KPOBM C MOMOLLLbIO MMMYHODUKCaLMK
TunuposaHue M-rpaauenTa (6enka beHc-[oHca) (cyTouHas moua)

TunupoBaHMe NapanpoTenHa B CbIBOPOTKE KPOBU C MOMOLLbIO MMMYHODUKCALLMK

dnekTpodopes 6enK0B MOUM C ONpeseneHnem Tuna NPoTenHypum (CyTodHas moya)
13.ANATHOCTUKA ANNTEPTUN

13.01.TEXHONOIMA IMMUNOCAP

13.01.01.1 3TAMN MNepBrYHbIE TECTbI HAa ANNEPTUIO (CKPUHUHT)

Cmecb annepreHoB NULM (ANYHBIN 60K, MOIOKO, TPECKA, MWEeHMLa, apaxuc, cos)
IgE (FX5, ImmunoCAP)

Cmecb MUKpocKonuuyeckmx rpubos (Penicil. notatum, Cladosporium herbarum,
Asper. fumigatus, Candida a

CMecb MACHbIX MPOAYKTOB: CBUHWUHA, roBaguHa, Kypuua IgE (FX73, ImmunoCAP)

Cmecb ¢pykToBasa Nol: anenbcuH, s610ko, 6aHaH, nepcuk IgE (FX15, ImmunoCAP)
TpunTtasa IgE (ImmunoCAP)

dagmaton (ImmunoCAP) KanuansapHas KpoBb

daanaton IgE (ImmunoCAP).

Cmecb annepreHos naecenu (Penicillium notatum, Cladosporium herbarum,
Aspergillus fumigatus, Alternaria alternata), IgE, 06w, pesynbtaT (MX1,ImmunoCAP)
13.01.02.2 3TAI BbiaBneHne UHANBMAYANbHOIO annepreHa

Alternaria alternata IgE (M6, ImmunoCAP).

Aspergillus flavus IgE (M228, ImmunoCAP).

Aspergillus fumigatus IgE (M3, ImmunoCAP).

Botrytis cinerea IgE (M7, ImmunoCAP)

Candida albicans IgE (M5, ImmunoCAP).

Cladosporium herbarum Igg (M2, ImmunoCAP).

Helmintosporium halodes IgE (M8, InmunoCAP).

Mucor racemosus IgE (M4, ImmunoCAP).
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MT.41.3.
FMT.41.15.
MT.41.13.

FMT.41.173.
FMT.41.473.
FMT.41.183.
FMT.41.283.
FMT.41.181.
MT.41.185.
FMT.41.103.
FMT.41.243.
FMT.41.189.

Penicillium notatum IgE (M1, ImmunoCAP).

Pityrosporum orbiculare IgE (M70, ImmunoCAP).

Rhizopus nigricans IgE (M11, ImmunoCAP).
Abpwukoc IgE (F237, ImmunoCAP).
Ambpo3us Bbicokas IgE (W1, ImmunoCAP).
AnenbcuH IgE (F33, ImmunoCAP).

Apaxwc IgE (F13, ImmunoCAP).

Apbys3 IgE (F329, ImmunoCAP)..

baHaH IgE (F92, ImmunoCAP)

Bo6bi coesble IgE (F14, ImmunoCAP).
Bpokkonwu IgE (F260, ImmunoCAP).
BuHorpag, Igk (F259, ImmunoCAP).

(G RRC, RV, RV, RV, RV, RV, RV, R, RE O, RO, RV, ]

860
860
860
860
890
890
860
860
860
890
860
860



MT.41.187. BuwHA IgE (F242, ImmunoCAP). 5 860
MT.41.463. Bsas IgE (T45, ImmunoCAP). 5 860
MT.41.379. FosagunHa Igk (F27, ImmunoCAP) 5 890
TMT.41.113. lopox IgE (F12, ImmunoCAP). 5 860
TMT.41.199. Ipenndpyt IgE (F209, ImmunoCAP). 5 860
TMT.41.279. Ipeukrnit opex IgE (F256, ImmunoCAP). 5 860
IMT.41.191. lpywa IgE (F94, ImmunoCAP). 5 860
MT.41.393. [JomawHsas nbinb (Hollister-Stier Labs.) IgE (H2, ImmunoCAP) 5 860
MT.41.295. [Opox:ku IgE (F45, ImmunoCAP). 5 860
MT.41.193. [ObiHa IgE (F87, ImmunoCAP). 5 860
MT.41.85. enTtok AnuHbIii IgE (F75, ImmunoCAP). 5 860
MT.41.115. Kakao IgE (F93, ImmunoCAP). 5 890
MT.41.151. Kanbmap IgE (F258, InmunoCAP). 5 860
MT.41.153. Kambana IgE (F254, ImmunoCAP). 5 860
TMT.41.233. Kanycra IgE (F216, ImmunoCAP). 5 860
MT.41.261. Kaptodens IgE (F35, ImmunoCAP). 5 890
MT.41.201. Kuswu IgE (F84, ImmunoCAP). 5 860
MT.41.37. Knew, gomawHeit noiim Euroglyphus maynei IgE (D74, ImmunoCAP) 5 1050
MT.41.77. Kosbe monoko IgE (F300, ImmunoCAP). 5 860
MT.41.409. Komap IgE (171, ImmunoCAP). 5 860
MT.41.465. Koctep IgE (G11, ImmunoCAP). 5 860
MT.41.289. Kode IgE (F221, ImmunoCAP). 5 860
MT.41.483. Kpanuea gsygomHas Ige (W20, ImmunoCAP). 5 860
MT.41.207. KpacHasa cmopoguHa IgE (F322, ImmunoCAP). 5 860
MT.41.139. KpeseTku IgE (F24, ImmunoCAP). 5 860
MT.41.109. Kykypysa IgE (F8, ImmunoCAP). 5 860
MT.41.481. Jlebepa yeuesnuesnaHan Igk (W15, ImmunoCAP). 5 860
MT.41.445. NewmHa IgE (T4, ImmunoCAP). 5 860
MT.41.213. JiumoH IgE (F208, ImmunoCAP). 5 860
MT.41.469. NucoxsocT nyrosoit IgE (G16, ImmunoCAP). 5 860
MT.41.167. Jlococs IgE (F41, ImmunoCAP). 5 860
MT.41.263. Nyk IgE (F48, ImmunoCAP). 5 860
MT.41.219. ManuHa IgE (F343, ImmunoCAP). 5 860
MT.41.215. MaHgapuH IgE (F302, ImmunoCAP). 5 860
MT.41.221. MacnwuHa IgE (F342, ImmunoCAP). 5 860
MT.41.269. Mungans IgE (F20, ImmunoCAP). 5 860
MT.41.259. Mopkosb IgE (F31, ImmunoCAP). 5 860
MT.41.411. Mortbinb IgE (173, ImmunoCAP). 5 860
MT.41.89. Myka rpeyHesas IgE (F11, ImmunoCAP). 5 860
MT.41.97. MykKa oBcsiHas IgE (F7, ImmunoCAP). 5 860
MT.41.101. Myka prkaHas IgE (F5, ImmunoCAP). 5 860
MT.41.99. MykKa sumeHHas IgE (F6, ImmunoCAP). 5 860
MT.41.375. Msco KponuKa IgE (F213, ImmunoCAP). 5 860
MT.41.385. OscsaHuua nyrosas IgE (G4, ImmunoCAP). 5 860
MT.41.241. Orypeu, IgE (F244, ImmunoCAP). 5 860
MT.41.485. OayBaHuumK IgE (W8, ImmunoCAP). 5 890
MT.41.277. Opex Kewsto IgE (F202, ImmunoCAP). 5 860
MT.41.237. MNepey, IgE (F218, ImmunoCAP). 5 860
MT.41.69. Mepo Kypuupl IgE (E85, ImmunoCAP). 5 890
MT.41.78. MNepo yTku IgE (E86, ImmunoCAP). 5 860
MT.41.223. Mepcuk IgE (F95, ImmunoCAP). 5 860
MT.41.471. MoAopoXKHUK naHueToBuaHbIN IgE (W9, ImmunoCAP). 5 860
MT.41.475. NoaconHeuHuK IgE (W204, ImmunoCAP). 5 860
MT.41.479. MonbiHb IgE (W6, ImmunoCAP). 5 860
MT.41.55. MNomeT BosHUCTOrO nonyraiuunka Ige (E77, ImmunoCAP). 5 860
MT.41.91. Puc IgE (F9, ImmunoCAP). 5 860
MT.41.477. Pomatuka IgE (W206, ImmunoCAP). 5 860
'MT.41.239. CaxapHas csekna Igk (F227, ImmunoCAP). 5 860
MT.41.377. CsuHMHa IgE (F26, ImmunoCAP) 5 860
MT.41.143. Cenbapb IgE (F205, ImmunoCAP). 5 860
MT.41.423. Cems noaconHeyHuka Ige (K84, ImmunoCAP). 5 860
MT.41.145. Crkymbpusa IgE (F206, ImmunoCAP). 5 860
MT.41.203. Cnwusa IgE (F255, ImmunoCAP). 5 860
'MT.41.459. CocHa BelimyToBa IgE (T16, ImmunoCAP). 5 860
MT.40.66. CTadMNOKOKKOBbIN 3HTEpOTOKCUH A IgE (M80, ImmunoCAP) 5 860
MT.40.67. CTadMNOKOKKOBbIV 3HTEpOTOKCHH B IgE (M81, ImmunoCAP) 5 860
'MT.41.900. CTadMNOKOKKOBbIN 3HTepOTOKCUH TSST IgE (M226, ImmunoCAP) 5 980
'MT.41.405. TapakaH pbixuit IgE (16, ImmunoCAP). 5 860
MT.41.387. Tumodeeska nyrosas IgE (G6, ImmunoCAP). 5 890
'MT.41.265. Tomart IgE (F25, ImmunoCAP) 5 860



MT.41.155.
MT.41.165.
MT.41.257.
MT.41.121.
MT.41.281.
MT.41.141.
MT.41.285.
MT.41.251.
MT.41.255.

MT.41.47.

MT.41.231.
MT.41.399.
MT.41.395.
MT.41.457.
MT.41.391.
MT.41.905.
'MT.41.906.

MT.41.25.
'MT.41.26.
MT.41.27.
MT.41.28.
MT.41.23.

MT.40.274.

'MT.41.38.

MT.40.211.

MT.40.215.
MT.40.213.

MT.40.214.
MT.40.289.
MT.40.311.
'MT.40.306.
'MT.40.316.
MT.40.321.

'MT.40.310.
'MT.40.349.
'MT.40.357.
'MT.40.358.
'MT.40.359.
'MT.40.360.
'MT.40.305.
'MT.40.346.
'MT.40.347.
MT.40.302.
'MT.40.303.

'MT.40.307.
'MT.40.301.
"MT.40.300.
'MT.40.348.
'MT.40.308.
'MT.40.309.
MT.40.318.
MT.40.319.
MT.40.361.
'MT.40.363.
'MT.40.362.

MT.41.616.

MT.41.616.1.

MT.41.601.
MT.41.604.
MT.41.603.
MT.41.602.

-

Tpecka IgE (F3, ImmunoCAP).

TyHew IgE (F40, ImmunoCAP).

ToikBa IgE (F225, ImmunoCAP).

®aconb IgE (F15, ImmunoCAP).

ducrawkm IgE (F203, ImmunoCAP).

®opensb IgE (F204, ImmunoCAP).

dyHayk IgE (F17, ImmunoCAP).

LigeTHasn KanycTa IgE (F291, ImmunoCAP).

YecHok IgE (F47, ImmunoCAP).

AnuTenunin Mopckoi cemHkm IgE (E6, ImmunoCAP).

fi6noko IgE (F49, ImmunoCAP)

A4, ocbl 06bIkHOBEHHOM IgE (13, ImmunoCAP).

A4 nyenbl gomawHen IgE (11, ImmunoCAP)..

ficeHb BbicOKUH IgE (T25, ImmunoCAP).

JomawHan noinb (Greer Labs.Inc.) IgE (H1, ImmunoCAP)
[omawwHsas nbinb (Greer Labs.Inc.) IgG (H1, ImmunoCAP)
JomawHas noinb (Hollister-Stier Labs.) 1gG (H2, ImmunoCAP)
Knew aomawwHeit noinn Dermatophagoides farinae IgE (D2, ImmunoCAP)

Knew aomalwHei noinn Dermatophagoides farinae 1gG (D2, ImmunoCAP)

Knew, somawHei noiiv Dermatophagoides microceras IgE (D3, ImmunoCAP)
Knew aomalwHeit noian Dermatophagoides microceras 1gG (D3, ImmunoCAP)
Knew aomawwHei nbinn Dermatophagoides pteronyssinus IgE (D1, ImmunoCAP)
Knew, aomalwHei noinn Dermatophagoides pteronyssinus IgG (D1, ImmunoCAP)
Knew aomalwHei noiau Euroglyphus maynei IgG (D74, ImmunoCAP)
13.01.03.3 3TAIN OnpepeneHne anneprokoOMNOHEHTOB
13.01.03.3.1.MporHo3 apdekTnBHOCTU ACUT

Anneprua Ha aiuo IgE (ImmunoCAP).

Ambpo3ua - gna ACUT IgE (ImmunoCAP).

3nakosble Tpasbl - g8 ACUT IgE (ImmunoCAP).
MNonbiHb - ana ACUT IgE (ImmunoCAP).

CopHble Tpasbl - ana ACUT IgE (ImmunoCAP)

Alternaria alternata rAlt al IgE (M229, ImmunoCAP)
Tumoodeeska nyrosas rPhl pl, rPhl p5b IgE (G213, ImmunoCAP)
ANbbYyMUH CbIBOPOTKM Kowwku nFel d2 IgE (E220, ImmunoCAP)
AnbbymuH cbiBOpoTKM cobakm nCan f3 IgE (E221, ImmunoCAP)
Ambpo3mna nAmb al IgE (W230, ImmunoCAP).

Apaxuc rAra hl IgE (F422, ImmunoCAP).

Apaxuc rAra h2 IgE (F423, ImmunoCAP).

Apaxuc rAra h3 IgE (F424, ImmunoCAP).

Apaxuc rAra h8 PR-10 IgE (F352, ImmunoCAP).

Apaxuc rAra h9 LTP IgE (F427, ImmunoCAP).

Bepésa rBet v2, rBet v4 IgE (T221, ImmunoCAP).
Beta-nakrornobynwuH IgE (F77, ImmunoCAP).

Kapn (MapsanbbymuH) rCyp cl IgE (F355, ImmunoCAP).
KoHanbbymuH aiiua nGal d3 IgE (F323, ImmunoCAP).

Jnzoumm aiua nGal d 4 IgE (K208, ImmunoCAP).

MUHOPHbIE KOMMNOHEHTbI Mbl/bLLbI ¥ MPOAYKTOB PAaCTUTENILHOTO NPOUCXOXKAEHNA IgE (G214,
ImmunoCAP)

OBanbbymuH aiua nGal d2 IgE (F232, ImmunoCAP)

Osomykoug, aiua nGal d1 IgE (F233, ImmunoCAP).

Omera-5 MuaguH nwenHnubl rTri al9 IgE (F416, ImmunoCAP)
MNonbiHb nArt v1 IgE (W231, ImmunoCAP).

MonbiHb nArt v3 LTP IgE (W233, ImmunoCAP).

Cobaka rCan f1 IgE (E101, ImmunoCAP)

Cobaka rCan f2 Igk (E102, ImmunoCAP)

Cos rGly m4 PR-10 IgE (F353, ImmunoCAP).

CbIBOPOTOYHbIN anbbymunH nBos d6 IgE (E204, ImmunoCAP)
TponommnosunH Kpesetok rPen al IgE (F351, ImmunoCAP).

13.02. TEXHO/TOTUA ALLERGY EXPLORER 2

Anneproumn ALEX 2 (300 anneprokomnoHeHTos, Allergy Explorer 2)
Anneprounn ALEX 2 (300 anneprokomnoHeHToB, Allergy Explorer 2). kanunnspHasi KpoBb

13.03. TEXHO/10TUA ALLERGY-Q

ATonuyeckas naHens, IgE (44 anneprexa, Allergy-Q-vmmyHo610T)
MynbTu-naHens, IgE (107 annepreHa, Allergy-Q-ummyHo610T)
MNuwesan naHens, IgE (72 anneprena, Allergy-Q-ummyHo6510T)
PecnupaTopHan naHens, IgE (64 annepreHa, Allergy-Q-ummyHo610T)
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MT.41.525.
MT.41.531.
'MT.41.520.

MT.41.521.
MT.41.529.

MT.41.517.
MT.41.518.
MT.41.522.
'MT.41.530.
MT.41.528.
MT.41.519.

MT.41.526.
MT.41.532.
MT.41.533.
MT.41.523.
MT.41.524.
MT.41.527.

MT.41.511.

MT.41.512.

MT.41.513.

MT.41.514.

MT.41.491.
MT.41.498.
MT.41.421.
MT.41.492.
MT.41.493.
MT.41.419.
'MT.41.490.

'MT.41.500.
MT.41.501.
MT.41.504.
'MT.41.507.
MT.41.502.
'MT.41.506.

'MT.40.339.
'MT.50.44.2217.
'MT.41.508.
MT.41.503.
MT.41.510.

FMT.1.91.1

FMT.1.99.1

MT.1.92.1
MT.1.96.1.

13.04.TEXHO/10I'MA DR. FOOKE

AnbTepHapus anbTepHarTa, IgE (Alternaria tenuis (alternata), M6, Dr. Fooke)

AMb6po3ua nonbiHHOAUCTHASA, IGE (Ambrosia artemisiifolia, W1, Dr. Fooke)

Bepesa 6enas, IgE (Betula pendula, T3, Dr. Fooke)

BbiTOBbIE @annepreHbl, MUKCT 2: knewwmn goMaluHer noinm (D. pteronyssinus, d1), knewm
nomaluHen nbinu (D. farinae, d2), anutenui kowku (e1), anuTtenuin cobakm (Do

InioteH, IgE (Gluten, F79, Dr. Fooke)

HomaluHsis nbinb, muket 1 (Greer Labs, Inc.): knewwm gomatuxei nbinu (D. pteronyssinus,
d1, D. farinae, d2), pbixuii TapakaH (Blatella germanica, i6), IgE (h1

Knewm gomawHei noinu, IgE (Dermatophagoides farinae, D2, Dr. Fooke)

Knewwu gomawHen noinu, IgE (Dermatophagoides pteronyssinus, D1, Dr. Fooke)

Kowka: rFel d1, IgE (Cat, Dr. Fooke)

Monoko koposbe, IgE (Milk, F2, Dr. Fooke)

Myka nweHunuHas, IgE (Wheat, F4, Dr. Fooke)

MnecHeBble rpubbl, MUKCT 1: 3onoTucTbin neHnumnn (Penicillium chrysogenum, m1),
TpassiHoW knagocnopuit (Cladosporium herbarum, m2), abimswuii acneprmunn (Aspe
MonbiHb 06bIKHOBeHHasA, IgE (Artemisia vulgaris, W6, Dr. Fooke)

Tumoodeeska nyrosas, Igk (Timothy, G6, Dr. Fooke)

AnuTennin Kowkw, Igk (Cat dander, E1, Dr. Fooke)

Anutenuit cobakum, IgE (Dog epithelium, E5, Dr. Fooke)

AnuHbii 6enok, IgE (Egg White, F1, Dr. Fooke)

13.05.TEXHOJ1OI'MA RIDA AJITEPTOCKPUH PA3BEPHYTbIE MAHENN

Manenb neguatpuyeckasn (RIDA-MmmyHO6NOT) (7 pecnupaTopHbIX U 13 nuweBbIX
annepreHos) IgE (knew Dermatophagoides pteronyssinus,knewy Dermatophagoides
farinae,bepéaa,cmecs TpaB,rpubok Alternaria alternata,koLuka (anutenuii u wepcTb),cobaka
(3NUTENW 1 WepCTb),KOPOBbE MOOKO,anbga-nakTans6yMmuH,6eTa-nakTornobynvH,auyHblii
6enoK, AMYHbBIN XXENTOK,Ka3enH,MOPKOBb,kapToernb, TECHON OpeEX,apaxuc,NleHnyHasn
MyKa,coeBble 606bl,6b14MIN CbIBOPOTOYHbIN anbOyMuH)

MaHenb nuwesbix annepreHos (RIDA-ummyHo6n0T) (20 nuwesbix annepreHos) IgE
(opexu: NecHow, rpeLkunii, apaxuc, MUHAanb;6enkv KOpoBLEro MOoKa, B TOM Yncne
Ka3eWH;sIYHbI BEOoK 1 KENTOK;0BOLM: kKapTodens, cenbaepei, MOPKOBb,
TOMaTbl;Tpecka;Kpabbl;ppyKTbl: anenbCuHbl 1 SONOKU;NLEHNYHAS U pXaHas
MYKa;KYHXYTHOE ceMsi;coeBble 600bl)

Maxenb pecnupaTtopHbix annepreHoB (RIDA-MMMyHo6n0T) (20 pecnmpaTopHsbix) IgE
(knewy Derm. pteronyssinus,kne Derm. farinae,nbinbua onbxu,Nbinbua 6epésbl,nNbinbua
neLyHbl,Nbinbua Ayba,nbinbla cMecu Tpas,NbinbLa PXu,NblibLa NosbIHW,MbibLa
NOLOPOXHUKA,LUEPCTb KOLLKW,LLIEPCTH NOLWaAK,LIePCTb COBaKM,LLIEPCTb MOPCKOA
CBVHKW,LLIEPCTb XOMSsiKa,lWepcTb kposuka,Penicillium notatum,Cladosporium
herbarum,Aspergillus fumigatus,Alternaria alternata)

YHuBepcanbHas naHenb (RIDA-MMMyHO60T) (13 pecnmpaTopHbIX U 7 NULLEBbIX
anneprexoB) IgE  (knewwm gomaluHen nbinv(Dermatophagoides pteronyssinus u
Dermatophagoides farinae);nbinbua onbxu, 6epésbl, NEWMHbI, PXUW, NOMbIHWU, NOAOPOXHUKA
1 CMecH Apyrux LBETYLIMX TPaB;LLIEPCTb U NEPXOTb KOLLKM, NMOLaamn n cobaku;nnecHeBbIN
rpubok Alternaria alternata;opexu: necHol, apaxuc;6enok KOpoOBbEFO MOJIOKa;INYHbIN
6enoK;MOPKOBb; MNLLUEHNYHast Myka;coeBble 600bI)

13.06.A/ITEPTUA HA NEKAPCTBEHHbIE CPEACTBA

13.06.01.TexHonorna ImmunoCAP

KenaTtuH Koposwii IgE (C74, ImmunoCAP).

NHcynuH yenoseueckuit IgE (C73, ImmunoCAP).

Natekc IgE (K82, ImmunoCAP).

MNeHnumnnmH G IgE (C1, ImmunoCAP)

Nennumnnuu V IgE (C2, ImmunoCAP)

dopmanbaerva/dopmanut IgE (K80, ImmunoCAP).

Xnoprekcuaut IgE (C8, ImmunoCAP).

13.06.02.TexHonorua Dr. Fooke

AnkypoHuym IgE (C53, Dr. Fooke)

ApTUKaunH 1 YabTpakauH IgE (C68, Dr. Fooke)

BeH3okawuH IgE (C86, Dr. Fooke)

BynusakauH, AHeKkanH u MapkauH IgE (C89, Dr. Fooke)

JinpokaunH n AcunokawH Ige (C82, Dr. Fooke)

MenusakaunH u NosokauH IgE (C88, Dr. Fooke)

MecTHble aHecTeTukn n mnopenakcaHTbl IgE (Dr. Fooke). AnkypoHuym IgE (C53, Dr. Fooke)
MpokanH n HosokauH IgE (C83, Dr. Fooke) MenusakanH n MonokaunH IgE (C88, Dr. Fooke)
BynuBakaunH, AHekanH n MapkawuH IgE (C89, Dr. Fooke) TeTpakavH n QukanH IgE (C210, Dr.
Fooke)

HanpokceH (c110)

MNpunokanH n LUmutanecr IgE (C100, Dr. Fooke)

MpokauH n HoBoKkawH IgE (C83, Dr. Fooke)

TeTtpakaunH n JukauH IgE (C210, Dr. Fooke)

14. TOKCUKOJIOT'MYECKUE NCCNNEAOBAHUA

AHanus moum "BpegHble NpuBbIYKKN" (aIKOFrONb, HUKOTMH, HAPKOTUYECKUE U
NCUXO0AKTUBHbIE BeLLEeCcTBa - bonee 800 npeacrasuTeneit)

MccnepoBaHne moum Ha BbiiBNEHWE yNoTpebeHNs CUHTETUYECKUX KaHHabHONA0B
"Cnaticos"

KonnuyectseHHoe onpeaeneHne ampetammHa 1 ero NponsBoAHbIX B MoYe
KonuuectseHHoe onpeaeneHve 6apbutypaTtos B moye
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MT.1.97.1
MT.1.93.

MT.1.94.1
[MT.1.95.1

MT.1.98.1

MT.50.38.2181
MT.50.38.2182

FMT.GNP028
FMT.GNPO53
FMT.19.94.

FMT.GNP021
FMT.GNP043
FMT.GNP023
FMT.GNP022
MT.GNPO66
MT.GNPO55

IMT.GNP052

MT.GNP032
MT.GNP026
MT.GNPOO8
MT.GNP030
MT.GNP046
MT.GNP045
MT.GNP044
MT.GNP025

IMT.GNP135

MT.GNPO50
MT.GNP061
MT.GNP049
MT.GNPO51
MT.GNP060

IMT.GNP034

MT.GNP020
MT.GNP048
MT.GNPO57
MT.GNPO19

MT.GNP029
MT.GNPO11

FMT.GNPO47
FMT.GNPO69
FMT.GNPO35

MT.20.120.
MT.20.119.

FMT.19.41.
FMT.19.42.
'MT.19.40.

MT.GN0020
'MT.GN0OO16
MT.GN0299
MT.GN0190
MT.GNO191
FMT.GN0049
MT.GNOO050
FMT.GN0O091

KonunyectseHHoe onpegeneHve 6eH3041a3enmMHoB B Mmoye
KonuyectseHHoe onpeaeneHme KaHHabUHOMA0B B Moye
KonunyectseHHoe onpeaesieHne KoKanHa M ero Metabonutos B moye
KonunyectseHHoE onpeaesieHne onmMaTos B MoYe

MpeaBapuTenbHbIA aHaAN3 MOYM HA BbiABNEHWE 9 rPyNN HAPKOTUYECKMX U
NCUXO0AKTMBHbIX BELW,ecTB (onuaTbl, KaHHabUHOMAb!, ambeTamuH, meTaMbeTamuH,
KOKaWH, 3KCTasm)

JIEKAPCTBEHHbIA MOHUTOPUHI

Banbnpoesas Kucnota (Kon)

Banbnpoesas kucnota (nocne npuema npenaparta) (kon)
15.FEHETUYECKUE UCCNELOBAHMUA

15.02.KOMIMJIEKCbI FEHETUYECKWX MCCNELOBAHUI
15.02.01.TepaneBTMYeCKUE UCCNEA0BAHMUA

bonesHb KpoHa

BPOHXWATbHAA ACTMA (6a308bii1)

BoisiBneHwe annenu 27 nokyca B HLA (HLA-B 27)

FeHeTUKa KOMNAEKC NPOTPOMOUH

fwneptoHua

MNHrMBUTOP aKTMBATOPaA NNa3MUHOTeHa

JleiiieHoBCKan MyTauma

MYKOBWMCLMNAO3

HAC/EACTBEHHbIA TEMOXPOMATO3

HelpoceHcopHan HecMHApoManbHas Tyroyxocts (GJB2). Moaumopousm: 35DelG
HenepeHOCMMOCTb N1aKTO3bI

OcTteonopos

CuHgpom HKunbbepa

CnuHanbHasa ammotpodus

Tpombodunus - 6azosbii

Tpomboduana - CKPUHUHT

TPOMBOPU/INA pacimpeHHas

deHnnKeToHypuA

leHoTUNMpoBaHue 4 myTauuii reHa CYP21A2 npu Heknaccmyeckon popme
BPOXKAEHHOM rMnepniasmm HaAno4yeyHnKoB

15.02.02./1eKapCTBEHHbIN MOHUTOPUHT

MeTabonm3m BapdpapuHa - 6a3oBbili

METABOJIN3M KNONUAOIPENA

Tpombodunus - opanbHble KOHTPALLENTUBDI

YyBCTBUTENbHOCTb K BUTaMUHY [

YYBCTBUTE/IBHOCTb K IEHEHNIO MPUHOTEKAHOM
YyBCTBUTENBHOCTb K /IEYEHUIO XPOHMYECKOTOo renatnta pubasvpuHOM 1
UHTepdpepoHOM

15.02.03.0HKOreHeTuKa

HenonunosHbI pak TONCTON KMLIKK

Pak MoNI0YHOM Kenesbl U ANYHWUKOB - 6a3oBas

PAK MO/IOYHOW ¥ENE3bl U ANYHUKOB (paclumpeHHbiit)

PaK TONCTOM KULLKM U KenyaKa

15.02.04.300p0BbIN 06pa3 K13HU

MpespacnoNoKeHHOCTb K aIKOroIU3My

CKNOHHOCTb K OXMPEHUIO

15.02.05.Penpoaykuma

MeTtabonnsm donatos

MY}CKOE BECN/IOANE

dakTop Asoocnepmuu (AZF)

15.02.06.KapuotmunmuposaHue

AHanus Kapuotuna (c potorpadpueit xpomocom) 1 naumeHTa

AHanu3 kapuotuna 1 naumneHTa

15.02.07.TunmnpoBaHue reHos HLA |

Jlokyc DQA 1

Jlokyc DQB 1

Jlokyc DRB 1

15.04. MHONBWUAYANbHBIE TEHETUYECKUE UCCNEOOBAHUNA

ANKK1: Glu713Lys; DRD2: TaqglA

BupycHbIi oHKoreH AKT1: Glul7Lys (E17K)

daKTOp BbIKMBAHUA MOTOPHbIX HelipoHOBSMN1: EX7DEL
3-rnppoKcun-3-meTunrayTapun-kosHmm A pegykrasa HMGCR: rs12654264
3-rMAPOKCUN-3-METUArNYTapUA-KO3H3UM A peayktasa HMGCR: T/G SNP 29
CDH1: C-160A (C-285A)

CDH1: C2076T; Ex13-89T>C

CYP1A1: CYP1A1*2A (Mspl Polymorphism)
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MT.GNO168
MT.GNO167
MT.GNO0242
MT.GN0243
MT.GNO0245
MT.GN0244
MT.GN0246
MT.GN0247
MT.GN0248
MT.GN0249
MT.GN0252
MT.GN0250
MT.GNO251
MT.GN0324
MT.GNO325
MT.GNOOOS
MT.GNOO06
MT.GN0024
MT.GNO021
MT.GN0023
MT.GN0022
MT.GNO0O8
MT.GNO0O9S

MT.GNO0O7
MT.GNOO017
MT.GNOO76

MT.GNOO15
MT.GNO014
MT.GNOO13
MT.GN0026
MT.GN0027
MT.GN0025
MT.GNOO11
MT.GNOO10
MT.GNOO012
MT.GNO170
MT.GNO169
MT.GNO166
MT.GNO172

MT.GN0O189

FMT.GNO048

'MT.GNOO0O3
MT.GN0O002
FMT.GN0O0O1
MT.GNO159
FMT.GNO161
MT.GNO160
FMT.GN0162
MT.GN0148
FMT.GN0147
MT.GNO146
FMT.GN0107
MT.GNO109
FMT.GN0108
TMT.GNO111
MT.GN0O110
MT.GNO112
FMT.GNO113

FMT.GN0292
FMT.GN0211
FMT.GNO212

MT.GNO045
MT.GNO085
MT.GNOO081

HLA-komnnekc, rpynna 9 HCGY: rs3823375

HLA-komnnekc, rpynna 9 HCGY: rs6904029

MutY romonor 1 (E.coli) MUTYH: Gly396Asp (Gly382Asp)
MutY romonor 1 (E.coli) MUTYH: Tyr165Cys (Y165C)
N-auetuntpaHcoepasa 2 NAT2: C481T
N-auetuntpaHcoepasa 2 NAT2: lle114Thr (T341C)
N-auetuntpaHcoepasa NAT2: Argl97GIn (G590A)
N-auetuntpaHcoepasa NAT2: Gly286Glu (G857A)
N-auetuntpaHcoepasa NAT2: Lys268Arg (A803G)
NOD-nogo6HbINn peuentop 2 NOD1: T-160C (G796A)
NOD-nopo6HbIi peuentop 2 NOD2: 3020InsC
NOD-nogo6HbIn peuentop 2 NOD2: Arg702Trp (R702W)
NOD-nopo6HbIN peuentop 2 NOD2: Gly908Arg (G908R)
T-KNEeTOYHbIN AnraHg youksmutnHa-1 UBASH3A: rs11203203
T-KNETOYHbIN MnraHa youkeutMHa-1 UBASH3A: rs2839511
ApnyumH 1 anbda ADD1: G1378T

AppayuuH 2 (6eta) ADD2: C1797T

AZleHOMaTO3HbI NOAMNO3 ToACcTOM KMwKM APC: 1061Del5
AeHOMaTO3HbI NOANMO3 ToNCTOM KnwKK APC: 1309Del5
ALEeHOMaTO3HbI NOAMNO3 TOACTOM KuwKM APC: Glu1317GIn (E1317Q)
AL,EeHOMATO3HbIV NOAUMNO3 TONCTON KuwwKu APC: 1le1307Lys (11307K)
AannoHekTnH ADIPOQ: G276T

AannoHekTnH ADIPOQ: T45G

AnkoronbaerngporeHasa 1B (knacc 1) ADH1B: ADH1B*2 (Arg48His; Arg47His)
AnbpermaaernaporeHasa 2 ALDH2: ALDH2*1/*2 (Glu504Lys; E504K)

Anbda-5-HUKOTUHOBbBIN XonMHeprudeckuin peuentop CHRNAS: Asp398Asn (D398N)
AHrnoTteHsuH Il peuentop, Tn 1 AGTR1: A1166C

AHrvnoTeHsmHoreH AGT: AGT, -6A haplotype (-6G-A)

AHrnoTteHsnHoreH AGT: Met235Thr (M235T; Met268Thr; M268T)
AnonunonpoteuH C-lIl APOC3: C-482T

AnoannonpoteunH C-1ll APOC3: C3238G

AnonunonpotenH C-lIl APOC3: T-455C

Beta-2-agpeHopeuentop ADRB2: GIn27Glu (Q27E)
beta-2-agpeHopeuentop ADRB2: Gly16Arg (G16R)
Beta-3-agpeHopeuentop ADRB3: Trp64Arg (W64R)

FemoxpomaTtos HFE: Cys282Tyr (C282Y)

FemoxpomaTtos HFE: His63Asp (H63D)

IManypoHaH-ceasbiBatowmii npotenH 2 HABP2: Gly534Glu (G534E)
[NaBHbIN KOMNAEKC rMcTocoBMecTUMOCTH, knacc |, A HLA-A: rs6457110

[NaBHbIN KOMMAEKC FIMCTOCOBMECTMMOCTH, Knacc |, J (ncesgoren) HLA-J: rs4959039

rnukosnndocdatmananHosnTon-ceasaHHbIM 6enok CD14: C159T; T-259C; C260T
[nukonpoTenH-P ABCB1: ABCB1*8 (C1236T)

nukonpotenH-P ABCB1: C3435T

InukonpoTenH-P ABCB1: MDR1*2 (ABCB1*7; G2677T/A)

FnytatmoH S-TpaHcdepasa Mol GSTM1: null genotype

[nytatmoH S-tTpaHcdepasa Mul GSTP1: Alal14Val (A114V)

FnytatmoH S-TpaHcdepasa Mul GSTP1: llel05Val (1105V)

InytaTnoH S-TpaHcdepasa Tetal GSTT1: null genotype

[T® uuknornaponasa 1 GCH1: rs10483639

[TO® umknormaponasa 1 GCH1: rs3783641

[T® unknornaponasa 1 GCH1: rs8007267

OurnaponupummnanH aermgporeHasa DPYD: DPYD*2A (IVS14+1G>A)
OurnaponupumnanH germgporeHasa DPYD: DPYD*9A (Cys29Arg; C29R)
OurnaponupummnanH aermgporeHasa DPYD: Metl66Val (M166V)
OodamumHosbliit peuentop D1 DRD1: Ddel Polymorphism (DRD1_48A/G)
OodamumHoBbil peuentop D1 DRD1: rs686 (*62C>T)

HodammHosblit peuentop D2 DRD2: 141CIns/Del (-141CIns/Del)
LodbamuHoBbil peyentop D2 DRD2: rs6277

NHrMbuTOop akTMBaTOpa niasmuHoreHa SERPINEL: 4G/5G (PAIl: 4G/5G; Ins/Del G)
WHTerpuH, anbda 2 ITGA2: C807T

NHTerpuH, 6eta 3 (TpomboumTapHbii ramkonpoTenH llla) ITGB3: PIA1/PIA2
(Leu33Pro; T1565C; HPA-1b)

KanbuntoHnHoBsbin peuentop CALCR: C1377T (Pro447Leu)
KaTexon-O-metuntpaHcdepasa COMT: A-98G (-118A>G)

Konnaren tvin |, anbda 1 COL1AL: 1663Ins/DelT

[ RN i) Ric ) R REc) RE«)Ric) R REc) RE«)REc) R REc)RE) Ric)Ric)REe) REe) Rie) Rie) REe) REe)]

o o

(o) RN REe)BYe)Rie)REc) R REe) Rie)Rie)Rie) o) Rie) Rie) Rie) o) Bie) Rie)} )]

[ex B e

[e)REe) R e)Rie)]

1150
1150
1150
1150
1150
1150
1150
1150
1150
1150
1150
1150
1150
1150
1150
1150
1150
1150
1150
1150
1150
1150
1150

1150
1150

1150
1150
1150
1150
1150
1150
1150
1150
1150
1150
1150
1150
1150
1150

1150

1150
1150
1150
1150
1730
1150
1150
1730
1150
1150
1150
1150
1150
1150
1150
1150
1150
1150

1150
1150

1150
1150
1150
1150



MT.GNO080
MT.GNOO079
MT.GN0O082
MT.GNO083

MT.GNO334

FMT.GNO336

MT.GNO332

FMT.GNO333

MT.GNO335

MT.GNO149
MT.GNO0217
MT.GNOO077
MT.GNO0221
MT.GN0220
MT.GNO0219
MT.GNO239
MT.GNO0238
MT.GN0240
MT.GNO301
MT.GN0225

MT.GN0293

MT.GN0294
MT.GN0295

FMT.GN0296

MT.GNO036
FMT.GN0268
MT.GNO316
FMT.GN0O106

IMT.GNO326

IMT.GNO277
MT.GNO307

IMT.GNO345

MT.GN0282
MT.GN0284
MT.GN0285
MT.GN0287
MT.GN0288
MT.GNO039
MT.GNO038
MT.GNO040
MT.GNOO41
MT.GNO042
MT.GN0234
MT.GNO235
MT.GN0232
MT.GN0233
MT.GNO035

FMT.GN0O060

FMT.GNOO61

FMT.GN0062

FMT.GN0O064

FMT.GN0O069

FMT.GNOO056

MT.GNOO66

KonnareH tun |, anbda 1 COL1AL: G-1997T

KonnareH tun |, anbda 1 COL1AL: Spl-polymorphism (G2046T)

Konnaren tun Ill, anbda 1 COL3AL: G2092A (Ala698Thr; A698T)

KonnareH Tun V, anbpa 1 COL5A1: C267T (BstUl-polymorphism)

Komnnekc anoKkcna-peayktasbl BuTamuHa K, cyoveanHuua 1 VKORC1: C1173T
(C6484T)

Komnnekc anokcua-peayktassl ButamuHa K, cybveaunmua 1 VKORC1: C2255T
(C7566T)

Komnnekc anokcng-peaykrassl ButammHa K, cybveguumua 1 VKORC1: C381T (T-
4931C)

Komnnekc anokcua-peaykrassl ButammHa K, cybveannmua 1 VKORC1: G-1639A
(G3673A)

Komnnekc anokcuna-peayKktasbl ButamuHa K, cyoveanHunua 1 VKORCL: G6853C
(G1542C)

KoHHekcuH 26 GJB2: 35DelG

Nakrasa LCT: T-13910C (C/T-13910)

JlekTuH, C-tn CLEC7A: Tyr238Ter (Y238X)

JNlentuHosbIl peuentop LEPR: GIn223Arg (Q223R)

JNlentuHosbii peuentop LEPR: Lys109Arg (K109R)

JNlentuHoBbIl peuentop LEPR: Lys656Asn (K656N)
MeTtuneHtetparngpodonatpeaykrasa MTHFR: A1298C (Glu429Ala)
MeTtunentetparugpodonatpesykraza MTHFR: C677T (Ala222Val)

MeTnoHuH cuHTasa MTR: Asp919Gly (A2756G)

MuTtoxoHApUHanbHas cynepokenaamcmytasa 2 SOD2: Vall6Ala (V16A)
MoHoamunHokeuaasa A MAOA: 30-bp VNTR (L/H)

HelpoTpaHCMUTTEPHbIN NepeHocumK aopammuHa SLC6A3: 3'UTR 9/10 VNTR (40-bp
VNTR)

HelpoTpaHCMUTTEPHbIN NepeHocHuK godammHa SLC6A3: G2319A
HelpoTpaHcMUTTEPHBI NepeHocYmK aodammHa SLC6A3: intron 8 VNTR
HelpoTpaHCMUTTEPHbIN NepeHoCcYMK cepoToHuHa SLC6A4: Long/Short (L/S; 44-bp
Ins/Del)

HelipoTponHsbiit dpakTop mo3ra BDNF: Val66Met; V66M

OnunongHsbiin peuentop M1 OPRM1: Asn40Asp (N40OD; A118G)

Onyxonesblit npoTenH P53 TP53: Arg72Pro (Ex4+119C>G)

MnaueHTapHbIi M npoctaTnyeckuit DLG DLGS5: Arg140GIn (R30Q)

Monunentug 1A cemelictea YA®-rntokypoHuntpaHchepassl 1 UGT1AL: UGT1A1*28
MpoonunomenaHokoptnH POMC: Arg236Gly (R236G)
MpoTeunH 2, NoAo6HbIM TPaHCKpUNLUMOHHOMY dakTopy 7 TCF7L2: IVS3C>T

MpoTenH 6, cxogHbIn ¢ C1lg u dakTopom Hekposa onyxosen CIQTNF6: rs5756546
MpoTenH-Tupo3nHdocpaTasa 22 PTPN22: Arg620Trp (R620W)
MpoTooHKoreH RET: Cys611 (Cys611Trp)

MpoTooHKoreH RET: Cys618 (Cys618Ser/Arg)

MpoTooHkoreH RET: Cys620 (Cys620Arg/Tyr/Phe/Trp/Ser)

MpoTooHKoreH RET: Cys634 (Cys634Gly/Tyr/Ser/Phe/Arg/Trp)

Pak monouHoi xenesbl 1 BRCAL: 4153DelA

Pak monouHow xenesbl 1 BRCAL: 5382InsC

Pak moniouHom xenesbl 1 BRCA1: A1708E/V; Alal708Glu/Val

Pak monouHow xenesbl 1 BRCAL: Argl699Trp; R1699W

Pak monouHoi xenesbl 2 BRCA2: 6174DelT

Pak npsamoli KMWKK, HeNnoauno3Holi (tun 2) MLH1: Ala681Thr

Pak npamoi KMWKK, HenoannosHolii (tun 2) MLH1: G-93A (93G>A)

Pak npsamoi KMWKK, HENOIMNO3HbIN (Tvn 2) MLH1: His329Pro (H329P)
PaK npamMmoi KAWKK, Henoamno3sHbii (trn 2) MLH1: Pro648Ser

Perynatop anonto3a BCL2A1: G141A

Perynatop TpaHcmembpaHHOM NPOBOANMOCTY NpU MmyKoBucumnaose CFTR:
1677DelTA (2-bp Del, 1677TA)

Perynatop TpaHcmembpaHHOM NPOBOAUMOCTH Npu MyKoBucumnao3se CFTR: 2143DelT
PerynsTop TpaHcMembpaHHOM NPOBOAMMOCTU NpU MyKoBucumngose CFTR: 2184InsA

Perynatop TpaHcmembpaHHOM NPOBOAUMOCTH Npu MyKoBucumnao3se CFTR: 3821DelT
Perynatop TpaHcmembpaHHOM NPOBOANMOCTM NpU MyKoBucumnaose CFTR:
3849+10kbC>T

PerynsTop TpaHcMemMbpaHHOM NPOBOAMMOCTU NpK MyKoBucumngose CFTR:
Arg117His (R117H)

Perynsatop TpaHcmembpaHHOM NPOBOAMMOCTU NpY MyKosucumnaose CFTR:
Asn1303Lys (N1303K)
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MT.GNOO59

FMT.GNOO55

MT.GNOO067

FMT.GNOO057

MT.GN0241
MT.GNO329
MT.GNO328
MT.GNO330

MT.GNO142

FMT.GNO143
MT.GNO145

FMT.GN0144

MT.GNO0281

MT.GN0230
MT.GNO114

FMT.GN0O314

MT.GNO315
MT.GNO300
IMT.GNO154

IMT.GNO155

IMT.GNO153

MT.GN0298
MT.GN0122
MT.GNO123

FMT.GN0124

MT.GNO121
MT.GNO313
MT.GNO272
MT.GNO271
MT.GNO275
MT.GNO270
MT.GNO276
MT.GN0274
MT.GNO269
MT.GN0273
MT.GNO129
MT.GNO130

MT.GNO141

FMT.GN0046
FMT.GNOO78

FMT.GNO095

FMT.GN0O096

FMT.GNO097

FMT.GN0O099

MT.GNOO071
FMT.GNOO073
FMT.GN0O074
MT.GN0O070

Perynsatop TpaHcMembpaHHOM NPOBOAMMOCTU NpK MyKosucumnaose CFTR:
Del_lle507; Delta 1507

Perynatop TpaHcmembpaHHOM NpoBoAUMOCTY Npu MmyKoBucunaose CFTR: F508Del;
delta508

Perynatop TpaHcmembpaHHOM NpoBoAUMOCTH Npu MyKoBucuuao3se CFTR: L138Ins
Perynatop TpaHcmembpaHHOM NpoBOoAUMOCTM NpU MyKoBucunao3se CFTR:
Trpl128Ter (W1282X)

PepykTtaza MTRR: lle22Met (A66G)

Peuentop eutammHa D VDR: A-3731G (Cdx2)

PeuenTop sutamuHa D VDR: b/B (Bsml Polymorphism; IVS10+283G>A)

Peuentop sutammHa D VDR: Fokl Polymorphism; Ex4+4T>C

PeuenTop ramma-ammHobyTMpoBOI K1cnoTbl A (anbda 1) GABRAL: rs2279020

PeuenTop ramma-ammHob6yTMpPoBOI Kncnotol A (anbda 2) GABRA2: rs279871
PeuenTop ramma-amuHobyTnpoBoli knucnotol A (anbda 6) GABRAG: C1236T

PeuenTop ramma-ammHob6YyTUPOBOI KMcoTbl A (anbda 6) GABRAG: rs3219151
Peuentop ramma, aktusupyemblii npoandepatamm nepokcucom PPARG: Prol12Ala
(P12A)

PeuenTtop menaHokopTuHa (4 Tun) MC4R: Val103lle

PeuenTtop akTogmcnnasmnHa A2 EDA2R: rs1352015

CynepcemeicTBO peLenTopa pakTopa HeKkpo3a onyxonen, nentug 11b TNFRSF11B:
Asn3Lys (G1181C)

CynepcemeicTBo peLentopa ¢akTopa HeKposa onyxonel, nentmug 11b TNFRSF11B:
T245G (245T>G)

Cynpeccop 1 UMTOKMHOBOWM curHanmsaumm SOCS1: rs243327

TpombouuTapHsbIit ravkonpoTenH Ib, anbda-nonmnentug GP1BA: Ins/Del (VNTR A,
B, C, D)

TpombouuTapHbIi ravkonpoTenH Ib, anbda-nonmnentng GP1BA: T-5C; Kozak
sequence

TpombouuTapHbIi ravkonpoTenH Ib, anbda-nonmnentng GP1BA: Thrl61Met
(T161M)

®aKTOp BbIKMBAHUA MOTOPHbIX HelipoHoB SMIN1: EX8DEL

dakTop Koarynauum |l (TpombuH) F2: G20210A

dakTop Koarynauuu |l (tpombun) F2: Thri65Met (T165M)

dakTop Koarynaumm V (F5 daktop fleingeHa) F5: Factor V Leiden (G1691A;
Arg506GlIn)

dakTop Koarynaumm Xl (nonmnentug Al) F13A1: Val34Leu (Val35Leu)

dakTOp Hekpo3sa onyxoneit TNF: TNF-308 (G-308A)

deHnnanaHuHrnapokcmnasa PAH: Argl58GIin (Argl58Pro)
deHunnanaHnMHrngpokeunasa PAH: Arg252Gly (Arg252Trp)
deHnnanaHuHrngpokcmnasa PAH: Arg4d08GIn (R408Q)
PeHnnanaHnHrnapokcunnasa PAH: Argd08Trp

deHunnanaHuHrngpokcunasa PAH: lle65Asn (lle65Thr; lle65Ser)
dPeHnnanaHuHrnapokcunasa PAH: IVS10-11g>a

deHunanaHmHrngpokemnnasa PAH: IVS12+1g>a

deHunanaHuHrnapokcmnasa PAH: Pro281Leu (P281L)

®dubpuHoreH (KoarynaumoHHbin daktop 1) FGB: C-148T

®dubpuHoreH (KoarynaumoHHbi daktop 1) FGB: G-455A (G-467A)
DoNNNKYNOCTUMYAUNPYIOLLMI TOPMOH, 6eTa noannenTug FSHB: Tyr76Ter (Tyr94Ter;
Y76X; Y94X)

XemoKkuH RANTES CCL5: G-403A; G-470A

Xumasa 1 CMA1: G-1903A (BstXI-polymorphism)

Liutoxpom P450, cemelictso 2, nogcemeinctso C, noamnentug 9 CYP2C9: CYP2C9*2
(Argl144Cys; R144C)

Liutoxpom P450, cemeiicTso 2, nogcemeiicteo C, noamnenTtug 9 CYP2C9: CYP2C9*3
(lle359Leu; 1359L)

Liutoxpom P450, cemelicTso 2, nogcemeinctso E, noamnentng 1 CYP2E1: C-1053T
(CYP2E1*5B)

Lnutoxpom P450, cemeiicTBo 2, nogcemeinctso E, noamnentng 1 CYP2EL: G-1293C
(CYP2E1*5B)

YeknoWHT-knHasza 2 CHEK2: 1-bp Del, 1100C (1100DelC)

YeKnolHT-KMHa3a 2 CHEK2: Arg181His (R181H)

YeKknoiHT-KnHa3sa 2 CHEK2: Glu239Lys/Ter (E239K/X)

YeKnolHT-KMHa3a 2 CHEK2: 1le157Thr (1157T)
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MT.GNO0259

MT.GNO261
MT.GNO117
MT.GNO116
MT.GNO0120
MT.GNO119
MT.19.119.

MT.20.121.

MT.GNO118

FMT.GNP229

MT.GNP229.1

FMT.GNP231

MT.GNP231.1

FMT.GNPO84

TMT.GNP084.2

MT.166.0.03.28.11.0.
MT.166.0.03.30.11.0.

MT.166.0.03.15.11.0.

MT.155.0.03.28.00.0.

MT.155.0.03.30.00.0.

MT.155.0.03.15.00.0.

MT.124.0.05.19.01.0.

MT.124.0.05.19.01.3.

MT.123.0.05.19.01.0.

MT.123.0.05.19.01.3.

MT.141.0.05.19.01.0.

MT.141.0.05.19.01.3.

MT.130.0.05.19.01.0.

MT.120.0.05.19.01.0.

MT.183.0.

MT.120.0.05.19.01.3.

JHAOTeNMabHaA CMHTa3a oKcmAaa a3oTa, Tun 3 NOS3: 4b/a VNTR polymorphism
(4a/4b)

DHAOTeNnanbHasA CMHTa3a okcmnaa asoTa, Tmn 3 NOS3: T-786C
3nokcuarmuaponasa 1 EPHX1: His139Arg (A416G)

dnokecuarmaponasa 1 EPHX1: Tyr113His (Y113H)

ctporeHossbii peuentop 1 ESR1: Btgl Polymorphism (G2014A)

IcTporeHossbii peuentop 1 ESR1: Pvull (T-397C)

TunuposaHue HLA DQ2/DQS8 npu uenmakum

OnpegeneHune akcnpeccun reHa PCA3

ctporeHossbiit peuentop 1 ESR1: Xbal Polymorphism (A-351G)

HeunHBasuBHbIlM NpeHaTanbHbI TecT (HUMNT) NaHopama CTaHAApT c onpeaeneHus
nona

HeunHBasueHbIM npeHaTtanbHbli Tect (HUMNT) NaHopama CtaHaapT 6e3 onpeaenexHus
nona

HeunHBa3suBHbIM npeHaTanbHbIi TecT (HUMNT) NaHopama PacwumpeHHbIi ¢
onpeaeneHusa nona

HeunHBasuBHbIM NpeHaTanbHbI TecT (HUMT) NMaHopama PacwmpeHHbiii 6e3
onpeaeneHusa nona

[unarHocTKa Ph-HeratuBHbIX XpOHUYECKUX MuenonpoamdepaTnBHbIx 3abonesaHui.

MyTauwmsa AHyc-KkuHa3sbl 2 JAK2 Val617Phe (KauecTBeHHbIM aHanus)

[unarHocTka Ph-HeraTMBHbIX XpOHUYECKUX MuenonpondepaTnBHbIxX 3abonesaHuii.

MyTauma AHyc-kuHasbl 2 JAK2 Val617Phe (KonnMyecTBeHHbI aHanus)
17.MUKPOBMONOTMYECKAA ANATHOCTUKA
17.01.TOM-UCCNEOAOBAHNA

17.01.01. MMKPOCKOMNWYECKUE MCCNIEAOBAHMA
MWuKpoCcKonuyeckoe nccnegoBaHne BOMOC Ha rpubbl
MMUKpOCKonnyeckoe uccaenoBaHme cockoba ¢ KoXKu Ha rpmbbl

MwuKpocKonuyeckoe nccnegoBaHune cockoba ¢ HOrmeBoM NAACTUHbI Ha rpubbI
17.01.02. MMKONOTMYECKWUE UCCEQOBAHUA

MwuKonormyeckoe uccnefoBaHne Boaoc Ha gepmatomuuetsl (Trichophyton spp.,
Microsporum spp., Epidermophyton spp.)

MWuKonormyeckoe MccnefoBaHMe COCKODa C KOXM Ha AePMaTOMULLETDI
(Trichophyton spp., Microsporum spp., Epidermophyton spp.)

MwuKonormyeckoe uccnefoBaHne cOCKoba € HOrTeBOW NAACTUHbI Ha
nepmatomuueTsl (Trichophyton spp., Microsporum spp., Epidermophyton spp.)
17.01.03. MUKPOBUNOJTOTMYECKUE MCCNTEAOBAHNA
17.01.02.01.MUKPOBNONOITMYECKAA OUATHOCTUKA MUKPO®/IOPBI KENYAKA
N KUWEYHUKA

MuKpobronornyeckasn AMarHoCTMKa ANCHAKTEPMO3a KULLEYHMKA C OnpeaeieHnem
YYBCTBUTENbHOCTU BO36YAUTENA K QHTUDAKTEPUANbHBIM NpenapaTam
MuKpobronornyeckasn MarHocTMKa ANcHaKkTeprnosa KMLWeEYHMKA C onpeseneHuem
YYBCTBUTENbHOCTW BO3OYANUTENA K aHTMOAKTEpManbHbIM NpenapaTam u
bakTepmnodaram

Moces Ha Bo3byautenen kuwedHow rpynnsl (Shigella spp., Salmonella spp.) c a/6
YYBCTBUTENBHOCTU

Moces Ha Bo36yauTeneit KuweyHow rpynnbl Shigella spp., Salmonella spp.) c a/6 u
baroyyBCTBUTEILHOCTHIO

MoceB Kana Ha 30710TUCTbIN cTadUNOKOKK (Staphylococcus aureus) c onpeaeneHnem
YYBCTBMTENbHOCTU BO36YAUTENA K aHTMDAKTEPHUANbHBIM NpenapaTam

MoceB Kana Ha 3010TUCTbIN cTadpUNOKOKK (Staphylococcus aureus) c onpeaeneHnem
YYBCTBUTENBHOCTW BO3OYANUTENA K aHTMOAKTEPManbHbIM NpenapaTam u
bakTepnodaram

MoceBs Kana Ha knocTpuanm (Clostridium difficile) c onpegeneHnem
YYBCTBUTENBbHOCTU BO3OYAUTENA K aHTUDAKTEPUANbHBIM NpenapaTam

MoceB Kana Ha MUKPOIOpY C onpeaeeHnem YyBCTBUTEIbHOCTM BO3byanTena K
aHTMBaKTepuanbHbIM NpenapaTam

KomnneKkcHas AMarHocTmKa KuwweuHbix MHdekumi (Moces Kana Ha MUKkpodaopy,
Moces Ha rpmbbl p.Candida, Potasupyc (Rotavirus, anapeiHblit cuHapPoOMm),
aHTUreHHbIN TecT, AgeHoBupyc (Adenovirus, AMaperHblil CUHAPOM), aHTUrEeHHbI
TecT, Nambaum (Giardia liamblia, anapeiHblit cMHAPOM), aHTUrEeHHbIN TeCT , TOKCUH
A (Clostridium difficile, nceBgomemb6paHHbIN KOMWT), aHTUTEHHbI TecT

MoceB Kana Ha MUMKPOGIOPY C onpeaeseHnem YyBCTBUTEIbHOCTM BO3ByamTens K
aHTMBaKTepManbHbIM NpenapaTam u baktepuodaram
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MT.170.0.01.39.01.3.

[MT.170.0.01.39.02.3.

MT.140.0.01.05.01.0.

MT.120.4.01.05.01.0.

MT.120.4.01.05.01.3.

MT.138.0.01.05.00.0.

MT.139.0.01.05.01.0.

MT.121.0.01.26.01.0.

MT.140.0.01.26.01.0.

MT.120.4.01.26.01.0.

MT.120.4.01.26.01.3.

MT.139.0.01.26.01.0.

fMT.121.0.01.27.01.0.

MT.140.0.01.27.01.0.

MT.120.4.01.27.01.0.

MT.120.4.01.27.01.3.

MT.139.0.01.27.01.0.

MT.120.1.06.24.01.0.

MT.120.1.06.24.01.3.

MT.120.4.09.22.01.0.

[MT.120.4.09.22.01.3.

MT.121.0.01.06.01.0.

MT.120.6.01.06.01.0.

MT.120.6.01.06.01.3.

MT.120.6.01.12.01.0.

MT.120.6.01.12.01.3.

MT.121.0.01.07.01.0.

17.01.02.02.MWUKPOBNO/TIOTMYECKAA ANATHOCTUKA MUKPO®NOPbI
MOYEMNO/IOBOM CUCTEMBbI

KomnnekcHoe uccnefoBaHne MUKPOGbIOPbl YPOrEHWUTAIbHOTO TPaKTa €
onpeaeneHnem YyBCTBUTENbHOCTU BO3bYAUTENA K aHTUBaKTepUabHbIM
npenapatam u baktepuodaram

KomnnekcHoe uccnefoBaHne MUKPOGbIOPbl YPOreHWUTAIbHOTO TPaKTa €
onpeaeneHnem YyBCTBUTENbHOCTU BO3OYANTENA K PACLUMPEHHOMY CMEKTPY
aHTUBaKTepuanbHbIX NpenapaTam

Moces 13 Bnaranunwa Ha mukonnasmy xommHuc (Mycoplasma hominis) ¢
onpeaeneHnem YyBCTBUTENbHOCTU BO36YAUTENA K aHTUOaKTepUabHbIM
npenapatam

Moces U3 BNaranuvwa Ha MUKpodaopy ¢ onpeaeseHnem YyBCTBUTENbHOCTU
BO3byauTens K aHTMbakTepuanbHbiM Npenapatam

Moces 13 Bnaranuvwa Ha MUKpodIopy € onpeaeseHNeM HYyBCTBUTEIbHOCTU
B03byanTeNA K aHTMBAKTepMaibHbIM NpenapaTam v bakTepmodparam
Moces 13 Bnaraaunwa Ha TpuxomoHo3s (Trichomonas vaginalis)

Moces 13 Bnaranunwa Ha ypeannasmy ypeanntnkym (Ureaplasma urealiticum) c
onpeAeneHnem YyBCTBUTENbHOCTU BO36YAMUTENA K aHTUBAKTEpUAbHbIM
npenapatam

Moces 13 ypeTpbl Ha aHasPO6HY MUKPOdAOPY C onpeseeHneM YyBCTBUTENIBHOCTU
BO36yAuTeNs K aHTUHaKTepUanbHbIM NpenapaTam

Moces 13 ypeTpbl Ha MUKoNIasMmy xomunHuc (Mycoplasma hominis) ¢
onpeaeNeHnem YyBCTBUTENbHOCTU BO36YAUTENA K aHTUOAKTEpUA/bHbIM
npenapatam

MoceB 13 ypeTpbl Ha MUKpodaopy C onpeseneHnemM YyBCTBUTENbHOCTU
BO3byauTens K aHTMbaKTepuanbHbiM Npenapatam

Moces 13 ypeTpbl Ha MUKPOdAOPY C ONpeaeseHNEM HYyBCTBUTENbHOCTH
BO36yAUTeNs K aHTMOaKTEPUaNbHbIM NpenapaTtam u baktepnodaram
MoceB u3 ypeTpbl Ha ypeannasmy ypeanutukym (Ureaplasma urealiticum) c
onpeaeNeHnem YyBCTBUTENbHOCTU BO36YAUTENA K aHTUOAKTEPUAbHbIM
npenapatam

MoceB W3 LEepPBMKaNbHOTO KaHana Ha aHa3pobHyo MUKpodaopy C onpeseneHnem
YYBCTBUTENbHOCTU BO3OYAUTENA K aHTUDAKTEPUANbHBIM NpenapaTam

MoceB 13 LLepBUKaNbHOIO KaHaia Ha MUMKoNIazMmy XxomuHuc (Mycoplasma hominis)
c onpeaeneHnem 4yBCTBUTENbHOCTU BO3GYAUTENA K aHTUBaKTEPUANbHbIM
npenapatam

MoceB W3 LEepBMKaNbHOTO KaHana Ha MUKpodaopy ¢ onpeseneHnem
YYBCTBUTENbHOCTU BO36YAUTENA K aHTUDAKTEPUANbHBIM NpenapaTam

MoceB M3 LEepBMKaNbHOTO KaHana Ha MUKpodaopy C onpeaeneHnem
YYBCTBUTENBHOCTW BO3OYANUTENA K aHTMOAKTEpPManbHbIM NpenapaTam u
bakTepnodaram

MoceB M3 LEepBMKaNbHOTO KaHana Ha ypeannasmy ypeanutnkym (Ureaplasma
urealiticum) c onpegeneHvem 4yBCTBUTENIBHOCTM BO3bYyAMTENA K
aHTMBaKTepuanbHbIM NpenapaTam

MoceB MoYM Ha MUKPOGIOPY C onpeaeneHnem YyBCTBUTENbHOCTU BO3BYAUTENA K
aHTMBaKTepranbHbIM NpenapaTam

MoceB MouM Ha MUKpPOGIOpY C onpeaeneHnem YyBCTBUTENbHOCTU BO3OYAUTENA K
aHTMOaKTepuManbHbIM NpenapaTam n baktepnodaram

MoceB cekpeTa NpocTaTtbl Ha MUKPOdAOPY C oNpeseneHnem YyBCTBUTENbHOCTH
BO36yAUTENs K aHTMDaKTEPHUaNbHbIM NpenapaTam

MoceB cekpeTa NpocTaTtbl Ha MUKPOdAOPY C oNpeseneHnem YyBCTBUTENbHOCTH
BO36yAMUTeNsA K aHTMBaKTEPUaNbHbIM NpenapaTam u baktepnodaram
17.01.02.03.MUKPOBUNOJ/TIOMMYECKAA ANATHOCTUKA MUKPO®IOPI
OTAOENAEMOIO YXA U T/TA3A

MoceB 3 N1eBOro rnasa Ha aHaspobHy MUKpodAOpy C onpeaeneHnem
YYBCTBUTENBbHOCTU BO3OYAUTENA K aHTUDAKTEPUANbHBIM NpenapaTam

MoceBs v3 NeBOro rnasa Ha MMKpodaopy C onpeaeneHnem YyBCTBUTENbHOCTH
BO36yAMUTeNA K aHTMBaKTEPMaNbHbIM NpenapaTam

MoceB ¥3 NeBOro rnasa Ha MMKpodaopy C onpeaeneHnem YyBCTBUTENbHOCTH
BO3byauTens K aHTMbaKTepuanbHbiM Npenapatam 1 baktepmuodaram

MoceB M3 N1eBOro yxa Ha MUKPOGIOPY C onpeseneHnem YyBCTBUTEIbHOCTU
BO36yAMUTENA K aHTMDAKTEPHUANbHbIM NpenapaTam

MoceB K3 NeBOro yxa Ha MUKPOGIOPY C onpeaeneHnem YyBCTBUTEIbHOCTU
BO36byauTens K aHTMbaKTepuanbHbiM Npenapatam 1 baktepmuodaram

MoceB 3 NpaBoro rnasa Ha aHaspobHy MUKpodaIopy € onpeaeneHem
YYBCTBUTENBbHOCTU BO3OYAUTENA K aHTUDAKTEPUANbHBIM NpenapaTam
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MT.120.6.01.07.01.0.

MT.120.6.01.07.01.3.

MT.120.6.01.13.01.0.

MT.120.6.01.13.01.3.

[MT.141.0.01.10.01.0.

MT.120.2.01.10.01.0.

MT.120.2.01.10.01.3.

[MT.142.0.01.10.01.0.

MT.141.0.01.16.01.0.

fMT.120.2.01.16.01.0.

MT.120.2.01.16.01.3.

MT.120.3.07.35.01.0.

MT.142.0.01.10.01.3.

MT.120.5.04.08.01.0.

MT.120.5.04.08.01.3.

MT.120.5.04.09.01.0.

MT.120.5.04.09.01.3.

MT.121.0.01.21.01.0.

MT.120.7.01.21.01.0.

MT.120.7.01.21.01.3.

MT.122.0.10.31.00.0.

FMT.168.0.

'MT.166.0.
MT.167.0.
'MT.165.0.

Moces 13 NPaBoOro riasa Ha MUKPOhIoPY C ONpeaeieHNeM HYyBCTBUTENbHOCTM
BO36yauTENA K aHTMBaKTepUanbHbIM NpenapaTam

Moces 13 NpaBoro r1asa Ha MUKPodIopy € onpeseieHNneM HYyBCTBUTENbHOCTH
B03byAuTeNA K aHTMBAKTepManbHbIM NpenapaTam v baktepmodaram

MoceB U3 NPaBOro yxa Ha MUKPobIopy C onpeAeneHnem YyBCTBUTENBHOCTH
BO3byauTens K aHTMbakTepuanbHbiM Npenapatam

MoceB 13 NPaBoro yxa Ha MUKPOdAOpY C onpeaeneHMeM YyBCTBUTENbHOCTH
BO3byauTens K aHTMbaKTepuanbHbiM Npenapatam 1 baktepmodaram
17.01.02.04.MUKPOBUOJTIOMMYECKAA AUATHOCTUKA MUKPO®IOPbI BEPXHUX U
HUMKHUX ObIXATE/IbHbIX NYTEN

Moces 13 3eBa Ha 30/10TUCTbIN cTadpuNOKOKK (Staphylococcus aureus) ¢
onpeaeneHnem YyBCTBUTENbHOCTU BO3BYAUTENA K aHTUBAKTEPUANbHBIM
npenapatam

MoceB 13 3eBa Ha MMKPOGIOPY C ONpeaeneHnem YyBCTBUTEIbHOCTM BO3byaAUTENA K
aHTMBaKTepuanbHbIM NpenapaTam

MoceB 13 3eBa Ha MUKPOGIOPY C ONpeseneHnem YyBCTBUTEIbHOCTM BO3byanTeNs K
aHTMBaKTepuanbHbIM NpenapaTam u 6akteprodaram

MoceB 13 3eBa Ha NMOTeHHbI CTPENTOKOKK (Streptococcus pyogenes) ¢
onpeaeneHnem YyBCTBUTENbHOCTU BO3OYAUTENA K aHTUBAKTEPUANbHbIM
npenapatam

MoceB M3 HOCa Ha 30/10TUCTbIV cTapUNOKOKK (Staphylococcus aureus) ¢
onpeaeneHnem YyBCTBUTENbHOCTU BO3BYAUTENA K aHTUBAKTEPUANbHBIM
npenapatam

MoceB K13 Hoca Ha MUKpobNIOPY C onpeaeneHnem YyBCTBUTEIbHOCTU BO3byANUTENs K
aHTMBaKTepuanbHbIM NpenapaTam

MoceB 13 HOca Ha MMKpPObIOPY C onpeaeneHnem YyBCTBUTEIbHOCTU BO3byanUTens K
aHTMBaKTepmanbHbIM NpenapaTam u baktepuodaram

MoceB MOKPOTbI HA MUKPOPIOPY C ONpeaeneHUeM HYyBCTBUTEIbHOCTM BO3byauTens
K aHTMBaKTepHaNbHbIM NpenapaTam

MoceB Ha NMOreHHbIV CTPENTOKOKK (Streptococcus pyogenes) ¢ onpeaeneHmem
YYBCTBUTENBHOCTU BO3OYANUTENA K aHTMOaKTepManbHbIM NpenapaTam u
bakTepnodaram

17.01.02.05.MUKPOBUNOJTIOMMYECKAA AUATHOCTUKA MUKPO®NOPLI FPYAHOTO
MOJIOKA

MoceBs rpyAHOro MO/IOKa NEBOW rpyamn Ha MUKpodaopy ¢ onpeseneHnem
YYBCTBUTENbHOCTU BO36YAUTENA K aHTUDAKTEPUANbHBIM NpenapaTam

MoceBs rpyAHOro MOJIOKa NEBOM rpyamn Ha MUKpodaopy ¢ onpeseneHnem
YYBCTBUTENBHOCTW BO3OYANUTENA K aHTMOAKTEpPManbHbIM NpenapaTam u
bakTepnodaram

MoceB rpyAHOro MOJIOKa NPaBoW rpyan Ha MMKpodaopy € onpeseneHnem
YYBCTBUTENBHOCTU BO3OYAUTENA K aHTUDAKTEPUANbHBIM NpenapaTam

MoceB rpyAHOro MO/IOKa NPaBoW rpyan Ha MUKpodIopy € onpeaeneHnem
YYBCTBUTENbHOCTU BO3OYANUTENA K aHTMBAKTEPMAnbHbIM NpenapaTam u
6akTepnodaram

17.01.02.06.MUKPOBNONOITMYECKAA JUATHOCTUKA MUKPO®/TIOPbI PAHEBOIO
OTAENAEMOIO

MoceB oTAENAEMOro paHbl Ha aHa3pPO6HY MUKPOGIOPY C onpeaeneHuem
YYBCTBUTENBbHOCTU BO3OYAUTENA K aHTUDAKTEPUANbHBIM NpenapaTam

MoceB oTAENAEMOr0o paHbl Ha MUKpodAOpPY € onpeaeneHnemM YyBCTBUTENbHOCTU
BO3byauTens K aHTMbaKTepuanbHbiM NpenapaTam

MoceB oTAENAEMOr0o paHbl Ha MUKpodAOpPY € onpeaeneHnemM YyBCTBUTENbHOCTH
BO3byauTens K aHTMbaKTepuanbHbiM Npenapatam 1 baktepuodaram

17.01.02.07.MUKPOBUNOJTIOTMYECKAA ONATHOCTUKA KPOBU U MYHKTATOB
MNMoceB KpoBM Ha a3pobHYyIo M aHa3pPOobHY MUKpPOodAOpPY

17.02. OCHOBHbIE MCCNEAOBAHUA

17.02.01.MUKPOCKOMUYECKUE NCCNELOBAHUA

MWUKpOCKoNnYeckoe nccaemoBaHne Maska ¢ OKpackoi no Fpamy (c oueHKo no
WKane HotoaKeHTa)

MWUKpOCKoNnyeckoe nccnepoBaHue Ha rpubbi

MWUKpOCKoNu4yeckoe nccnegoBaHne HaTMBHOrO Maska C OKpackoi no Mpamy
MWUKpOCKoNUYeckoe nccnegoBaHne HaTMBHOrO Matepvana
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MT.153.0.
MT.152.0.

FMT.155.0.

FMT.154.0.

MT.133.0.
MT.170.0.
MT.124.0.
MT.134.0.
MT.151.0.

[MT.171.0.01.05.01.0.

MT.171.0.
MT.120.5.
MT.120.9.
MT.120.0.
MT.120.1.
MT.121.0.
MT.122.0.

MT.173.0.

MT.123.0.
MT.150.0.
MT.144.0.
MT.137.0.
MT.143.0.
MT.136.0.
MT.135.0.
MT.141.0.

17.02.02.MUKOJIOTMSECKWUE MCCNEOOBAHNA

MwuKonormyeckoe nccneposaHue Ha acnepruanbl (Aspergillus spp.)
MuKonormyeckoe nccnefoBaHve Ha rpmbel p. Candida

MuKonorMyeckoe uccneaoBaHue Ha gepmatomuuetsl (Trichophyton spp.,
Microsporum spp., Epidermophyton spp.)

MuKonormyeckoe uccnefoBaHue Ha KPUNTOKOKK (Cryptococcus neoformans)
17.02.03.MUKPOBUOTOTMYECKME NCCNEOOBAHMUA

[MarHocTmka NUWeBbIX TOKCUKOMHOEKLMI

KomnnekcHoe uccnegoBaHne MUKPohI0pbl ypOreHUTanbHOro TpaKkTa
MuKpobuonornyeckas gMarHoCTUKa ANCHAKTEPNO3a KULLEYHMNKA
MuKpobuonormyeckas AMarHOCTUKA KULEYHbIX MHbEeKL M
MuKpobuonornyeckas gnMarHocTMKa Xxonepbl

MuKpobMOoLEHO3 BAaraamLLa c onpeaeseHnem YyBCTBUTEIbHOCTM BO3ByanTens K
aHTUBaKTepuanbHbIM Npenapatam

MwuKpobuoLeHo3 BnaraamLa

MoceB rpyaHOro MosioKa Ha MuKpodaopy

MoceB *enun Ha MruKpodopy

Moces Kana Ha mukpodaopy

MoceB Mmoyn Ha MUKpodIopY

MNMoceB Ha aHa3pPobHY MUKpodaopy

MoceB Ha a3apobHyto 1 aHa3pPobHY MUKpodopy

Moces Ha 6eTa-reMoAUTUYECKMI CTPENTOKOKK rpynnbl B (Streptococcus agalactiae)
MoceBs Ha Bo3byauTenei kuweyHown rpynnbl (Shigella spp., Salmonella spp

Moces Ha Bo3byautens 6otyamnsma (Clostridium botulinum)

Moces Ha Bo3byautens andrtepum (Corynebacterium diphtheriae)

Moces Ha rapaHepennés (Gardnerella vaginalis)

Moces Ha remodunbHyto MHbekumto (Haemophilus influenzae)

MoceB Ha roHopeto (Neisseria gonorrhoeae)

Moces Ha rpmbbl p.Candida

Moces Ha 3010TUCTbIN cTadpuNOKOKK (Staphylococcus aureus)

NN oo o

0 o U1l oLy nn

v n

(S RRV, RN ) RV, REV, Rie))

860
860

860

860

860
1730
860
860
860

1380
1040
860
860
860
860
860
1270

860
860
860
860
860
860
860
860
860



MT.132.0.
MT.129.0.
MT.126.0.
MT.130.0.

FMT.145.0.

MT.147.0.
MT.131.0.
'MT.146.0.
MT.140.0.
MT.142.0.
MT.127.0.
MT.138.0.
MT.148.0.
MT.139.0.
MT.172.0.
MT.128.0.
MT.125.0.

fMT.120.2.
FMT.120.6.
FMT.120.3.

MT.120.7.
MT.120.4.
MT.120.8.

MT.01.
MT.03.
rMT.02.

MT.05.

MT.06.

TMT.09.

FMT.08.

MT.07.
FMT.04.

MT.157.0.
MT.163.0.

MT.176.0.

MT.158.0.

MT.159.0.
MT.175.0.
MT.156.0.
MT.162.0.
MT.161.0.

'MT.160.0.

FMT.186.0.

Moces Ha nepcuHmos (Yersinia spp.)

Moces Ha KamnunobakTepuros (Campylobacter spp.)
Moces Ha KuweyHyto nanouky (Escherichia coli 0157:H7)
Moces Ha knocTpugum (Clostridium difficile)

Moces Ha Kokntow 1 napakoknwow (Bordetella pertussis, Bordetella parapertussis)
Moces Ha nernoHennés (Legionella)

Moces Ha nncTepnos (L.monocytogenes)

Moces Ha meHnHrUT (Neisseria meningitidis)

Moces Ha MMKonazmy xomuHuc (Mycoplasma hominis)
MoceB Ha MMOreHHbIN CTPENTOKOKK (Streptococcus pyogenes)
Moces Ha canbmoHennes (Salmonella spp.)

Moces Ha TpuxomoHo3 (Trichomonas vaginalis)

Moces Ha Tybepkynes (Mycobacterium tuberculosis)

Moces Ha ypeannasmy ypeanutmkym (Ureaplasma urealiticum)
MoceB Ha ypeannasmy ypeasuTuKym U MUKONAA3My XOMUHWUC
Moces Ha wurennes (Shigella spp.)

Moces Ha awepuxumos (Escherichia spp.)

MoceB OTAENAEMOrO BEPXHUX AbIXaTeNbHbIX NyTei Ha MUKpodaopy (Hoc, 3eB)
Moces oTaensemoro rnas, ywei Ha MUKpodiopy

MoceB OTAENAEMOro HUXKHUX AblXaTebHbIX NyTel Ha MUKpodaopy (Tpaxes,
6poHXM)

MoceB oTAENAE€MOro paHbl HA MUKpodAopPY

Moces oTAeNAeMoro yporeHUTasbHOro TpakTa Ha Mukpodbaopy

MoceB NyHKTaTOB Ha MUKpOIOPY

17.02.04. 4ONO/THUTENbHBIE NCCNEQOBAHUA

OnpegeneHune YyBCTBUTENbHOCTU BO3BYAUTENA K aHTUDAKTEPUAIbHBIM NpenapaTam

(8am)

OnpegeneHune 4yBCTBUTENbHOCTU BO3byauTens K 6akTepnodaram
OnpegeneHve 4yBCTBUTENBHOCTU BO3OYAUTENA K PacUMPEHHOMY CMEKTPY
aHTMBaKTepManbHbIX NpenapaTos

OnpepeneHve YyBCTBUTENbHOCTU K aHTUOaKTEpUanbHbIM npenapaTtam ESBL-
LITAMMOB

OnpegeneHune 4yBCTBUTE/IbHOCTU K aHTMBAKTepManbHbIM npenapatam MRSA-
LWITaMMOB

OnpegaeneHve YyBCTBUTENbHOCTU K aHTUOAKTEPUAIbHBIM NpenapaTam BCero
CMNEeKTpa BblAeIeHHON MUKPOGAOPLI

OnpegfeneHve 4yBCTBUTENbHOCTU K aHTUMUKOTUKAM C UCMO/Ib30BaHNEM TECT-
cuctem "Fungitest”

OnpegeneHve YyBCTBUTENbHOCTU K aHTUMUKOTUYECKMM Npenapatam
Parotunusauma ctapuIoKoKKa

17.02.05.AHTUTEHHbIE TECTbI, 3KCNPECC-AHA/IN3bI

ApeHosupyc (Adenovirus, guapeliHbiii CUHAPOM), aHTUTeHHbIN TecT
NudnoeHua A+B (Influenza A+B, rpmnn), aHTUreHHbIN TecT

MNccneposanue Ha Escherichia coli 0157:H7 (anapeiHblit CMHAPOM), aHTUrEHHbI
Tect

Kpuntocnopuamm napsym (Cryptosporidium parvum, guapeiiHblii cMHAPOM),
aQHTUTEHHbIV TecT

Niambnuu (Giardia liamblia, guapeliHbiii CMHAPOM), aHTUTEHHbI TecT
O6HapyKeHWe poTaBUPYCOB 1 aleHOBUPYCOB, aHTUFEHHbIW TeCT

PoTaBupyc (Rotavirus, AvapenHblit CUHAPOM), aHTUTEHHBbI TECT
CTpenToKoKKa rp.A (Streptococcus pyogenes), aHTUIreHHbI Tect
CTpenToKOKKa rp.B (Streptococcus agalactiae), aHTUreHHbIl TecT

TokcuH A (Clostridium difficile, nceBgomembpaHHbIA KOAUT), aHTUFEHHbIV TECT

TokcuH A n B (Clostridium difficile, nceBaomembpaHHbIii KOAWT),aHTUTEHHDbIN TecT
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