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-1.KOMNIEKCHbIE UCCNNEAOBAHNA
-1.-1.06LUME ANATHOCTUYECKME KOMMNEKCDI

AHemuA(OAK pacwmpeHHbii /IO n peTukyioumtamm (BeHO3HasA KpoBb), CO3,
®eppuTnH, OKCC, CbiBOPOTOUHOE Kene3o, TpaHcheppuH, Butamuu B12, donatsl)
Buomapkepbl GYHKLMOHANbHOM CMOCOBHOCTM NeYeHU(paclmpeHHblin) (Anbda-2-
Makporno6yauH, Fantornobux, AnoannonpotenH Al, Famma-IT, Bunmpybun O,
AT, ACT, Tpuranuepuapl, X-O, Fntoko3a)

Buomapkepbl GYHKLMOHANbHOM CMOCOBHOCTM NeYeHU(CKPUHUHT) (Anbda-2-
Makporno6yauH, Fantornobux, AnoannonpotenH Al, Famma-IT, Bunmpybux
obwuin, AIT)

BMOXUMUA PACLLUUPEHHASA(I ntoko3a (dpTopua), MMKMpPOBaHHbIV remornobuH
(HbAlc), CbiBOpOTOYHOE Kenes3o, AlaHMHaMUHOTpaHchepasa (ANT),
AcnaptaTamuHoTpaHcdepasa (ACT), BunvpybuH obwmii, XonectepuH obwmii,
Tpuranuepnabl, O6wmin 6enok, KpeatHuH, Mo4yeBrHa, MoyeBas KMCNOTa,
docdartasa weénoyHas, Flamma-IT, AmMunasa, AnbbymuH, JlaktatgerngporeHasa
(NAr), Kanuii (K+), Hatpuii (Na+), xnopuapl, Kanbumii 06wmit)

Buoxumus 6azosan(06w,. 6enok, KpeaTuHuH, XonectepuH, MouyesuHa, MNioKosa,
AT, ACT, bunmpy6uH o6, CbIBOPOTOYHOE XKeNe30)

Buoxumus 21 (AcnaptatammHoTpaHcdepasa (ACT) , AnaHnHamuHoTpaHcdepasa
(ANT), AnbbymuH, AMunasa, bunnpybuH Henpamow (BuampybuH npamoi,
BunupybuH obwmin), Famma-IT, FTMKMPOBaHHbIM remornobuH (HbAlc), Fntokosa
(dTopMa), MHaekc ateporeHHocT (XC obwwmin, JINBM), Kanwnii (K+), HaTpuit (Na+),
xnopugpl, KpeaTuHuH, NlaktataerngporeHasa (/14r), Moyesas kucnota, Mo4yeBuHa,
06wuii 6enok, C-peakTuBHbIN 610K, CbIBOPOTOUYHOE Kene3o, Tpuranuepuasbl,
docdarasa wenovyHas, XonectepuH-JMHM

BbinageHune Bonoc(ckpuHuHr) (Kanbumin 06w, LmHK, TTT, CbiBOpOUHOE Xeneso,
CeneH (KpoBb))

FTEMOCTA3UOINPAMMA(Koarynorpamma) (A4TB, AHTUTPOMBUH IlI, TpombuHOBOE
Bpema, PnbpuHoreH, Mpotpomb. Bpems n Mpotpomb. nHaekc, MHO, AYTB)
FocnutanbHblii Komnnekc(AT n AT kK BUY 1/2, Cudunuc cym. AT (IgG n IgM), Tenatut
B, HBs Ag, l'enatut C, anti-HCV cymm.)

FTOCMUTA/IbHbIA KOMMNNEKC PACLLUMPEHHDbIN(06wmii aHanms Kposu ¢
nenkouuTtapHoi popmynoit, CO3, AT n AT kK BUY 1/2 (cKpuHUHT, Kau.), Cuduamnc
cym. AT (IgG v IgM) (kau), FrenaTtuT B, HBs Ag (Kau), lrenatut C, anti-HCV cymm. (kau),
I'pynna kpoBswu, pesyc-dakTop, Miokosa (dbTopuna), FMKMPOBAHHBIM remornobuH
(HbAlc), ®ubpuHoreH, MHO (+MMTB 1 NTU), O6wwit 6enok, KpeaTuHnH, MouesuHa,
XonectepuH 06Lwwmin, BunmpybuH obwmin, AnaHmHamuHoTpaHchepasa (ANT),
AcnapTaTamuHoTpaHcdepasa (ACT), Kanuii (K+), Hatpuid (Na+), xnopuabi.
ExxerogHoe npodunaktuyeckoe obcnegosanune(lenatut C, ANT, ACT, Buaunpy6uH o.,
KpeaTuHuH, MouesuHa, Mntoko3a, Fenatut B, AT n Al k BUY 1/2, XonectepuH o.,
OAM, CO3, OAK c /1®, Cudmnmc)

MBC(daKTopbl pucKa 1 neveHne)(MnKMpoBaHHbI remornobux (HbAlc),Mnokosa
(dTopua),MHaekc ateporeHHocTn (XC obwmit, NMBM),Kanuit (K+), HaTpuit (Na+),
xnopuapl, MHO (+MTB n NTU),KpeaTnHuH,MouesunHa, XonectepmH-
JIMHM,XonectepuH-J/INBIN.

JIMNuAaHbI Komnaekc(ararHocTvKa atepockneposa) (MHaekc ateporeHHocTH (XC
06wwmit, NNBM), XonectepuH-JINHM, XonectepuH-/INOHNM (B Tom yncne
Tpuranuepuapl))

MEPUATE/IbHAA APUTMUSA(XonecTepuH-/INMOHMN (B TOM uncne
Tpuranuepuabl),XonectepuH-JMHMN,MoyesuHa,KpeatnHmH,MHO (+ITB 1
MTWN),Kanuit (K+), HaTpuit (Na+), xnopmabl,MO3roBoit HaTpuilypeTudeckuii nenTma,
(NT-proBNP),D-aumep)

MeTtabonuueckuii npodunb(C-nentua, Koptuson, MNiokosa (dbropua),
MHpa.aTeporeHHocTu (XC obwwia, JINBM), UHcynuH, X-/INHMN, JlentuH, T4 cB., X-
JINOHN (B T.4. TpUrAnuepuapl), TTT)

Octeonopo3s(Kanbuuii 06Wwmin, KanbLnit MIOHM3MPOBaHHDIN (Ca++), OCTUOKANbLWH,
napaTropmoH, pocdop HeopraHuueckuit, B-cross laps, AMUA (pa3osas mouya)
MeyeHb(ANT, ACT, ®ocdaTasa wenoyHas, bunupybuH Henpamoi, lamma-IT,
XonectepuH o6, O6wmit 6enok, NMpot. Bpem., MpoT. NHAEeKC)

MopskenynouHas enesa(AMunasa naHkpeatTnyeckas, Mnokosa, Konporpamma,
J/lunasa)

Moukn(06wmit aHanns moun, Pocdop HeopraHuyeckuii, Kanmin (K+), Hatpuit (Na+),
Xnop, MarHuii, KpeatvHunH, MouyesuHa, (PekomeHayeTcs aHanns Mouu no
HeunnopeHko, Y3U nouek)

PesmatounaHbliii apTpuT(OAK ¢ /1d, CO3, AC/O, C-peakTuBHbIN Henok,
PeBmatounaHbliii baktop, AHTUTENa CCP)
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IMT.33.366.
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CaxapHbliit gnabeT(AT K nHCyMHY (Kon.), AT K 6eTa-Kn1eTKam NoasKenyno4Homn
»kenesbl (Kon.), AT-GAD (kon.), UHcynuH, MTntokosa, FMKMpOoBaHHbIA remornobuH
(HbA1c))

CaxapHbliit grnabet(ckpuHuHr) (TntoKo3a, MMKMpoBaHHbIM remornobuH (HbAlc),
WHcynuH, C-nenTtua)

CycTaBbl(ACNO, C-peakTuBHbI 6enok, PeBmatonaHbiii paktop, CO3, Mouesas
Kucnota, O6LWMI1 aHaNN3 KPOBM C NeKoumTapHoi popmynoli (18 napameTpos)
Lennakua(AT K ravaguHy IgA (kon.), AT K ranaguHy IgG (kon.), AT K aHgomumsuto IgA
1 1gG (Kau.), AT K peTukyauHy IgA n 1gG (kau.))

LLinToBmaHas kenesa(T4 cs, T4 ob6wmin, T3 cB, T3 06wwid, TTT (TupoTponuH), AT-
TNO, AT-TT.)

BUOXUMMUA(OB6WwmiA 6enok, AnaHnHamuHoTpaHcdepasa (ANIT),
AcnapTaTamuHoTpaHcdepasa (ACT), BunnpybuH obwmii, KpeaTuHuH, MoveBuHa,
XonectepuH 061wmit, CbiIBOPOTOHHOE XKenes3o)

LEDPULMT MOOA(KAMHUYECKMIA aHann3 KpoBU C NeliKoumTapHoi dopmyoii u COd
(c MMKpoCKonWei maska KPOBM NP BbISBIEHWMW NATONOTUYECKUX U3MEHEHWIA)
(BeHO3HanA KpoBb), Mog, (kposb))

MWHEPA/bI 41 34,0POBbA(Kanbumit 06wmin, MarHmii, dochop HeopraHUYecKunin)

AKTMBHOCTb BUTAMUHOB(25-OH ButamuH D (25-OH vitamin D, 25(OH)D, 25-
hydroxycalciferol, Butamun B12, akTuBHbIi (xonoTpaHckobanammuH), SpUTPONosTUH)

LLinToBmAaHas kenesa(T4 cs, T3 cg, TTT (TupotponuH), AT-TMO, AT-TT)

ButamuHbl KpacoTsl (A, E, D, B9, B12)

OAK + ButamuH D (O6wwmii aHann3 KpoBK ¢ nelikouutapHoi dopmyoit n CO3,
MMWKPOCKONWUA MasKa Npu NaToNOTMYECKMX USMEHEHUAX B eliKouuTapHoi popmyne
(BeHO3Han KpoBb),BuTamuH D cymmapHbiit (25-OH D2 v D3, 06wmit pesynbrar))

Jlyywe, yem MaHTy (TB-pepoHoBbIi TecT)
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01.02.AMATHOCTUKA UHPEKLMIA

TORCH-UH®EKLMU(BMpYC npocToro repneca 1 1gG (kon), Bupyc npocrtoro repneca 1
IgM (n/kon), Bupyc npocToro repneca 2 IgG (kon), BUpyc npocToro repneca 2 IgM
(n/kon), kpacHyxa IgG (kon), KpacHyxa IgM (n/konuy), Tokconnasma IgG (kon),
ToKkconnasma IgM (kon), uutomeranosupyc IgG (n/kon), umtomeranosmpyc IgM

(n/kon))

3570

'MT.33.760.

OcTpble KuwweyHble uHdekummn (OKN), baktepuu 1 BUpYCHI (lUnrenna, caibMoHenna,
Kamnunobaktep, KuweyHas nanoyka E. coli, actposupyc, potasupyc, Hoposupyc)

1950

IMT.27.73.

IMT.27.74.

IMT.27.41.
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IMT.28.94.

IMT.28.93.

MT.28.95.

IMT.28.107.

MT.28.108.

MLUP-10 kayecTs(ma3ok/moua/cnepma)(Xnamuamsa Tpaxom, Ypeannasma ypean.,
Mwukonnasma reHuT, Mukonnasma xom, NapaHepenna sar., TpUXoMOHac BarmHanuc,
Kanamaa anbbukaHc, Heliccepums roHopew, Bupyc npoctoro repneca 1/2,
LinTomeranoswmpyc)

MLUP-10 kKonnu. (masok/moua/cnepma)(Metog Real-Time)(Xnamuaus Tpaxom,
Ypeannasma ypean., Mukonnasma reHut, Mukonnasma xom, lapgHepenna Bar.,
TpuxomoHac BarmHanuc, KaHauaa anbbukaHc, Heliccepums roHopeu, Bupyc npoctoro
repneca 1/2, Lutomeranosmupyc)

MUP-12 Konwnu. (ma3ok) (Metopa Real-Time) (Xnamuaua Tpaxomatuc, Ypeannasma
ypeanutukym, Mukonnasma reHutanmym, Mukonnasma xomuuuc, MapaHepenna
BarvHanuc, TPUXOMOHa3 BarvHamuc)

MLUP-12 KauyecTs.(Ma30K)(Xnamuaua Tpaxom, Ypeannasma ypeas, Mukonsiasma
reHuT, Mukonnasma xom, FapgHepenna sar, TpuxomoHac Bar, Heliccepus roHopen,
Kanaunaa anbbukaHc, Bupyc npoctoro repneca 1,2, BNY Tun 16, BNY Tun 18,
LinTomeranoswmpyc)

MUP-13 + KBM KonunuecTseHHbI(Bupyc npocToro repneca 1,Bupyc npocroro
repneca 2,BMNY Tun 16,BMNY Tun 18,fapaHepenna BarnHanuc,Kanamnga
anbbukaHc,Mukonnasma xomuHuc,Heliccepus roHopen, TpuxomoHac
BarvHaauc,Ypeannasma ypeanutukym,Xnamuama Tpaxomatuc Liutomeranosupyc)

MLP-13 kayecTBeHHbIW(Bupyc npoctoro repneca 1,Bupyc npocToro repneca2,BMY
Tun 16,BMNY Tun 18,MapaHepenna BaruHanuc,KaHanaa anbbukaHc, Mukonnasma
XOMMHMC,MUKoNnasma reHutannym,Heiccepma roHopeun, TpuxomoHac
BarMHasuc,Ypeannasma ypeaamTukym,Xnamuams tpaxomatuc, Liutomeranosupyc)
MupP-14 ANA KEHWWH(MLP-13 + nakTobaKTepun) KonmuectTseHHbIU((Bupyc
npocToro repneca 1,Bupyc npoctoro repneca 2,BMY Tun 16,BMY Tun
18,fapaHepenna BarnHanuc,KaHanaa anbbukaHc, Mukonnasma
XOMWMHUC,Heliccepuna roHopen, TpUxomoHac BarmHanuc,Ypeannasma
ypeanuTukym,Xnamuamnsa tpaxomatuc Liutomeranosupyc,/lakrobakrepum)

MLUP-4 BUPYCbl(aHann3 maska) KauecTBeHHbIN(Bupyc npocToro repneca
1,2,Untomeranosupyc ,BMY Tun 16,BMY Tun 18 (kay.))

MLUP-4 BUPYCbl(aHanu3 maska) KonnyecTBeHHbI(Bupyc npoctoro repneca
1,2,Untomeranosupyc ,BMY Tun 16,BMY Tun 18 (kau.))
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MUP-4 UMMM natoreHbl(aHanM3 MasKka) KayecTBeHHbIM(MuKonnasma reHUTannym
,Helccepusa roHopen , TpxoMoHac BarMHannc,X1ammana TpaxomaTtuc ) 2

MUP-4 UNMMN natoreHbl(aHanM3 MasKka) KoaMYecTBeHHbIN(MuKonaasma reHuTannym
,Helccepusn roHopen , TpxoMoHac BarMHannc,Xnammamna TpaxomaTtuc ) 2

MUP-4 UMM natoreHbl(aHanM3 MoYM) KadecTBEHHbIM(MUKONNA3Ma reHUTanym
,Heliccepus roHopen , TpUXOMOHAC BarvHaauc,Xnammams Tpaxomatuc ) 2

MUP-4 UMM natoreHbl(aHanM3 MOYK,) KONUYECTBEHHbIN(MUKONAA3Ma reHUTannym
,Helccepusn roHopen , TpxoMoHac BarMHannc,Xnammana TpaxomaTtuc ) 2
MUP-4 UNMM ycnoBHble naToreHbl(aHann3 maska) KosiuuyecTseHHbl(KaHavaa
anbbukaHc,fapaHepenna BarvHaamc, Mukonnasma XomuHuc,Ypeansiasma

YPEeannuTUKym) 2
MUP-4 UNMM ycnoBHble naToreHbl(aHann3 maska) KayecTBeHHbIM(KaHanaa
anbbukaHc,MapaHepenna BarvHaauc, Mukonaasma XomuHuc,Ypeansiasma

YPEeannuTUKym) 2
MUP-4 UNMM ycnoBHble NaToreHbl(aHaAn3 Mmo4n) KayecTBeHHbI(KaHanaa
anbbukaHc,FapaHepenna BarvHaamc, Mukonnasma XomuHuc,Ypeansiasma

YPEeannuTUKym) 2
MLUP-4 UMMM ycnoBHble NaToreHbl(aHann3 moyn) KonmyecTBeHHbl(KaHanaa
anbbukaHc,fapaHepenna BarvHaauc, Mukonnasma XomuHuc,Ypeaniasma

YPeannuTUKym) 2
MUP-6 Konuy.(masok) (Metog Real-Time) (Xnamuaua Tpaxomatuc, Ypeannasma
ypeanutukym, Mukonnasma reHutannym, Myukonnasma xomvHuc, FapaHepenna
BarvHaauc, TPUXOMOHa3 BarvHasmuc) 2
MLUP-6 kauecTs.(ma3ok/moua) (Xnammuams TpaxomaTuc, Ypeaniasma ypeasmTukym,
MwuKonnasma reHutanmym, Mukonnasma xomuHuc, FapaHepenna BarHanuc,

TpWXxOoMOHa3 BarmHanuc) 2

MLUP-8 kauecTs.(ma3ok/moua) (Xnammuams TpaxomaTuc, Ypeaniasma ypeasmTukym,
Mwukonnasma reHutannym, Myukonnasma xomuHuc, FrapgHepenna BarmHanuc,

TpuxomoHac BarmHanuc, KaHanaa anbbukaHc, Heliccepums roHopew) 2
MUP-8 konuu.(masok/moua) (Metoa Real-Time) (Xnamuams Tpaxomatuc,

Ypeannasma ypeanutnkym, Mukonnasma reHutannym, Mukonnasma XoMmMHuC,
FapaHepenna BarmHanwc, TpuxomoHac BarmHanuc, KaHanaa anbbukaHc, Heltccepun
roHopemu) 2
01.03.414 KEHLWMH

CHECK-UP Ne1l /151 XEHLUMH(aHanum3 kposu)(lenatut C, Cudpunuc, Frenatmt B, AT u
AT K BUY %, AT, ACT,TAiMKnpoBaHHbI remornobun (HbAlc),Mntokosa, TTI, T4
cB060AHbIN,CbiB.>KeNe3o0, KpeatnHuH, MouesnHa,AnbbymuH, IT,Pocdop Heopr,
NAT, Kanbumit O,XonectepuH obuw,, X-INMHMN/INOHN,BuampybuH 06w, buanpybun
npamoi,KpeaTuHknHasa,MHO, ®ubpuHoreH,0AK c /Id+CO3,C-peak.6enok, Anbda-
deTonpoTenH, AHTUreH NNOCKOKAETOYHOM KapuuHombl (SCCA),PIA, CA 19-9,CA 15-

3CA125,CA72-4) 12-23
CHECK-UP No2 /151 EHLLMH(aHann3 ma3sKka)(lMHeKoA0rMyecknin Ma3ok Ha

dnopy,/laktobakTepumm (Koamu.),Bupyc npoctoro repneca 1,2 (konmy.),BMY Tunsi 16,
18 (kau),*mnakoctHaa uutonorusa, KaHanaa anbbukaHc (konwmd.),fapaHepenna
BarmHanuc (Koaud.),Mukonaasma XommHuc (Konuy.), Mukonaasma reHutaamym
(Konny.),Heliccepuma roHopen (Konmy.), TpMXOMOHAC BarMHaamc
(Konny.),Ypeannasma ypeanutukym (Koamd.),Xnammama Tpaxomatuc

(KO_nW-I.),Ll,VITOMeI’a}'IOBVIpyC (KO}M‘-I.). ) ) ) ] 3
(TectoctepoH, Kapauson, 17-OH-nporectepoH, [ArA-S) 2
YKeHcKkune ropmoHsbl(ntoTenHosan ¢asa) (Sctpaamon, MporectepoH) 2
YKeHcKkune ropmoHbl B meHonayse (TTT, T4 ceo6oaHbii, PCI, Sctpaamon, /M) 5
eHckue ropmoHbl(donnunkynapHas dasa)(PCr, /I, NponaktuH, 3cTpaguon, ArA-S,
TectoctepoH, 17-OH-nporectepoH, TTT, T4 c8, TNobynuH, cBA3bIBAlOWMIA NONOBbIE
rOPMOHbI) 2
0O6cneposanmne npu 6epemerHocTy (1 Tpumectp)(BUY 1/2,en B,C, RW,0AK ¢

J1®+CO3, 0.6enok, KpeatnHuH, MouesuHa, X-O, Mntoko3a, A/TT, ACT, Bununpy6.0,
Bup.np.repn. 21gG,IgM, Uutomer.sunp.IgG,IgM, Tokconn.IgG,IgM, KpacHyxa 1gG,IgM,
dakTop AYTB, AHTUTPOMGUH III, Tpomb.8p, DubpuHoreH, MHO,D-gumep,0AM,

I'MH.ma30kK Ha ¢n, Uccnea.cockobos ¢ LM u LK, Cois.xkeneso, [p.kposwm) 4
0O6cnepoBaHue npu 6epemeHHocTu (2 TpumecTp)(OAK c N1d, CO3, OAM) 2

0O6cneposaHue npu 6epemeHHocTm (3 Tpumectp)(BUY 1/2,en B,C,RW, OAK ¢
Nd+CO3, O.6enok, KpeatnHuH, MouesuHa, X-0, Mntoko3a,A/IT,ACT,Bunmnpy6buH O,
CbiB.)keneso, A4TB, AHTUTPOM6MUH IIl, Tpomb.8p, PubpuHoreH, MHO,D-gumep,

OAM, TMH.ma30K Ha dn) 3
OHKOMapKepbl 4N XKeHWMH(NpodunakTuueckoe obcnesosaHue)(Anbda-

dbeTonpoTenH,AHTUreH NJIOCKOKNETOUYHOW KapuuHomsbl (SCC),PIA,CA 125,CA 15-3,CA
19-9,CA 72-4). 2
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IMT.28.3.

rMT.27.110.1.

rMT.27.110.2.

IMT.27.84.

IMT.27.62.

rMT.28.119.

MT.28.105.

IMT.27.99.1.

IMT.27.70.1.

IMT.27.70.2.

NPOPUNAKTUKA PAKA MOIOYHOW KEJE3bI (PIA, BRCAL: 5382 InsC, 4153DelA,
A1708EN, Arg1699T, BRCA2: 6174DelT, Asn372Hi) 6
01.04.417 MYXXYNH

CHECK-UP Nel 4/181 MYX4YUH(aHanu3 kposu)(O6Lwmii aHann3 KpoBm ¢
neiikoumutapHoi dopmyioit u CO3,AT n AT K BUY 1/2 (CKpUHUHT , Kau.)lenaTuT B,
HBs Ag (kau)lenatut C, anti-HCV cymm. (Kau),Cnudunmc cym. AT (IgG v IgM)
(kau),Mntoko3a (dpTopua),FMnKnpoBaHHbIN remornobur (HbAlc),TTr, T4
¢B,A/IT,ACT,Famma-IT, /14T, KpeaTuHKMHA3a, bunmpybuH obwmin, bunmnpybux
npamoi,XonectepuH-J/INHM,XonectepuH-J/INBIM,XonectepuH obwmii,06wmin
6enok,AnbbymuH,KpeatnHmH,MoyesmnHa,CbiBOpOTOHHOE Kene3o,PubpmHoreH, MHO
(+MTB 1 NTU),Kanbuwnii 0bwmit,Kanuin (K+), Hatpuii (Na+), xnopuabl,Pocdop
HeopraHuyeckuin,C-peakTneHbIn 6enok ,06wmii NCA ,CBoboaHbI MCA,PIA,CA 19-

9,CA 72-4,Anbda-dpetonpoTent ,Cyfra 21-1 (HEMENKOKNETOUHDBIN PaK NErkuUx) 2
CHECK-UP N22 /11 MYXYUH(aHann3 moum)(O6Lwmit aHanmns modum MeTo4om

NPOTOYHOM LUUTODNYOPUMETPUM (BbICOKOUYBCTBUTENbHbIN TecT),Cyfra 21-1 8

moue,Bupyc npocToro repneca 1,2 (konuy.),fapaHepenna BaruHanuc

(Konny.),KaHampa anbbukaHc(konmy.), Mukonaasma reHutaanym)

(Konny.),MuKkonnasma xommHuc (Konny.),Heliccepms roHopeun

(Konny.), TpuxomoHac BarMHannc(konmy.),Ypeansiasma ypeaamTukym
(Konny.),MuKonnasma reHutanmym (Konmd.),Xnamugms
TpaxomaTtuc(konmy.),Liutomeranosupyc (Konmu.). 2
My>Kckue ropmoHbl(PC, /1T, MponakTuH, FobynunH, cBA3bIBaOLLMIA NON0OBbIE

ropmoHsl, AurnapoTtectocTepoH, TectoctepoH, CBO60AHbIV TECTOCTEPOH,

cTpaguon) 6

OHKOMapKepbl 418 My»X4nH(npodunaktnyeckoe obcnegosaHune)(Anboda-

detonpoTenH (neverb), CA 19-9 (nogkenyaoUuHas xenesa, NnpaMas U CUrMoBUAHANA
KuwKa), POA (ToncTan KuLuKa, npamas Knwka), 06wmin NCA, CBo6ogHbii NCA, CA 72-

4 (xenypok), Pacuet cooTHoweHua MCA cBo6oaHbiin/MCA 06wmit) 2

01.05.4/1A AETEN
CHECK-UP Nel /15 MOAPOCTKOB(aHan13 Kposwu)(O6LwmMit aHanns Kposu

pacLlWMpPeHHbIN ¢ neikoumTapHoi popmynoii n CO,06wmi
6enok,KpeaTnHuH,MoyeBunHa,XonecTepmH obwuin,Mokosa
(dTopma),FnkupoBaHHbI remornobuH (HbAlc),ANT,ACT,Famma-IT,BunmpybuH 2

ExxerogHoe o6cnepoBaHue pebeHka(ANT,ACT,oko3a (dTopua),MNMKMPOBaHHbIN
remornobuH (HbA1lc),KpeatnHuH,MoueBunHa,(O6LWMi1 aHaNN3 KPOBM PacLUMPEHHbIN

C nelikoumTapHoi popmynoii n CO3,CbiBOpoTOUHOE Keneso, TTI, Kanbunii
06wuin,docdartasa wenouHas, XonectepuH obwmii,06wmin 6enok,0AM,bunmpybuH
HenpAmoW (BunmpybuH npamoit, bunamnpybur obwmit),Konporpamma,Cockob Ha
3HTepobunos.) 2
3/10POBbI PEBEHOK(BeHO3Has KpoBb)( KNMHWYeCKMit aHann3 Kposm ¢

nevikouuTtapHoi dopmynoit n CO (C MUKPOCKONMEN Ma3Ka KPOBM NPU BbiABAEHWUU
NaToNOrMYECKMUX U3MEHEHMI),06LLMIA aHANU3 MOYK.) 2

AHanu3bl ANA AETCKOro caja, WKOAbI, AeTCKOro fareps (BeHo3HasA KpoBb).(06wmi
aHaNN3 KPOBM C NeliKounTapHON popmynoit BeHo3Haa KpoBb+CO,06wwmit aHanus
MOYM, AL reIbMMHTOB, UCCNeA0BaHMe COCKoba Ha 3HTepPo6Mo3) 2

AHanu3bl ANA AETCKOro caja, WKOAbI, 4eTCKOro nareps (Kanun.kposb)(o6wmi
aHaNN3 KPOBM C NeliKounTapHOM popmynoit BeHo3Haa KpoBb+CO3,06wwmit aHanus
MOYM, AL reIbMMHTOB, UCCNeA0BaHMe COCKOba Ha SHTepo6buno3)

5180

16680

6330

5640

3680

8970

4830

750

1400

1400

'MT.28.814.

MapasuTbl: ackapuabl, 1AMBANN, TOKCOKAPbI, IXMHOKOKKM (KpOBb) 6

2990

Ackapungos 1gG (n/kon)

Nambanos (cymm. AT, n/kon)

Tokcokapos 1gG (n/kon)

IXMHOKOKKO3 1gG (n/Kkon)

IMT.27.49.

IMT.27.47.

01.06.#UTHEC KOMMJIEKCbI

®UTHEC KOHTPOJ1b CNOPTUBHOIO NUTAHUA(ANT,(ACT,BunvpybuH

o6wwmin,Mnokosa (dpTopua), KpeatuHun, JIT, MponaktuH, TectoctepoH, OCT,

ctpaguon, O6wuii 6enok, O6wwmit 6enok). 2

®UTHEC MOHUTOPUHT(25-OH BuTamuH D cymmapHbliii (25-OH ButamuH D2 u 25-

OH ButamuH D3, 06wmit pesynbTart), 3cTpaamon, MNponakTuH,
TectoctepoH, /1T, CT, TTT, UHAekc aTeporeHHocTH (XC 06wmit, NIMBM), XonectepuH-

JINOHN (B ToM uncne Tpuranuepuabl),Moyesasn kucnota,Xonectepun-JIMHIM. 2

4490

5750




02.0BLEKTUHUYECKUE NCCNEAOBAHUA
02.01.0BLEKANHNYECKUE NCCNEAOBAHMSA KPOBU
02.01.01.06wWwmit aHanm3 KPoBu

B03.016.002 MT.3.1.1. 06wmii aHanu3 Kposm 6e3 nekouuTapHoit GopMy/ibl BEHO3HAA KPOBb 2 350
B03.016.003 FMT.3.4. O6wWwmii aHaNU3 KPOBM PACLUMPEHHbIN C IeKoLUTapHO GopmMmynoi 1
PeTUKyIouUTaMM (TONIbKO BEHO3HAs KPOBb) 2 630
B03.016.003 rMT.3.9.1. KNWHWYECKMIM aHan3 KpoBM ¢ neiikoumTapHoi dopmynoit n COI (c MUKpocKonuei
MasKa KpoBW NpW BbIABJEHUW NAaTONOMMYECKUX UBMEHEHWIA) (BEHO3HAA KPOBb) 2 630
B03.016.003 IMT.3.9.2. KNWHWYECKMIM aHan3 KpoBM ¢ neiikoumTapHoi dopmynoit n COI (c MUKpocKonuei
MasKa KpOoBW NpW BbIABJEHUW NATONOMMYECKUX UBMEHEHWIA) (KannanApHas KpoBsb) 2 630
02.01.02.CO3
A12.05.001 MT.3.3.1. CO3 no BecTeprpeHy (BeHO3Has KPOBb) 2 290
02.01.03./leikoumTtapHan dopmyna
A12.05.121 FMT.3.5.1. JNleitkoumuTapHan ¢opmyna c 06a3aTeNbHOM «PYHHOW» MUKPOCKONWEN Ma3Ka KpoBM
(BEHO3HAA KPOBb) 2 170
02.01.04.PeTuKyN0OLMTbI
A12.05.123 MT.3.6.1. PeTnKynoumnTbl BEHO3HAA KPOBb 2 290
A12.05.123 MT.3.6.2. PeTuky0oumThbI (KanUANAPHasa KPOBb) 2 290
02.01.05.[0n0HUTENbHbIE UCCNEA0BAHMA K 06LLEeMY aHaNU3Yy KPOBU
OnpegfeneHve NPOLEHTHOTO COAEPKAHUA MOHOHYK/IEAPOB B KPOBU (BEH. KPOBb)
MT.3.8.1.
(Ha3HauaTb BmecTe ¢ "OAK") 2 160
OnpegfeneHve NPOLEHTHOTO COAEPKAaHUA MOHOHYK/IEAPOB B KPOBU (Kanui.KpoBb)
rMT.3.8.2.
(Ha3HauyaTb BMmecTe ¢ "OAK") 2 160
FMT.3.7.1. MoacueT TpombouuToB No meToay PoHMO (BeH. KPOBb) (HazHayaTb BMecTe ¢
"OAK") 2 160
FMT.3.7.2. MoacueT TpombouuToB No metoay PoHUO (Kanun.KpoBb) (Ha3HaYaTb BMecTe ¢
"OAK") 2 160
02.02.06LEKTUHUYECKMUE MCCNELOBAHNA MOYU
B03.016.006 MT.9.3. 2-x CTakaHHas npoba 2 400
B03.016.006 rMT.9.4. 3-x cTakaHHas npoba 2 520
B03.016.015 MT.10.1. AHANN3 MOYM NO 3UMHULKOMY 2 520
B03.016.014 MT.9.2. AHanu3 moun no HeumnopeHko 2 350
B03.016.006 IMT.9.1. O6wWwmii aHann3 Moumn 2 350
02.03.06LWEKTUHUYECKUE NCCNEAOBAHUA KANA
A26.19.011 MT.21.12. BnactoumcTbl 2 400
A26.19.011 MT.21.11. TMmeHonennaosbl 2 400
A26.01.017 MT.21.6. MccnepoBaHue cockoba Ha aHTepobuno3 2 290
B03.016.010 MT.21.2. Konporpamma 2 460
A26.19.010 MT.21.14. JleHTO4YHbIe YepBu 2 400
A26.19.011 MT.21.7. Mpocreiwmne 2 350
A09.19.001 MT.21.3. CKpbITasd KpoBb 2 460
A26.19.010 MT.21.13. CTpoHrunonapl 2 400
A09.19.001.001 [MT.21.10. Tect «Colon View Hb 1 Hb/Hp» Ha CKpbITYI0 KPOBb B Kane (0bHapyskeHue
remorn06vHa uam Komnaekca remornobura/rantornobuHa B Kane) 2 1380
A26.19.010 MT.21.5. AlLa reNbM1HTOB 2 400
A09.19.001 IMT.21.21. CKpbiTasa KpoBb (FOB Gold), kan, kon. 4 1150
Konporpamma, npocTeiilune 1 renbMUHTbI, BKKOYAA UX LUCTbI, AWLA U INYUHKM, C
npuUMeHeHeM LMPPOBOI MUKPOCKONUK (METOAOM NyyLiero oboralleHuns Ha
MT.21.28. aHanusartope KEYU) 3 800
'MT.28.232. IHTEpobMO3 v AlLa rUCTOB (Kan+cockob) 2 650
03.BMOXUMUNYECKUE NCCNEOOBAHUA
03.01.BMOXUMUYECKUNE UCCNIEAOBAHUA KPOBU
03.01.01.5enK0BbI1 1 aMUHOKUCIOTHbI 06MEH
A09.05.011 MT.1.3. AnbbymuH 2 230
A09.05.011 IMT.1.3.1. AnbbyMUH (Kanun.KpoBb) 2 230
AHaNM3 KPOBU Ha coaeprKaHue He3aMeHUMbIX aMUHOKUCAOT (16 nokasatenei -
A09.05.099 MT.1.64.1 acnaprvHoBas, TPEOHWH, rMyTaMUHOBASA, MULMH, aNaHWH, CEPUH, BaJINH, METUOHMUH,
nemnuy, 8 3910
A09.05.014 rMT.1.2. BenkoBble dppakumm B T.4. 06Wwit 6enok 3 400
A09.05.214 MT.1.53. FomoumcTenH 2 1380
A09.05.099 MT.1.641.1. KomMnneKcHbIM aHann3 Ha aMUHOKMCAOTbI (32 nokasaTens) (KPoBb) 7 7590
A09.28.002 MT.1.641.2. KOoMNAEeKCHbIM aHann3 Ha aMMHOKMUCAOTbI (32 nokasaTtens) (moya) 7 7590
A09.05.020 MT.1.4. KpeaTuHuH 2 230
A09.05.020 rMT.1.4.1. KpeaTuHWH (Kanun.KkpoBb) 2 230
A09.05.018 MT.1.52. MouyeBas kucnota 2 230
A09.05.018 IMT.1.52.1. MoueBas Kncnota (Kanun.KpoBsb) 2 230
A09.05.017 MT.1.5. MoueBunHa 2 290
A09.05.017 IMT.1.5.1. MoueBwHa (Kanun.KpoBb) 2 290
A09.05.010 MT.1.1. 06wmit 6enok 2 400
A09.05.010 MT.1.1.1. 06wuit 6enok (Kanun.KpoBb) 2 400
03.01.02.Cneundunyeckune 6enku
A09.05.073 MT.1.103. Anbda-1-aHTUTPUNCUH 8 750
A09.05.241 MT.1.58. Anbda-2-makpornobynuH 2 860




A12.06.015
A09.05.079
A09.05.209
A12.06.019
A09.05.009
A09.05.077
A09.05.234

A09.05.250
A09.05.251
A09.05.026
A09.05.026
A09.05.027
A09.05.027

B03.016.017.003

B03.016.017.001

A09.05.264.001

A09.05.025
A09.05.025
A09.05.026
A09.05.026
A09.05.004
A09.05.004
A09.05.028
A09.05.028
A09.05.025
A09.05.025

A09.05.083
A09.05.023
A12.22.005
A12.22.005
A12.22.005
A12.22.005

A12.22.005

A09.05.056
A09.05.207
A09.05.102

A09.05.041
A09.05.041
A09.05.042
A09.05.042
A09.05.045
A09.05.045
A09.05.180
A09.05.180
A09.05.044
A09.05.044
A09.05.039.001
A09.05.043
A09.05.043
A09.05.039
A09.05.039
A09.05.173
A09.05.173

A09.05.175

A09.05.175

A09.05.046
A09.05.046
A09.05.174
A09.05.175

rMT.1.49.
IMT.1.57.
IMT.1.54.
IMT.1.51.
MT.1.50.
rMT.1.46.
rMT.1.101.

rMT.1.6.
rMT.1.7.
rMT.1.13.
rMT.1.13.1.
rMT.1.12.
rMT.1.12.1.

IMT.1.65.1

rMT.1.67.1

rMT.1.66.1

rMT.1.102.

rMT.1.102.1.

rMT.1.8.
rMT.1.8.1.
rmMT.1.10.
rMT.1.10.1.
rMT.1.9.
rMT.1.9.1.
MT.1.11.
MT.1.11.1.

rMT.1.18.
rMT.1.14.2.
rMT.1.16.
rMT.1.16.1.
rMT.1.107.
IMT.1.63.

IMT.1.108.

MT.1.109.
IMT.1.19.
MT.1.17.

IMT.1.21.
IMT.1.21.1.
MT.1.20.
MT.1.20.1.
IMT.1.22.
IMT.1.22.1.
IMT.1.23.
IMT.1.23.1.
MT.1.28.
IMT.1.28.1.
MT.1.26.
MT.1.29.
IMT.1.29.1.
IMT.1.27.
IMT.1.27.1.
TMT.1.24.
IMT.1.24.1.
IMT.1.31.
MT.1.31.1.
MT.1.30.
MT.1.30.1.

IMT.1.32.

IMT.1.32.1.

IMT.1.33.
MT.1.33.1.
IMT.1.25.
IMT.1.25.1.

AHTUCTpenTonm3nH-O (ACNO)

FanTornobvH

MpOKanbUUTOHNH

PeBmaTouaHbIv GakTop

C-peaKTuBHbI 610K, yIbTPauyyBCTBUTEIbHbIN
LlepynonnasmuH

303UHOPUNbHBIN KATUOHHDBIN 6eNoK
03.01.03./IunnaHblii obmeH
AnonunonpotenH Al

AnonunonpoteuH B

NHAaekc aTeporeHHocTu (XC obwwmit, JINBIM)
NHAaekc ateporeHHocTH (XC o6wmid, JINBIM) (Kanua.KpoBb)
JlunonpoTenH (a)

JlunonpoTeunH (a) (kKanun.Kkposb)

HeHacblLeHHbIe KMpPHble KUCNoTbl cemeiictBa OMEGA-3 (aliko3aneHTaeHoBas

kucnota-EPA, foko3arekcaeHoBas Knucnota-DHA, anbda-nmHoneHoBasn Kuciota-ALA)

HeHacblIWweHHbIe }KMpHbIe KUCNOoTbl cemeiictBa OMEGA-6 (nMHoneBas, ramma-
JIMHO/IEHOBAA, AUTOMOraMMa-/IMHOIEHOBasA, apaxnaoHOBanA, 3KO3aaNeHOoBanA,
[AOKO3aAMneHoBas.

Onpeaenerne Omera-3 UHAEKCa (OLeHKa p1UCKa BHE3aMNHOM cepaeyHoit cmepTy,

MHdaPKTa MUOKapAa U APYrMX CEPAEYHO-COCYAUCTbIX 3a601eBaHN)
Tpuranuepungbl

Tpuranuepmnabl (Kanua.KpoBb)

XonectepuH o6wmi

XonectepuH 06LMit (Kanua.KpoBb)

XonectepuH-JIMNBMN

XonectepuH-/IMBM (Kanun.KpoBb)

XonectepuH-JINHMN

XonectepuH-/IMHN (Kanun.KpoBb)

XonectepuH-/INMOHI (B TOM Yncne TpUranLepuabl)
XonectepuH-/INMOHIM (B TOM Yncne Tpuranuepuabl) (Kanua.Kposb)
03.01.04.YrnesogHblit 06meH

[NIMKMPOBaHHbIN remornobuH (HbAlc)

[ntoko3a (pTopua)

[NtoKo30TONEPAHTHBbINM TecT (0-120)

[NtoKo30TONEPaHTHBbIN TecT (0-60-120)

[NOKO30TONIEPAHTHBIV TECT C ONpPeAeIEHNEM [/THOKO3bl U MHCYIMHA
[NOKO30TONIEPAHTHBIV TECT C ONpeAesieHneM FoKo3bl U C-nenTuaa

[NOKO30TONIEPAHTHBIV TECT C ONpeAeieHNEM [oKo3bl, C-NenTUaa, MHCYIMHA
NHAaeKc nHcynnHopesncteHTHocTn HOMA-IR

JlakTtat

PpyKTO3aMUH

03.01.05.PepmeHTbI

AcnapTaTamuHoTpaHcdepasa (ACT)
AcnaptaTamuHoTpaHcdepasa (ACT) (Kanun.KpoBsb)
AnaHvHamuHoTpaHchepasa (ANT)
AnaHMHamuHoTpaHchepasa (A/1T) (kanun. KpoBb)
Amunasa

AmMnasa (Kanua.KpoBb)

AMWNaza naHKpeaTUyecKas

AMWNaza NaHKpeaTUyecKas (Kanua.Kkposb)

Famma-I'T

Famma-I'T (Kanun.KpoBb)
r'mapokcmbyTupartaernaporeHasa ( 1-a ¢ppaxumsa)
KpeaTuHKnHasa

KpeaTuHKMHa3a (Kanua.Kkposb)
JNlakTatpaernaporeHasa (14r)

JlaktataernaporeHasa (14r) (kanvn.kposb)

Jlnnasa

Jlunasa (Kanun.kpoBb)

docdaTasa Kncnas HenpocTaTuyeckas

®docdaTasa K1cnas HenpocTaTuyeckas (Kanua.Kposb)
®docdartasa kncnas obuias

®docdaTasa Kncnas obuwas (kanmn.kposb)

®docdartasa kncnas npocratnyeckan (Pocdatasa kucn.obuwas, ocdatasa kuca.
HenpocTaTuyeckas)

®docdartasa kncnas npocratnueckan (Pocdatasa kucn.obuwas, docdatasa kuca.
HenpocTtaTuyeckas) (Kanua. KpPosb)

docdarasa wenoyHas

docdarasa wenoyHas (Kanua.kposb)
XonuHactepasa

XonuHacTepasa (Kanua.Kposb)
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N NN RNNNNNMNNNNNNNNNNNNNNN
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460
920
2420
460
400
1040
1090

520
520
520
520
520
520

3910

3910

3910
230
230
290
290
230
230
230
230
230
230

690
290
580
860
1380
2650

3390
1150
350
290

230
230
230
230
290
290
290
290
230
230
290
290
290
230
230
290
290
290
290
290
290

520

520
290
290
230
230



A09.05.022.002
A09.05.022.002

A09.05.021
A09.05.021
A09.05.022.001
A09.05.022.001

B03.016.007
B03.016.007

B03.016.007

A12.05.019
A12.05.011

A09.05.007
A09.05.008
A09.05.076
A09.05.080
A09.05.082

A09.05.239

A09.05.238

A09.05.177

A09.05.006

A09.05.256
A09.05.193

A09.05.235

A12.06.060

A09.05.235

A09.05.235

A09.05.206
A09.01.012
A09.05.266
A09.28.071

A09.01.007

A09.01.011
A09.05.265
A09.28.070

A09.01.008
A09.05.242

A09.01.024

'MT.1.36.
rMT.1.36.1.

rMT.1.34.
IMT.1.34.1.
IMT.1.35.
MT.1.35.1.

rMT.1.62.
MT.1.60.

IMT.1.601.
IMT.1.59.
IMT.1.591.

rMT.4.9.
rMT.4.2.
rMT.4.8.
rMT.4.1.
IMT.4.6.
IMT.4.5.
rMT.4.3.
MT.4.7.

rMT.13.2.
rMT.13.4.
rMT.13.1.

MT.7.2.
MT.7.1.
[MT.7.5.
rMT.7.3.

rMT.1.110.

IMT.50.24.2121.
MT.4.4.

IMT.1.61.1.

MT.4.14.
MT.4.18.
MT.4.19.
MT.4.20.
MT.4.21.
MT.4.22.
MT.4.17.
IMT.4.16.
MT.4.15.
MT.4.11.
IMT.4.23.1.
IMT.4.24.1.
IMT.4.25.1.

IMT.4.26.1

IMT.1.56.1.

IMT.1.42.
MT.1.72.1.
IMT.1.72.2.
IMT.1.72.3.
IMT.1.72.4.
MT.1.48.11.
MT.1.48.31.
MT.1.48.41.
MT.1.48.21.
IMT.1.69.1.
IMT.1.69.2.
IMT.1.69.3.
IMT.1.69.4.
IMT.1.79.1.
IMT.1.79.2.
IMT.1.79.3.
IMT.1.79.4.
MT.1.87.1.

03.01.06.MUrmeHTHbIM 06MeH
BunupybuH Henpamoit (BuanpybuH npamon, BUunnnpybuH obwmii)

BunupybuH Henpamoit (BuanpybuH npamoi, BunnpybuH obwmit) (kanun.kposb)
BunnpybuH obwmin

BunnpybuH o6wwmin (Kanua.KpoBb)

BunnpybuH npamoi

BunnpybuH npamoit (Kanun.Kkposb)

03.01.07.AnarHocT1Ka NaToNorMm neveHn 6es buoncum

CteaToCKpuH

dubpoMakc

®rbpoMakc (ToNbKO pacyeT Mpu HaNNYMK Pe3yIbTaToB UCCIEN0BaHUA
CreaToCKpuH)

dubpoTect

®urbpoTecT (ToNbKO pacyeT Npu HaMUUK Pe3yNbTaToB UccneaoBaHnA CTeaToCKpUH)
03.01.08.[AnarHoCcTMKa aHeEMUA

KoadduumeHT HacbiweHua TpaHcdeppuHa

OXCC (CbiBOpOoTOYHOE *ene3o, JTHKCC)
PacTBopumble peuentopbl TpaHcheppuHa (sTFR)
CbIBOPOTOYHOE Kesle30

TpaHcheppuH

PeppuUTuH

®onatbl

JpPUTPONOITUH

03.01.09.AHTMOKCUAAHTHBIN CTaTyC
[nyTaTMoHnepokcuaasa (M)

O6Wwmit aHTUOKCUAAHTHbIN cTaTyc (TAS)
Cynepokcupgmucmytasa (COL4)
03.01.10.Kapamomapkepbl

KpeatnHknHasza Mb

MwuornobuH

MosroBoit HaTpuitypeTuyeckuin nentug, (NT-proBNP)
TponoHwuH |

03.01.11.BuTamuHbl

25-OH ButamuH D cymmapHbliii (25-OH ButamuH D2 1 25-OH ButamuH D3, obwmii
pesynbTar)

ButamuH B12, akTUBHbIN (XON0TpaHcKobanammH)
ButamumH B12

MeTabonutbl BUTamuHOB rpynnbl D (1,25-OH BuTamuHbl D3 1 25-OH BUTamuHbl D3,
pasaeneHHbI pesynbrar)

beTta-kapoTuH

ButamunH B1

ButamunH B2

ButamuH B3 (HuaumH)

ButamunH B5

ButamunH B6

Butamun C

ButamuH E

ButamuH K

ButamuH A

ButamuHbl rpynnel B (B1,82,B3,85,86,89,B12)
BogopactBopumble BUTamuHbl (B1,B5,86,C)
*Kupopactsopumble BuTamuHbl (A,D,E,K)

KOoMNAEeKCHbIM aHann3 KpoBuM Ha BUTaMMUHbI (Butamuusbl A,D,E,K,C,B1, B5,B6)
KOMNAEKCHbIN aHann3 Kposu Ha ButamuHbl rpynnst D (D2 1 D3)
03.01.12.MuHepanbHblii 06MeH
Ca++, Na+, K+

ANOMUHUIA (BONOCHI)
ANOMUHWIA (KPOBb)

ANOMUHUI (Moya)

ANOMUHUI (HOrTH)

AHanu“3 MMHepanbHOro obmeHa
AHanu“3 MMHepanbHOro obmeHa
AHanu“3 MMHepanbHOro obmeHa
AHanu“3 MMHepanbHOro obmeHa
Bop (Bonocbi)

Bop (kpoBb)

Bop (moua)

Bop (HorTtu)

*eneso (Bonocbl)

Keneso (kposb)

*eneso (Moua)

eneso (HorTu)

Kagmuii (Bonocbl)

23 anemeHTa) (Bosnocbl)
23 anemeHTa) (Moua)
23 anemeHTa) (HorTu)
23 anemeHTa) (nnasma)
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350

350
230
230
230
230

10470
26160

19780
23120

18860

690
290
2130
290
580
810
750
1150

2700
3340
3340

350
810
3110
1270

1610
890
750

4850
2100
2100
2100
2100
2100
2100
2100
2100
2100
2100
11900
7350
7150

15200
4500

580
810
810
810
810
3570
3570
3570
3570
810
810
810
810
810
810
810
810
810



A09.05.278
A09.28.083

A09.01.008
A09.05.034
A09.05.031
A09.28.013

A09.01.008
A09.05.242.001
A09.28.012

A09.05.206
A09.05.032
A09.01.017
A09.05.271
A09.28.076

A09.05.242.001
A09.01.008
A09.28.060.001

A09.05.127
A09.01.008
A09.05.242.001
A09.28.060.001

A09.01.016
A09.05.270
A09.28.075

A09.05.273
A09.01.008
A09.05.273
A09.28.060

A09.01.023
A09.05.277
A09.28.082

A09.01.021
A09.05.275
A09.28.080

A09.01.008
A09.05.030
A09.28.014

A09.01.018
A09.05.272
A09.28.077

A09.01.026
A09.05.280
A09.28.085

A09.01.027
A09.05.281
A09.28.061

A09.01.022
A09.05.276
A09.28.081

A09.01.025
A09.05.279
A09.28.084

A09.01.008
A09.05.242
A09.28.060

A09.01.014
A09.05.268
A09.28.073

rMT.1.87.2.
rMT.1.87.3.
rMT.1.87.4.
rMT.1.74.1.

rMT.1.39.

IMT.1.74.2.
rMT.1.74.3.
IMT.1.74.4.
IMT.1.75.1.
IMT.1.75.2.
IMT.1.75.3.
IMT.1.75.4.

rMT.1.38.
rMT.1.37.

rMT.1.80.1.
'MT.1.80.2.
'MT.1.80.3.
'MT.1.80.4.
IMT.1.68.2.
rMT.1.68.1.
'MT.1.68.3.
'MT.1.68.4.

rMT.1.43.

MT.1.71.1.
rMT.1.71.2.
rMT.1.71.3.
IMT.1.71.4.
rMT.1.78.1.
rMT.1.78.2.
rMT.1.78.3.
rMT.1.78.4.

MT.1.45.

rMT.1.82.1.
rMT.1.82.2.
MT.1.82.3.
rMT.1.82.4.
IMT.1.86.1.
IMT.1.86.2.
IMT.1.86.3.
IMT.1.86.4.
IMT.1.84.1.
IMT.1.84.2.
IMT.1.84.3.
IMT.1.84.4.
IMT.1.70.1.
IMT.1.70.2.
IMT.1.70.3.
IMT.1.70.4.
IMT.1.81.1.
IMT.1.81.2.
MT.1.81.3.
IMT.1.81.4.
IMT.1.89.1.
IMT.1.89.2.
MT.1.89.3.
MT.1.89.4.
MT.1.90.1.
MT.1.90.2.
MT.1.90.3.
MT.1.90.4.
[MT.1.85.1.
MT.1.85.2.
MT.1.85.3.
MT.1.85.4.
MT.1.88.1.
MT.1.88.2.
MT.1.88.3.
MT.1.88.4.
MT.1.73.1.
IMT.1.73.2.
IMT.1.73.3.
IMT.1.73.4.
IMT.1.76.1.
IMT.1.76.2.
IMT.1.76.3.
IMT.1.76.4.

Kagmuii (KpoBb)
Kagmuii (moya)
Kagmuii (Hortu)
Kanwii (Bonocbl)

Kanwii (K+), Hatpuid (Na+), xnopuabi

Kanuii (KpoBb)
Kanuii (moua)
Kanuii (Hortu)
Kanbuuii (Bonocbl)
Kanbumii (KpoBb)
Kanbuuii (moya)
Kanbuuii (Hortu)

Kanbuuit MOHN3MpPOBaHHbIN (Ca++)

Kanbuuit 06wmin
Ko6anbT (BosOCHI)
KobanbT (KpoBb)
Ko6anbT (Mou4a)
Ko6anbT (HorTu)
Nntnii (KpoBb)
JluTunii (Bonocbl)
NnTnii (moua)

i
NuTunii (HorTu)

MapraHe, (Bonocbl)
MapraHe, (KpoBb)
MapraHey, (moua)
MapraHey, (HorTu)
Megap

Meab (Bonocbl)
Meab (KpoBb)
Meab (moua)
Meapb (Hortu)
MonnbaeH (Bonocbl)
MonnbaeH (KpoBb)
MonnbaeH (Mou4a)
MonnbaeH (HorTu)
MbiWwbAK (BonocCbl)
MbIWwbAK (KPoBb)
MbiwbAK (Moua)
MbIWwbAK (HOrTH)
Hatpwii (Bonocbl)
HaTtpwii (KpoBb)
HaTtpwuii (Moua)
HaTtpwii (HorTm)
Hukenb (Bonocbl)
HuKkenb (KpoBb)
Hukenb (Moua)
Hukenb (HorTh)
PTyTb (BONOCHI)
PTyTb (KpOBb)
PTyTb (MOYa)
PTyTb (HOITH)
CsuHel, (BonoCbl)
CBuHeL, (KpoBb)
CsuHew, (Moua)
CsuHew, (HorTu)
CeneH (Bonocbl)
CeneH (KpoBb)
CeneH (moua)
CeneH (Hortu)
Cypbma (Bonocsbl)
Cypbma (KpoBb)
Cypbma (moua)
Cypbma (Hortu)
Tannwui (Bonocbl)
Tannwuii (KpoBb)
Tannuii (moua)
Tannuii (Hortu)
TuTaH (Bosnocbl)
TuTaH (KpoBb)
TuTaH (Moua)
TwuTaH (HorTu)
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290
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810
810
810
810
810
810
810
810
810
810
810
810
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810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810



A09.05.033
A09.01.015
A09.05.269
A09.28.074

A09.05.274
A09.01.020
A09.05.274
A09.28.079

A09.28.017
A09.28.027
A09.28.027
A09.28.032
A09.28.011
A09.28.011
A09.28.012
A09.28.006
A09.28.006
A09.28.003.001
A09.28.003.001
A09.28.010
A09.28.010
A09.28.009
A09.28.009
A09.28.014
A09.28.014
A09.28.003
A09.28.003
A12.28.002

A09.28.026
A09.28.026

A09.19.010
A09.19.012

A09.05.060
A09.05.061
A09.05.064
A09.05.063

A09.05.117
A09.05.097
A09.05.065

A09.05.139
A09.05.147
A09.05.146
A09.05.225
A09.05.160
A09.05.150
A09.05.203
A09.05.131
A09.05.210
A09.05.153
A09.05.087
A09.05.078.001

A09.05.078
A09.05.132
A09.05.154

A09.05.067
A09.05.069
A09.05.149
A09.05.135

IMT.1.44.

rMT.1.77.1.
rMT.1.77.2.
rMT.1.77.3.
rMT.1.77.4.
rMT.1.47.

IMT.1.83.1.
rMT.1.83.2.
IMT.1.83.3.
rMT.1.83.4.

rMT.11.1.
rMT.11.4.1.
rMT.11.4.2.
IMT.11.5.
rMT.11.6.1.
rMT.11.6.2.
MT.11.10.
rMT.11.7.1.
rMT.11.7.2.
rMT.11.3.1.
rMT.11.3.2.
rMT.11.9.1.
rMT.11.9.2.
rMT.11.8.1.
rMT.11.8.2.
MT.11.11.1.
MT.11.11.2.
rMT.11.2.1.
rMT.11.2.2.
rMT.10.2.
MT.11.15.
rMT.11.12.1.
MT.11.12.2.
rMT.11.16.1

rMT.21.1.
rMT.21.9.
rMT.21.4.
IMT.26.44

MT.16.8.

IMT.2.1.
IMT.2.2.
IMT.2.3.
MT.2.4.
TMT.2.7.
IMT.2.6.
IMT.2.8.
IMT.2.5.

MT.2.17.
MT.2.54.
MT.2.11.
IMT.2.52.
MT.2.18.
MT.2.50.
MT.2.53.
MT.2.12.
[MT.2.51.
IMT.2.16.
MT.2.14.
MT.2.10.

IMT.50.2.1368

IMT.2.9.
IMT.2.13.
IMT.2.15.

IMT.2.19.
TMT.2.22.
IMT.2.21.
MT.2.20.

dochop HeopraHUYeECKui
Xpom (Bonocbl)

Xpom (KpoBb)

Xpom (moua)

Xpom (HorTu)

LMHK

LInHK (BonoCbI)

LINHK (KpoBb)

LMHK (Moua)

LIMHK (HorTH)

03.02.6MOXMMWUYECKUE MCCNEQOBAHNA MOYM

pH (pa3oBasn)

Ammnasa (pasosas)

Amunnasa (cytoyHan)

Bunupy6buH (pasosas)

[ntoko3a (pa3osas)

[ntoko3a (cyToyHas)

Kanbuuii (TonbKo cyTouHan)

KpeaTuHuH (pa3oBasn)

KpeaTuHuH (cyTouHasn)
MukpoanbbymuH (anbbymuH) (pasosasn)
MuKpoanbbymuH (anbbymuH) (cytouHan)
MoueBas Kucnota (pasosas)

MoueBas Kucnota (cyTouHas)
MoueswHa (pa3oBas)

MoueBuHa (cyTouHasn)

Hatpwii, Kanwii (pasosasn)

Hatpwuii, Kannit (cytouHan)

06wuit 6enok (pasosasn)

06wmit 6enok (cytouHas)

Mpoba Pebepra (cyTouHas)

Mpob6a CynkoBmya (Kanbumii Moun, Ka4ecTBEHHbIN TecT) (pa3oBsas)

dochop HeopraHUyeckuii (pasosas)
dochop HeopraHNYeCcKnii (cyTouHan)

XMMUYECKMI1 aHaNN3 MOYEBOTO KaMH# (CNEKTPOCKONMA, KOJIMYECTBEHHO)
03.03.5MOXMMUYECKME NCCIEAOBAHUA KANA

BYOXMMMWYECKUI1 aHanun3 Kana
MNaHKpeaTnyeckas snacrasa 1
Yrnesogpl

KanbnpoTeKkTnH B Kane

03.04.BMOXUMWUYECKUE NCCNEAOBAHMA C/IHOHbI

BMOXMMUYECKUIA aHaNNU3 CIHOHDI
04.FOPMOHA/bHbLIE NCCIEAOBAHUA

04.01.TOPMOHAJIbHbIE UCC/IEAOBAHUA KPOBU

04.01.01.lLnToBMAHanA Kenesa

T3 06wt

T3 cBo60AHbIN

T4 06wt

T4 cBo60AHbIN

TecT NornoLweHns TMPeonAHbIX TOPMOHOB
TupeornobynunH
TUPOKCMHCBA3bIBaOWMIA TNo6yAnH
TTr

04.01.02.[MonoBble ropMOHbI
17-OH-nporectepoH
AHAPOCTEHANON TNIOKYPOHUS,
AHOPOCTEHANOH

AHTUMIONIEPOB rOPMOH (AMH/MIS)

r!106y}'|MH, CBﬂ3bIBaIOLIJ,Ml‘/'I NO/10Bbl€ TOPMOHbI

[urnapotectocTepoH

MHrM6uH B

ar

MaKkponponakTuH, B T.4. [IPONAKTUH
MNporectepoH

MponaktmH

CBOo60AHDIN TECTOCTEPOH

TecTocTepoH cBo6oaHbIV (ONpeseneHve TectocTepoHa obuiero, FCMI 1 MHAeKca

cBO6OAHbIX aHAPOreHOB)
TectocTepoH

oCr

ScTpaguon

04.01.03.I'vno¢ur3sapHo-HaANOYEYHUKOBAA cCUCTeMA

AKTT
AnbpocTepoH
[ArA-S
KopTtuson

DDA NOODTDTDN
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230
810
810
810
810
400
810
810
810
810

230
290
400
230
230
350
230
230
350
350
460
230
350
230
350
350
460
230
350
400
290
230
400
5180

1840
2010
810
2650

2010

460
460
520
580
860
860
860
580

630
1270
810
1960
810
1380
1380
630
860
580
630
1040

2240
580
630
630

810
630
580
580



A09.05.120.001

A09.05.297
A09.05.296
A09.05.224
A09.05.119
A09.05.058

A09.05.057
A26.06.033

A26.06.033

A09.05.056
A09.05.159

A09.05.205

A09.05.090
A09.05.089
A09.05.249

A09.05.157

A09.05.144
A09.05.145

A09.05.085
A09.05.124

A09.05.204
A09.05.066

A09.28.036
A09.28.034
A09.28.034
A09.28.034
A09.28.034

A09.28.034.002

A09.28.048
A09.28.064

A09.28.035

A09.28.035

A09.07.008

A09.07.011

A09.07.010
A09.07.011

A09.07.007
A09.07.007
A09.07.007
A09.07.007
A09.07.009
A09.07.011

A12.05.007
A12.05.008
A12.05.008
A12.05.006
A12.05.007.001

A09.05.051.001
A12.05.014
A09.05.047
A12.05.039

MT.2.55.

IMT.2.27.
MT.1.100.
IMT.2.26.
IMT.2.25.
rMT.2.24.

IMT.2.32.
IMT.2.62.

[MT.2.35.

rMT.2.28.
rMT.2.31.
IMT.2.29.
rMT.2.30.

IMT.2.36.
IMT.2.37.
IMT.2.39.
rMT.2.40.
IMT.2.42.
IMT.2.38.

IMT.2.43.
IMT.2.44.

IMT.2.46.
IMT.2.47.

IMT.2.49.
FMT.2.48.

rMT.12.1.
rMT.12.2.
rMT.12.6.1.
rMT.12.6.2.
rMT.12.7.1.
rMT.12.7.2.

MT.12.10.1.

MT.12.4.
IMT.12.12.

MT.12.8.1

MT.12.3.
IMT.12.5.
MT.12.11.

IMT.2.78.

MT.2.80.

IMT.2.77.
IMT.2.76.
IMT.2.79.
IMT.2.70.
IMT.2.73.
IMT.2.72.
IMT.2.74.
IMT.2.75.
IMT.2.71.
MT.2.69.

IMT.5.4.
IMT.5.3.
TMT.5.2.
IMT.5.1.
IMT.5.5.

IMT.6.8.
IMT.6.11.
IMT.6.12.
TMT.6.3.

PeHWHOBaA aKTMBHOCTb

04.01.04.MeTab0/11M3M KOCTHOM TKaHU

B-cross laps

Mapkép GopmMMPOBaHUA KOCTHOrO MaTpuKca P1INP

OcTeoKanbumH

KanbunTOHUH

MNapaTtropmoH

04.01.05.MoaxenygouHan xenesa / MenygouHo-KMWeUHbIA TPaKT

FacTpun

lacTponaHenb (CKpUHUHT) (FacTpuH-17 6a3anbHbiid, MencuHoreH-I, MencuHorew-ll,
Helicobacter pylori IgG

FacTponaHenb( ¢ Harpy3koW) (FacTpuH 17, FacTpuH 17-CTUMYAUPOBaHHbIN,
MencuHoreH |, MencuHoreH Il, H.Pylori 1gG)

NHCyAnH

JlentuH

MpounHcyanH

C-nentung,

04.01.06.MpeHaTanbHaA AMArHOCTMKa

B-XTY

B-Xr'Y cBoboaHbIv

Benok accounmpoBaHHbIii ¢ 6epemeHHOCTbIO (PAPP-A)

MnaueHTapHbIV NakToreH

MpeHaTanbHbIA CKPUHUHT || TpuMecTpa (14-20 Heaens)

3cTpuon cBob6oaHbIN

04.01.07.KatexonamuHbl

AZpeHaNnH, HopaapeHanvH

AZpeHannH, HopaapeHanvH, 4obamuH

04.01.08.buoreHHble aMUHbI

fmctamuH

CepOTOHUH

04.01.09.%akTOpbI pocTa

N®P-1(ComaTomeamH C)

CTr

04.02.TOPMOHA/IbHbIE NCCNEAOBAHMNA MO4M

17-KC

17-KC xpomatorpaduyeckunii metog (CyTodHas moua)
AgpeHannH+HopaapeHanvH (pasosas mouya)

AgpeHanuH+HopaapeHanvH (cyTouyHas mouya)
AppeHanvH+HopaapeHannH+4odamuH (pa3oBasa moya)
AppeHanvH+HopagpeHannH+odamuH (cyTouHaa moya)

AHanM3 MOYM Ha CoAepiKaHNe NPOMEKYTOUYHbIX METaBONNTOB KaTEXONAMUHOB:
MmeTaHedpWH, HopmeTaHedpWH (cyTouHas mouya)

OTA-S (cyTouHas moua)

ONNA (Ae30KCMNUPUANHONNH) B MOYe

KomnneKcHoe uccnefoBaHMe Ha KaTeEXONaMUHbI, CEPOTOHUH U UX MeTabounTbI
(romoBaHUNMHOBaA, BAHUAUAMWUHAANEBASA, 5-TMAPOKCUNHAONYKCYCHAA KUCNOTbI)
(nnasma 347T)

KopTuson (cytouHas)

C-nentug, (cytouHan)

CBO6OAHbI KOPTU30N

04.03.TOPMOHAJIbHbIE UCCNEAOBAHWUA C/THOHbI

17-OH-MporecTepoH (cntoHa) (meTog BIXKX)

17-OH-MporectepoH, AHApocTeHAMOH, ernapoannaHapoctepoH, Koptuson,
KopTu3oH, MporectepoH, TecTocTepoH, IcTpaanon, (cBob. dpakumm B CtoHe)
(meTop, BIXKX)

AHApoCTEHAMOH (cntoHa) (meTog BIMKX)

[ernapoanuaHapoctepoH (catoHa) (metoa BIXKX)

[LernaposnuangpoctepoH, NMporectepoH, Ictpaamon, TectoctepoH (cBoboaHbie dpal

MporectepoH cBoboaHbIN (cntoHa) (meTog BIXKX)

CBob0oAHbIN KOPTU30A (ABa B3ATUA) (ctoHa) (MeTog BIMKX)
CBob0oAHbIN KOPTU30A (0aHO B3ATUE) (CtoHA) (MeToa BIMKX)
CBo60OAHbIN KOPTU30A (TPU B3ATMA) (cntoHa) (MeTog BIXKX)
CBo60AHbIN KOPTU30A (YeTbipe B3aTUA) (citoHa) (MeTog BIMKX)
TecTocTepoH cBoboaHbIN (cntoHa) (meTog BIXKX)

Jctpaguon ceoboaHblili (cntoHa) (metog BIXKX)
05.MMMYHOTEMATO/10IT'MYECKUE NCCNEOOBAHUNA
AHTUreHbl cuctembl KELL

AT K pesyc-pakTopy (KauecTs)

AT K pesyc-pakTopy (TUTp)

Ipynna kposwu, pesyc-daktop

deHoTUNMPOBaHME 3pUTpoLMTOB Mo aHTUreHam C, ¢, E, e, Cw, K, k
06.FEMOCTA3UO/I0T'MYECKUE NCCNEOOBAHUNA

D-anmep

AKTMBMPOBaHHOE Bpems pekanbuudukaumm nnasmol (ABP)
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1380

1090
1500
1040
900
630

810

4080

6270
860
810

1090
690

810
810
980
860
2190
580

1380
1670

1090
1090

1090
630

1150
2010
1610
2300
1670
2240

3450
630
1320

3680
580
630
920

1350

5890
1350
1350
5090
1350
1790
1250
2200
2430
1350
1350

1380
690
750
460

1610

1270
230
580
290



A12.05.043
A12.30.014
A12.05.027
A09.05.051.002
A12.05.028
A09.05.188
A09.05.050
A12.05.018
A09.05.125
A09.05.126

A09.05.202
A09.05.231
A09.05.201
A09.05.200
A09.05.232
A09.05.247

A09.05.300

A09.05.219
A09.05.245
A09.05.089
A09.05.196

A09.28.054
A09.05.300
A09.05.202
A09.05.246
A09.05.130
A09.19.014

A09.05.195
A09.05.130.001

A08.22.004

A08.22.004

A08.20.015

A08.20.015
A08.01.002

A08.20.017
A08.20.017.001

A08.20.017.002

A08.20.004

A08.20.013

A08.16.008
A08.16.007

A08.28.012

IMT.6.13.
MT.6.10.
IMT.6.5.
MT.6.9.
IMT.6.4.
rMT.6.14.
MT.6.6.
IMT.6.7.
IMT.6.15.
IMT.6.16.

rMT.8.7.
MT.8.6.
rMT.8.8.
rMT.8.9.
rMT.8.22.
rMT.8.10.
[MT.8.25.
rMT.8.19.
rMT.8.17.
rMT.8.18.
rMT.8.12.1.
rMT.8.12.2.
rMT.8.1.

rMT.8.14.

rMT.8.13.
rMT.8.21.
MT.8.20.
rMT.8.11.
rMT.8.2.

MT.8.15.

rMT.8.4.

rMT.8.26.1

[MT.8.5.
rMT.8.3.

IMT.14.16.

IMT.14.19.

IMT.14.18.

MT.14.15.
IMT.14.14.

IMT.14.11.
IMT.14.2.

IMT.19.102.1.

IMT.14.21.

IMT.14.13.

MT.14.3.

IMT.14.17.

IMT.14.6.
IMT.14.12.

'MT.14.10.

Bo/4aHOYHbIN aHTUKOATYNAHT

MHO (+NTB 1 MTH)

MpoTpombuHoBoe Bpems, MPOTPOMBUHOBbIV MHAEKC

POMK

TpombuHoBoe Bpems

dakrop VIII

®dubpuHoreH

PUbPMHONUTUYECKAA aKTUBHOCTb

MpoTteunn C

MpoTeunH S.

07.0HKOAMATHOCTUKA

07.01.0HKOMAPKEPbI

CA 125 (AM4HUKK)

CA 15-3 (MonouHble xenesbl)

CA 19-9 (noaskenyno4Has »enesa, NPAMas U CUrMOBUAHAA KULLKA)

CA 72-4 (xkenypok)

CA-242 (noaxenyaouHas xKenesa, TONCTbIN KULWEYHWUK, NPAMAnA KMLLKa)
Cyfra 21-1 (HEMeNIKOKNETOUHbIW PaK Nerkux)

Cyfra 21-1 B moye

HE4 (anuTenranbHblit pak ANYHUKOB)

pro-GRP

S-100 (Helpo-3HAOKPUHHbIE OMYX0K)

B-2 muKpornobynuH (nMmeooma, MHOXKECTBEHHanA Muesoma)

B-2 muKpornobynuH (MMmeboma, MHOXKECTBEHHanA Muesoma)
Anbda-dpeTonpoTenH (neveHb)

AHTUreH NNOCKOKNETOUHOM KapuuHombl (SCC) (KapumHOMA WENKN MaTKu,
HOCOT/IOTKM, NULLEBOAR, YXa U Ap. TOKaNMU3aLmi)

AHTUreH paka mo4yeBoro nysbipsa (UBC) (moyeBoit Ny3bipb)

MHaekc ROMA B nocTmeHonayse (3nuTenmanbHblii pak AUYHUKOB)
MHaekc ROMA B npemeHonayse (3nuTennanbHblii pak ANYHUKOB)
Helpocneunduueckas eHonasa

06wmii NCA (MpocTaTyeckuii cneumduyecknii aHTUreH)

Onyxonesas M2 nupyBaTKMHa3a (KOJOPeKTanbHbIN pak)

MCA cBo60aHbIn/MCA 06wmit (and. AMarHoCTMKa ageHOMbl U KapLMHOMbI
npeacTaTeNbHOM Kenesbl)

MHAeKe 3p0poBba NpocTaThl (phi-uHAeKc). OLeHKa pUcKa HaMuua paka
npeacTatenbHoM Xxenesbl_MK

PIA (TOACTan KULWKa, NpAMas KMLWKa)

CBoboaHbIv MCA (npeacTatenbHan enesa)

07.02.uMTONOINA

07.02.01.MyHKTaTbI LLMTOBUAHOM XKenesbl

MccnepoBaHme NyHKTATOB WUTOBUAHOW Kenesbl

MccnepoBaHme NyHKTATOB WUTOBUAHOW Keesbl METOA0M KUAKOCTHOW LUTONOTUM
BD ShurePath

07.02.02.IyHKTaTbl MONOYHOM Xene3bl U COCKOBbI KoK
MccnepoBaHme NyHKTATOB KOXKM M MOJIOYHOM Kenesbl METOAOM KUAKOCTHOM
uutonormm BD ShurePath

MccnepoBaHme NyHKTaTOB MOIOYHOW »Kenesbl

MccnepoBaHmne cockoba Koxu

07.02.03.CocKobbl C LWENKM MATKKU U LEepBMKaAIbHOIO KaHana
NccnepoBaHme cockoboB C Werkn maTtku (no ManaHukonay, Pap-TecT)
MccnepoBaHmne cocKobOB ¢ LWENKM MATKM U LLePBMKANbHOIO KaHana
KOMTMNEKCHBIA CKPUHUHT PAKA LUEMKM MATKM: Litonornyeckoe
nccnepoBaHme COCKOBOB LWEVKN MATKU U LLePBUKaNbHOTO KaHana MeToA0M

MMAKOCTHOM UMTONOMMM BD SurePat
PACLUMPEHHbIV KOMMJIEKCHbBI CKPUHUHT PAKA LLEVKU MATKMU:

LiuTonornueckoe nccnefoBaHve COCKOBOB LIENKM MaTKU(HKUAKOCTHasA uuTonorma:
nccnepoBaHMe COCKOBOB LWEVKM MATKU U LLePBUKaNbHOTO KaHana C OKpackol no
ManaHwukonay (TexHonorus BD ShurePath),BMY Tunebl
16,18,31,33,35,39,45,51,52,56,58,59 reHotun. + Konnd. (Metoga Real-Time)
(konnu.).

CKPUHUMHT PAKA LLEMKN MATKMW: LuTonornueckoe nccnesoBaHne cocko6os
LEeMKN MaTKM U LiepBUKaZIbHOTO KaHasla MeToA0M HUOKOCTHOWM LMTONOTMMN BD
SurePath FocalPoint

07.02.04.AcnupaT NONIOCTU MATKK

UccnepoBaHme acnupaTa NoaoCTM MaTKu

LiuTonormyeckoe nccneposarue MANMESb-BUONCUN SHOOMETPUA meTogom
KUAKOCTHOM untonormm BD SHURE PATH

07.02.05.9HA0CKONMYECKUI MaTepuan

MccnepoBaHmWe SHAOCKOMMYECKOro maTepuana

MccnepoBaHmne sHAOCKONMYECKOro matepuana Ha Helicobacter pylori
07.02.06.Llutonorna moum

LiuTonornyeckoe nccnesoBaHme mouu
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810
290
290
230
290
1440
350
230
1950
2450

860
860
920
1040
1440
1500
2760
2070
2300
2300
810
810
460

1150
2130
2300
2300
1320
630
2130
1090
4030
750
860
810
1730
1730
810
810
1210
690

2070

3450

1730

810

2650

810
1040

860



A08.09.011

A08.16.008

A08.30.016

A08.30.028
A08.30.027

A08.30.004

A08.22.003

A08.20.009

A08.20.009

A08.07.009

A08.30.046

A08.30.046

A08.18.003

A08.01.001

A08.20.007
A08.20.002.001
A08.20.011

A08.20.002.001
A08.20.002.001

A08.21.001

A08.21.001

A08.21.001

A08.07.002

A08.08.001

A08.28.005

A08.09.002

A08.06.004

A08.06.002

A08.06.002

A08.12.001

MT.14.1.

MT.14.5.

IMT.14.20.

IMT.14.9.

MT.14.8.
MT.14.7.

IMT.29.21.

IMT.15.31.

IMT.15.32.

IMT.15.32.1.

'MT.15.33.

IMT.15.34.

IMT.15.34.1.

MT.15.35.

'MT.15.36.

IMT.15.39.1.
IMT.15.39.2.
'MT.15.37.

IMT.15.38.
'MT.15.39.

MT.15.40.2.

MT.15.40.1.

IMT.15.40.

IMT.15.41.

IMT.15.42.

rMT.15.43.

'MT.15.44.

'MT.15.45.

IMT.15.46.

IMT.15.46.1.

IMT.15.47.

07.02.07.UccnepoBaHme MOKPOTbI

MccnepoBaHme MOKpOTHI

07.02.08.0pyrne nccneaosaHuma

MccnepoBaHme NyHKTAaTOB APYTMX OPraHOB M TKaHe

MccnepoBaHme NyHKTAaTOB APYrnX OPraHOB M TKAHEN MeTOA0M KUAKOCTHOM
uutonorum BD ShurePath

MccnepoBaHmne cockoboB 1 OTNeYaTKOB OMyXoJeit 1 onyxoneBonoAobHbIX
06pazoBaHuUi

MccnepoBaHmne cockoboB 1 OTNeYaTKoB 3p03UiA, A3B, paH, CBULLEH
MccnepoBaHme aKccy4aToB, TPACCYAaTOB, CEKPETOB, IKCKPETOB
07.03.MMMYHOLIUTOXMMUA

MMMYHOLMTOXMMUYECKUI CKPUHUHT paKa WelKu maTku: pl6ink4, Ki67
(Ha3HauaeTcA AONONHUTENBHO UAN BMECTE C XKUAKOCTHOW LMTONOTUEN:
nccnepoBaHne COCKOHOB LWEMKN MaTKU U LLePBUKaIbHOTO KaHasla C OKPAcKol no
ManaHwukonay (texHonorus BD ShurePath)

07.04.T’MCTON1I0TNA

07.04.01.lLluToBMnAaHan kenesa

l'McTonornyeckoe nccneoBaHne LWUTOBUAHOW Kenesbl
07.04.02.MonouHas xenesa

FMcToNnornyeckoe nccaesoBaHMe MONOYHON enesbl (BUoncuitHbIi matepuan)

FMcToNnornyeckoe nccaeaoBaHMe MONOYHON Xenesbl (onepaumnoHHbIi maTtepuan)
07.04.03.CntoHHble xenesbl

TMcTonornyeckoe nccneoBaHMe CNIOHHBIX XKenes
07.04.04.Xenyf,04HO-KULLEYHbIN TPAKT

FMcToNOrMYEeCcKoe UCCNeA0BAHME XKeNYA0UHO-KMULLEYHOrO TpaKTa (61MoncuitHbIi
matepuan)

FMcToNornyeckoe UCcaef0BaHNE XKenyA0UHO-KMULLEYHOrO TpaKTa (onepaLyoHHbIi
matepuan)

07.04.05.Markue TKaHu

FMcToNnornyeckoe ccaesoBaHNe MATKUX TKaHel (CTeHKU paHeBbIX KaHANOB, TKaHb
CBWULLIEBbIX XOA,0B U rpaHy AL,

07.04.06.Koxa

IMcTonornyeckoe nccnegoBaHne KOXKHbIX U NMOAKOXKHbIX HOBOOOPA30BaHMIA
07.04.07.Matka / Au4HMKN

lMcTonornyeckoe nccneoBaHne MaTku € NnpuaaTkamm

lMcTonornyeckoe nccneoBaHune LepBUKasIbHOMO KaHana

McTonormyeckoe nccnegoBaHue Wenkn maTku

IMcToNnornyeckoe nccnesoBaHue IHAOMePUsA (AMarHocTMYecKoe BbickabavsaHue)
TMcTonornyeckoe nccnegosaHue sHaometpua (MANMNENb-EUONCUA)
07.04.08.MpepacTatenbHan xenesa

FMcTonornyeckoe nccnegoBaHune 6uoncum npeacTaTesbHoOw Kenesbl (6onee 12
06pasLo8)

FMcTonornyeckoe nccnegosaHune buoncum npeacTaTebHoOM Kenesbl (40 12
06pasLo8)

FMcTonornyeckoe nccneaoBaHue NpeacTaTeNbHON Kenesbl (onepaLyoHHbIn
matepuan)

07.04.09.MonocTb pTa

IncTonornyeckoe nccnegosaHune onyxonenonobHbix 06paszoBaHMin NONOCTM pTa
07.04.10.NMonocTb Hoca

I'McTonornyeckoe nccnepsosaHve o6pasoBaHmii nasyx Hoca

07.04.11.Mo4km / MoueBoit ny3bipb

lMcTonornyeckoe nccneoBaHne NoYeK, OpraHoB MOYEBbIAENUTENbHON CUCTEMbI
07.04.12./1erkoe
TMcTonornyeckoe nccneoBaHne Nerknx

07.04.13.CeneseHka
IMcTonornyeckoe nccneoBaHne ceneseHkm
07.04.14./lumdaTtnyeckme y3nbl

FMcToNornyeckoe nccnefoBaHne MMMdaTMyeckux y3nos (1-5 naumdoysnos)

TMcTonornyeckoe nccneposaHme aMmdaTnieckux ysnos (6onee 5 aumdoysnos)
07.04.15.Cocyapl
I'McTonornyeckoe nccnegoBaHne cocy08

IS

920

810

1730

810

690
810

5180

1780

1780

2300

1780

1780

1780

1670

1670

5180

1780

1780

1780

1780

2530

1780

3570

2300

2300

2300

2300

2300

2300

2880

2300



A08.30.046
A08.03.002

A08.03.002

A08.30.013
A08.30.013.001
A08.30.038
A08.30.013

A08.30.013

A08.30.013

A08.30.034
A08.30.013
A08.22.003.001
A08.30.013
A08.30.013

A08.30.013

A08.01.001.002
A08.09.002.002
A08.06.002.001

A08.30.013

A08.23.002.001

A08.28.009.003

A08.20.003.002

A08.20.003.002

A08.30.013

A08.30.013

A08.21.001.002

A08.30.006

A08.30.006

A08.30.006

A08.30.036

A12.20.001
A12.20.001
A12.28.015
A12.20.001

A12.21.005

A26.09.001

A26.01.018
A12.09.010

MT.15.48.
MT.15.55.

IMT.15.56.

X.12-039

MT.50.105.1405.
MT.50.106.1405.
MT.50.110.1405.
MT.50.108.1405.

IMT.29.34.

rMT.29.38.

IMT.29.37.
MT.29.25.
IMT.29.23.
IMT.29.22.
MT.29.32.

IMT.29.33.

'MT.29.26.
IMT.29.24.
'MT.29.30.

IMT.41.801

IMT.29.27.

IMT.29.31.

IMT.29.29.

IMT.29.48.

MT.29.49.

MT.29.50.

IMT.29.51.

MT.29.28.

IMT.29.41.

MT.29.39.

IMT.29.43.

IMT.29.5.

MT.29.35.

MT.50.114.1405.

IMT.16.1.
IMT.16.1.1.
IMT.16.2.
IMT.16.1.2.

IMT.16.3.

IMT.16.15.

IMT.16.5.
MT.16.4.

07.04.16.[pyraa nokanusauma

lMcTonornyeckoe nccnegoBaHne maTepuana 4pyrov NOKaAusaLmm
TMcTonornyeckoe nccneaoBaHne GUONCURHOTO MaTepPUana KOCTHOMN TKaHW (onyxonu
1 onyxonenofobHble 3a6071€BaHNA KOCTU U CYCTaBOB)

FMcTonornyeckoe nccnegoBaHne onepaLMoHHOro MaTepuana KOCTHOM TKaHU
(onyxonu n onyxonenoaobHbie 3a6oneBaHMA KOCTU U CYCTaBOB)

TMcTonornyeckoe nccneoBaHne sHAOCKONMYEecKoro matepuana KT npu
BOCMaNNTENbHbIX 3a60/1€BaHUAX (KeNyAO0K - MHOTrOpOKyCHas buoncus no
knaccudmraumm OLGA 2010)/KMLWEYHMK - CTaHAapPTHaA MHOTrodoKycHas 6uoncus)
07.05.MMMYHOI'MCTOXMUA

07.05.01.0npeaeneHre v OLEeHKa NPOrHOCTUYECKU 3HAYMMbIX MAapPKepPOB B
3/10KaYeCTBEHHbIX SMUTEINANbHbIX OMYXONAX

EGFR (anuaepmanbHbili akTop pocTta)

HER 2/neu

Ki67

p53

VGFR

UIX-uccnegoBaHune Ha XpoHUYECKMI aHaOoMeTpuUT (CD-138)
UIrX-nccneposaHune peuentueHocTM aHaomeTpma: RE, RP
MMMYHOrMCTOXMMMYECKOE NCCef0BaHNE KenyaouHO-KULWEeYHOro TpakTa
MMMYHOrMCTOXMMUYECKOE UCCe0BaHNe WUTOBUAHOW Kenesbl
MMMYHOTrMCTOXMMMUYECKOE NncCaef0BaHNe TMHEKOI0rMYeCcKoro matepumana
MMMYHOTMCTOXMMUYECKOE UCCAef0BaHNe APYTUX OPraHOB U TKaHeln
MMMyHOrMCTOXMMUYECKOE UCCne0BaHNe 310Ka4YecTBeHHbIX onyxonel 6e3
BbIABNEHHOrO MEepBUYHOro ovara

OunddepeHumanbHan AMAarHOCTUKA MeNaHOLMTaPHbIX 06pasoBaHuii KOXM
MMMyHOrMCTOXMMMYEeCcKoe nccaesoBaHne nerkoro
MMMYHOrMCTOXMMUYECKOE UcCaeoBaHne NMMPaTUYECKUX Y3108
MMMYHOTMCTOXMMUYECKOE NCCNEAOBAHME MONOYHOM KENE3bI (ER, PR,
Her2/neu, Ki67)

MMMYHOTMCTOXMMMUYECKOE UCCNeA0BaHNE MATKUX TKAHEN (MblleyHas, }KMpoBas,
HepBHasA W CMHOBMA/bHAA)

MMMYHOTrUCTOXMMUYECKOE UCCe0BaHMe OMNyX0iel FoNOBHOMO U CMUHHOMO
mos3ra

MMMyHOTrMCTOXMMMYECKOE NcCnefoBaHNe NoYeK U Apyrux opraHos
MOYEBbIAENNTENbHON CUCTEMDI

KomnnekcHoe UMMYHOTMCTOXMMMUYECKOe Uccaef0BaHNe NPU XPOHUYECKOM
3HAOMeTpUTE (CD 138, CD 20, CD1'6,CD56)

(CD 138, CD 20, CD16,CD56, ER, PR)

MMMYHOTMCTOXMMMYECKAA AMAarHOCTMKa 3a601eBaHNiA WeKn maTtkm pl6ink4, Ki67
MMMYHOTMCTOXMMUYECKOE UCCAe0BaHNE KenyA04YHO-KULLEYHOro TPaKTa
(6MoNCHHbIN/3HA0CKONUYECKINIA MaTepuan)

MMMYHOTMCTOXMMUYECKOE UCCNeA0BaHNE NPEACTAaTENbHOM Kenesbl
07.06.0HKOJ/IOTMYECKAA SKCMNEPTU3A

MepecmoTp rotosbix TMCTO/IOTMYECKUX npenapaToB BeAyLMMM POCCMMCKUMU
dkcneptamu (BTOPOE MHEHWUE), ueHa 3a cayyait

MepecmoTtp rotosBbix TMCTO/IOTMYECKUX npenapatos Bpavamu Slabopatopun
lemotect (BTOPOE MHEHME) (Kpome naTonornu KOCTHOWM TKaHK, onyxonei LIHC,
numoo-nponnoep

MepecmoTp rotosbix LLUTONOMMYECKUX npenapaTos Beaywmmn Poccuiickumm
dkcneptamu (BTOPOE MHEHWUE), ueHa 3a cayyait

07.07.00NO/IHATE/IbHBIE YC/IYTU

[ononHuTenbHoe N3roToBAeHNe rMCTON0rMYECKUX NpenapaTos

Lindposoe ckaHMpoBaHMe NpenapaToB Ha CKaHUpytoLeit cucteme Aperio ScanScope
System AT (3a cnyuait)

07.08.®/TYOPECLEEHTHAA TMBPUAN3ALMA in situ (FISH)

Onpepenenne HER2 cTaTyca onyxonn MONOYHOW Kenesbl MeTo40M
dnyopecueHTHOW rbpuamsaumm in situ (FISH)

08.MUKPOCKOMWUYECKUE MCCNEAOBAHUA

08.01.MUKPOCKOMWNYECKUE NCC/TEAOBAHUA YPOTEHUTA/IbHOTO TPAKTA
'MHeKonormyecknin Masok Ha dnopy

Masok Ha ¢pnopy 13 Bnaranuiya

Masok Ha ¢pnopy 13 ypeTpbl

Ma3sok Ha ¢pnopy 13 LepBUKasbHOro KaHana

08.02.MUKPOCKOMUYECKME NCCNTEQOBAHUNA CMNEPMbI U CEKPETA NMPOCTATbI
CeKperT npocratbl

08.03.MWKPOCKOMWYECKUE UCC/IEQOBAHUA APYTUX NTOKASIU3ALIIA
AHann3 MOKpOTbI Ha MUKOBaKTepuu Ty6epKynesa

AHanu3 Ha fileMoAeKC (PecHULbI, KOXKa)

KAMHUYECKUI1 aHaNU3 MOKPOTBI

15

15

21
21
21

21
21

21
21
21
21
21
21

21

21

21

21

21

21

21

21

21
21

21

21

11

13

w w w w

N

2300

4370

10350

2900

4830
4830
4830

4830
4830

8740
5750
6420
16430
16430
16430
16430
16430
10750
16430
7480
10750
16430
10750

11500
15530

6900

11500

16430

8050

3220

5750

2880

3910

28750

460
460
460
460

460

520

520
580



A08.08.003

A09.04.003
A08.08.003
A12.21.003

A26.05.020.001
A26.05.020.002
A26.05.019.003
A26.05.019.001
A26.05.019.002
A26.05.023.001
A26.05.023.002
A26.05.026.001
A26.05.030.001
A26.05.019.003
A26.19.072.001

A26.05.021.002

A26.05.021.002

A26.05.053.001

A26.06.107

A26.23.033.001

A26.08.050.001
A26.30.017.001
A26.30.017.002
A26.05.011.001
A26.05.011.002
A26.08.049.001

A26.08.064.001

A26.05.046.001

A26.08.019.001

A26.19.076.001

A26.19.068.001

A26.01.006

A26.05.042.001
A26.05.039.001
A26.05.039.002

A26.08.074.001
A26.09.080.001
A26.28.028.001
A26.05.047.001
A26.30.026.001
A26.30.026.001
A26.30.026.001
A26.30.026.001
A26.05.013.001
A26.05.013.001
A26.19.070.001

IMT.16.17.

rMT.16.12.
'MT.16.10.
rMT.16.14.

rMT.19.1.
IMT.19.44.
IMT.19.5.
rMT.19.3.
FMT.19.45.
rMT.19.8.
MT.19.95.
MT.19.10.
rMT.19.6.
MT.19.97.
IMT.19.54.2.

rMT.19.49.

IMT.19.96.

IMT.19.91.1.
IMT.19.56.1.
IMT.19.56.2.
IMT.19.91.2.
[MT.19.55.

rMT.19.107.

IMT.19.106.

rMT.19.38.

IMT.19.35.2.
MT.19.71.2.
MT.19.35.1.
MT.19.71.1.
MT.19.51.2.
MT.19.51.1.

IMT.19.52.2.

IMT.19.52.1.

MT.50.8.2090.

MT.19.151

IMT.19.54.

IMT.19.53.

MT.19.34.2.
MT.19.34.3.
MT.19.34.1.
MT.19.85.

MT.19.86.

IMT.19.43.

MT.19.32.2.
MT.19.32.4.
MT.19.32.3.
MT.19.32.1.
MT.19.39.2.
MT.19.74.2.
MT.19.39.3.
MT.19.74.3.
MT.19.39.1.
MT.19.74.1.
MT.19.37.1.

Ma3s0K Ha 3031HOdU/IbI OTAENAEMOTO CIM3UCTBIX 060104eK (MasKmM U3 HOCa, 3eBa,
yXxa, OTAeNAemMoro rnasa)

MwuKpocKonuyeckoe uccnesoBaHne CUHOBUANbHOW KUAKOCTU
PvHouutorpamma

TecT Ha peTporpagHyto IAKYNALMIO

10.4MATHOCTUKA MHDEKLIMIA
10.01.MNKPOBNONOIMYECKUE NCCNEAOBAHUA
10.02.MLP-AUATHOCTUKA

10.02.01.BupycHble renatuTbl

Bupyc renatuTa B - (Kau.)

Bupyc renatuTa B - (konunuy.) (MeTopg, Real-Time)

Bupyc renatuTa C - (reHoTtun.) (MeTog, Real-Time)

Bupyc renatuTa C - (Kauy.)

Bupyc renatuTa C - (konunu.) (Metopg, Real-Time)

Bupyc renatuta D - (Kau.)

Bupyc renatuta D (kosny.)

Bupyc renatuta G - (Kauy.)

Bupyc renatuta A - (Kau.)

Bupyc renatuta C (reHotun. 1a, 1 b, 2, 33, 4, 53, 6) (kau.)
JHTepoBuMpyc(Kan.) (Kay.)

10.02.02.BNY-nuHdeKumm

BMY-1 (kau.) (MeTtopa Real-Time) (kau.)

10.02.03.PaHHAA anarHoctuka renatmta B, C, BUY-1, BUY-2
PaHHAA guarHocTuka nHpekumini: PHK HCV, AHK HBV, PHK B1Y-1, PHK BUY-2
(ynbTpauyBCTBMTENbHbIM MeToA) (Kau.)

10.02.04.KneweBble MHGEKUUN

Boppenua 6ypraopdepu (Borrelia burgdorferi) (kposb)(koany.)
Boppenua 6ypraopdepu (Borrelia burgdorferi) (kposb) (Kau.)
Boppenua 6ypraopdepu (Borrelia burgdorferi) (moya) (kau.)
Boppenua 6ypraopdepu (Borrelia burgdorferi) (mouya) (konnu.)
Bupyc Knewesoro sHuedanuta (Metoa Real-Time) (kau.)

KomnieKkcHoe nccnepoBaHme Ha MHGEKLMK, Nnepeaasaemble Kiewamu: 60ppennos,

KNewWweBon sHUedpanmnT, 3pIMxmnos, aHannasmos (buomatepman KpoBb)
(KauecTBEHHbIM aHanu3)

KomniekcHoe nccnepoBaHme Ha MHdEKLMK, Nepeaasaemble Kiewamu: 60ppennos,

KNeweBon sHuedpanunT, 3pMxmnos, aHannasmos (buomatepuman Knewl)
(KauecTBEHHbIM aHanu3)

10.02.05.PecnupaTopHble MHPEKLUn

BopaeTenna nepryccumc (Kau.)

Bupyc dnwreliHa-bapp (ma3ok) (Kauy.)

Bupyc dnwreliHa-bapp (ma3oK) (koauy.)

Bupyc dnwreitHa-bapp (34TA) (kau.)

Bupyc dnwreitHa-bapp (3ATA) (konny.)

MwuKonnasma NHeBMOHMM, XNamMUaUA NHEBMOHUM (Ma30oK)

MuKonnasma NHEBMOHMK, Xnamuama nHesmoHun (4TA)

Heliccepua meHuHrutugmc, Fremodunyc nHdnioeHua, CTpENTOKOKKYC MHEBMOHMM
(ma30k)

Heliccepua meHuHrutugmc, Fremodunyc nHontoeHua, CTpENTOKOKKYC MHEBMOHMM
(34TA)

Onpeaenenune PHK supyca rpmunna A (HIN1-swine) B KIMHUYECKOM MaTepuane
metogom MUP

KopoHasupyc, PHK(SARS-CoV-2, MNLP) ma3ok , Kau.

10.02.06.0cTpble KMLWEYHblE MHDEKL MM

PoTasupycbl rpynnbl A (Rotavirus A), Hoposupycbl 2 reHotuna (Norovirus 2 reHoTun)

n Actposupycbl (Astrovirus) (Kau.)

LWurenna (Shigella spp.) n aHTeponHBasusHble E. coli (EIEC), CanbMoHenna
(Salmonella spp.), Kamnunobaktepmm (Campylobacter spp.) (kau.)
10.02.07.[pyrve 6akTepuanbHble U BUPYCHblE MHOEKL MM
Bupyc Bapuuenna-3octep (masok) (kau.)

Bupyc Bapuuenna-3octep (moua) (Kau.)

Bupyc Bapuuenna-3octep (34TA) (kau.)

KpacHyxa (Kau.)

KpacHyxa (konny.)

Jluctepua moHouuToreHec (Kau.)

MuKobakTepun Tybepkynesa (Masok)

MuKobakTepun Tybepkynesa (Mmokporta)

MuKkobakTepun Ty6epkynesa (moua)

MukobakTtepun Ty6epkynesa (34TA)

Tokconnasma MoHamM (Masok) (Kau.)

Tokconnasma MroHamM (Masok) (Konany.)

Tokconnasma foHaM (moua) (kau.)

Tokconnasma loHan (moua) (konny.)

Tokconnasma loHgmn (3A4TA) (kau.)

Tokconnasma loHgm (34TA) (konnu.)

Xenukobaktep nunopw (kan) (Metog Real-Time) (kau.)
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460
580
1500
860

520
3740
2240

670
3220

520

980

520

520
2240

580

3390

2420

580
580
520
520
860

1440

3910

400
400
520
400
520
920
920

1090

1090

3110
1730

1500

1380

400
400
400
580
750
400
350
350
350
350
350
400
350
400
350
400
460



A26.19.070.001
A26.16.004

A26.16.004

A26.08.058.001
A26.08.058.002
A26.28.009.001
A26.28.009.002
A26.05.017.001
A26.05.017.002

A26.30.018.001
A26.30.018.002

A26.05.033.001
A26.05.033.001
A26.26.012.001
A26.28.023
A26.05.035
A26.26.012.001
A26.28.023
A26.26.012.001
A26.26.012.001
A26.28.023.001
A26.28.023.001
A26.05.035.001
A26.26.012.001
A26.28.023
A26.05.035
A26.26.012.001
A26.28.023

A26.26.017.001
A26.26.017.001

A26.20.032
A26.20.032
A26.21.027.001
A26.21.027.001
A26.28.024.001
A26.28.024.001
A26.20.009.002
A26.20.009
A26.20.009
A26.20.009
A26.20.009

A26.20.009.002

A26.20.009.003

A26.20.009.003

A26.20.009.003

A26.20.009.002

A26.20.030.001
A26.20.030.001

A26.26.017.001
A26.26.017.001
A26.21.044
A26.21.044
A26.20.032
A26.20.032
A26.21.031.001
A26.21.031.001
A26.28.017.001
A26.28.017.001
A26.21.032.001

rMT.19.72.2.
rMT.19.37.2.
rMT.19.72.1.
rMT.19.31.2.
rMT.19.69.2.
rMT.19.31.3.
'MT.19.69.3.
rMT.19.31.1.
rMT.19.69.1.

IMT.19.24.2.
IMT.19.68.2.
IMT.19.24.3.
IMT.19.68.3.
IMT.19.24.1.
IMT.19.68.1.
'MT.19.108.2
rMT.19.108.3
'MT.19.108.1
MT.19.109.2
FMT.19.109.3
IMT.19.23.2.
IMT.19.67.2.
FMT.19.23.3.
IMT.19.67.3.
IMT.19.23.1.
rMT.19.110.2
'MT.19.110.3
rMT.19.110.1
rMT.19.111.2
rMT.19.111.3

rMT.19.777.
rMT.19.77.

rMT.19.83.
rMT.19.84.
IMT.19.16.1.
IMT.19.60.1.
MT.19.16.2.
MT.19.60.2.
IMT.19.46.
MT.19.25.
IMT.19.78.
MT.19.26.
MT.19.88.
IMT.19.92.
MT.19.93.
IMT.19.27.

IMT.19.57.

IMT.19.47.

IMT.19.227.

MT.19.28.
MT.19.30.
MT.19.90.
MT.19.29.
MT.19.89.
MT.19.19.1.
MT.19.63.1.
MT.19.19.2.
MT.19.63.2.
MT.19.22.1.
MT.19.66.1.
MT.19.22.2.
MT.19.66.2.
IMT.19.79.
MT.19.80.
MT.19.17.1.
MT.19.61.1.
MT.19.17.2.
MT.19.61.2.
MT.19.18.1.

Xenukobakrtep nunopu (kan) (Metoa Real-Time) (Konny.)
Xenukobakrep nunopu (masok) (Metog Real-Time) (kau.)
Xenukobaktep nunopu (masok) (Metopg, Real-Time) (Koany.)
Lutomeranosumpyc (masok) (Kau.)

Lutomeranosumpyc (masok) (konmu.)

Uutomeranosumpyc (moya) (Kau.)

Uutomeranosumpyc (moya) (Konmy.)

Uutomeranosupyc (3ATA) (kau.)

Uutomeranosumpyc (3ATA) (Konmy.)

10.02.08.Bupyc npocTtoro repneca

Bupyc repneca VI Tuna (Ma3sok) (kau.)

Bupyc repneca VI Tuna (Ma3sok) (Koany.)

Bupyc repneca VI Tuna (moua) (Kau.)

Bupyc repneca VI Tuna (mou4a) (kosiuy.)

Bupyc repneca VI tuna (34TA) (kau.)

Bupyc repneca VI Tuna(34TA) (Konuy.)

Bupyc npocToro repneca 1 (Kay.) — masok

Bupyc npocToro repneca 1 (kay.) — moya

Bupyc npoctoro repneca 1 (kay.) — 94TA

Bupyc npocToro repneca 1 (koany.) - masok

Bupyc npocToro repneca 1 (koany.) - moya

Bupyc npoctoro repneca 1,2 (Ma3ok) (kau.)

Bupyc npoctoro repneca 1,2 (Ma3ok) (Koany.)

Bupyc npoctoro repneca 1,2 (moya) (Kau.)

Bupyc npocroro repneca 1,2 (moyva) (Konuu.)

Bupyc npoctoro repneca 1,2 (34TA) (kau.)

Bupyc npocToro repneca 2 (Kay.) — ma3ok

Bupyc npocToro repneca 2 (Kay.) — moya

Bupyc npoctoro repneca 2 (kay.) — 4TA

Bupyc npocToro repneca 2 (Konuny.) - Masok

Bupyc npocToro repneca 2 (Konny.) - moya
10.02.09.KomnneKcHoe uccnegoBaHueHa rpnbol poga KaHavaa
KomnneKkcHoe uccnenosaHue Ha rpubbl poga KaHaunaa ¢ uaeHtTudukaumein
B036yauTens (Kau.)

KomnneKcHoe uccnenoBaHus Ha rpubbl poga KaHavaa (kau.)
10.02.10.YporeHutanbHble MHOEKLUN

Bakteponabl (Bacteroides spp.) (Kau.)

Bakteponabl (Bacteroides spp.) (koauny.)

Buosapbl Ureaplasma (U. Urealyticum, U. parvum) (ma3ok) (kau.)
Buosapbl Ureaplasma (U. Urealyticum, U. parvum) (ma3ok) (koanu.)
Buosapbl Ureaplasma (U. Urealyticum, U. parvum) (moua) (Kau.)
Buosapbl Ureaplasma (U. Urealyticum, U. parvum) (moua) (Konuu.)
BMY 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59 - reHoTun. (Kau.)
BMY Tun 16 (kau.)

BMY Tun 16 (Koauny.)

BMY Tun 18 (kau.)

BMY Tun 18 (Konuu.)

BMY Tunbi 16, 18 (Kau)

BMY Tunbi 16, 18 (Konuu)

BMY Tunsbi 16, 31, 35, 39, 59 (KayecTBEHHbIN)

BMY Tunsi 16,18,31,33,35,39,45,51,52,56,58,59 reHoTun. + koamny. (Metop, Real-
Time) (konny.)

BMY Tunsl 16,18,31,33,35,39,45,51,52,56,58,59 konany. (Metopa Real-Time) (Konany.)
BMY, 16 Tunos (6, 11, 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 ¢
onpeaeneHvem reHotuna), NUP OHK (cockob, kon.)
BMY Tunbi 18, 33, 45, 52, 58, 67 (Ka4eCTBEHHbI)
BMY Tunbi 51,26 (kau.)

BMY Tunbi 51,26 (Konny.)

BMY Tunbi 6, 11 (kau.)

BMY Tunbi 6, 11 (Konany.)

lapaHepenna BarmHanuc (Masok) (Kau.)
lapaHepenna BarmHanuc (Masok) (Konwmy.)
lapaHepenna BarmHanuc (mouva) (kau.)
lapaHepenna BarmHanuc (mova) (Konmy.)

KaHauaa anbbukaHc (Ma3ok) (Kau.)

KaHaunaa anbbukaHc (Ma3ok) (Konanu.)

KaHauaa anbbukaHc (Moya) (Kau.)

KaHauaa anbbukaHc (Moua) (konmuy.)
JlakTob6akTepuu (Lactobacillus spp.) (kau.)
JlaktobakTepuu (Lactobacillus spp.) (konny.)
MwuKonnasma reHuTanmym (Masok) (Kau.)
MwuKonnasma reHuTannmym (Masok) (konuy.)
MwuKonnasma reHutanmym (moua) (kau.)
MwuKonnasma reHuTanmym (moua) (Konmu.)
MwuKonnasma XoMUMHKUC (Ma3ok) (Kau.)
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520
460
520
350
400
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350
460
460
460
480
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1500
980

350
400
400
460
400
460
1320
460
520
460
520
860
980
580

2420

1320

1250
580
460
520
460
520
350
400
350
400
350
400
350
400
350
400
350
400
350
400
350



A26.21.032.002
A26.28.018.001
A26.28.018.002
A26.20.032

A26.20.032

A26.20.022.001
A26.20.022.001
A26.28.015.001
A26.28.015.001
A26.21.039.001

A26.21.030.001
A26.21.030.001
A26.28.016.001
A26.28.016

A26.21.033.001
A26.21.033.002
A26.28.019.001
A26.28.019.002
A26.26.007.001
A26.26.007.001
A26.28.014.001
A26.28.014.001

A26.20.048

A26.06.049.001
A26.06.041.002
A26.06.036.001
A26.06.082

A26.06.034.001
A26.06.034

A26.06.038
A26.06.040.002
A26.06.035
A26.06.039.001
A26.06.039.002

A26.06.041
A26.06.041.001
A26.06.041

A26.06.043.001
A26.06.043

A26.06.044.002
A26.06.044.001

rMT.19.62.1.
rMT.19.18.2.
'MT.19.62.2.
rMT.19.81.

rMT.19.82.

rMT.19.21.1.
'MT.19.65.1.
rMT.19.21.2.
'MT.19.65.2.
'MT.19.50.1.
'MT.19.50.2.
fMT.19.20.1.
rMT.19.64.1.
fMT.19.20.2.
'MT.19.64.2.
fMT.19.15.1.
'MT.19.59.1.
fMT.19.15.2.
'MT.19.59.2.
rMT.19.14.1.
fMT.19.58.1.
rMT.19.14.2.
'MT.19.58.2.

[MT.50.2.2087.

IMT.27.39.

MT.27.38.

IMT.28.92.

MT.20.79.
MT.20.22.
MT.20.21.
'MT.20.80.

MT.20.39.
MT.20.118.

MT.20.32.
MT.20.33.
MT.20.31.
MT.20.29.
'MT.20.30.

MT.20.36.
MT.20.35.
MT.20.34.

MT.20.37.
MT.20.38.

MT.20.82.
MT.20.81.

MwuKonnasma XoMUHUC (Ma3ok) (Koany.)

Mukonnasma xomuHUC (Moya) (Kauy.)

MuKonnasma XomuHUC (Moya) (Kosuny.)

MobunyHkyc (Mobiluncus curtissi) (kau.)

MobunyHkyc (Mobiluncus curtissi) (koany.)

Helccepun roHopeun (Ma3ok) (Kau.)

Helccepus roHopeun (Ma3ok) (Konany.)

Helccepusa roHopeun (moya) (Kau.)

Helccepusa roHopeun (moya) (Konmy.)

TpenoHema nannvaym (masok) (Metoa Real-Time) (kau.)

TpenoHema nanavaym (moua) (Metog Real-Time) (kau.)

TpUXoMoHac BarMHaauc (Masok) (Kau.)

TpUXOMOHac BarMHaauc (Ma3ok) (koimu.)

TpuxomoHac BarmHanuc (moya) (Kau.)

TpuxoMoHac BarmHanuc (moya) (Konmu.)

Ureaplasma species (ma3ok) (Kau.)

Ureaplasma species (ma3ok) (konuy.)

Ureaplasma species (moua) (kau.)

Ureaplasma species (moua) (konnuy.)

Xnamuams TpaxomaTmc (Masok) (Kau.)

Xnamuams TpaxomaTmc (Masok) (koimu.)

Xnamugma TpaxomaTumc (moua) (kau.)

Xnamugus TpaxomaTuc (moua) (Konmu.)

10.02.11.0ueHKa 6MOLEHO3a YPOreHUTaIbHOIO TPaKTa

demodiop ckprH (BUOLLEHO3 YPOreHUTaIbHOTO TPAKTa Y KEHLWMH Ha 12 rpynn
MuKpoopraHmamos (Lactobacillus, Gardnerella vaginalis+Prevotella bivia+
Porphyromonas spp, Candida spp, Ureaplasma, Mycoplasma hominis, Mycoplasma
genitalium, Trichomonas vaginalis, Neisseria gonorrhoeae, Chlamydia trachomatis,
HSV-2, CMV, HSV-1)

demodnop-16 (MccnepgoBaHne MMKPOGIOPbI YPOreHUTAIbHOTO TPAKTA Y MKEHLLMH
16 nokasatenei: Lactobacillus, Enterocteriaceae, Streptococcus, Staphylococcus,
Gardnerella vaginalis + Prevotella bivia + Porphyromonas spp, Eubacterium, Sneathia
spp + Leptotrichia spp + Fusobacterium spp, Eubacterium, Sneathia spp.+
Leptotrichia spp. + Dialister spp., Lachnobacterium spp+Clostridium spp, Mobiluncus
spp+Corynebacterium spp, Peptostreptococcus spp, Atopobium vaginae, Candida
spp, Mycoplasma hominis, Ureaplasma (urealyticum+pavum), Mycoplasma
genitalium.

demodnop-8 (UccnepoBaHre MUKPODNOPbI YPOTEHUTANbHOTO TPAKTA Y XKEHLLMH 8
nokasateneit: Lactobacillus, cem. Enterobacteriaceae, Streptococcus spp,
Gardnerella vaginalis+Prevotella bivia+Porphyromonas spp, Eubacterium spp,
Candida spp.)

10.02.12.JjnarHocTika 3a60n1eBaHuiA YpPOreHTasIbHOro TpaKTa

®NOPOLEHO3 KOMMNEKCHbIN (c anarHoctvkoi UMNMM: AHK Bacteria, AHK
Lectobacillus spp, AHK Gardnerella vaginalis, ZIHK Atopobium vaginae; JHK
Enterobacteriaceae, [1HK Stapylococcus spp, Streptococcus spp; HK Ureaplasma
parvum, AHK Ureaplasma urealyticum, IHK Mycoplasma hominis; IHK Candida
albicans, IHK Candida glabrata, IHK Candida krusei, JHK Candida Parapsilosis
tropicalls, IHK Neisseria gonorrhoeae, JHK Chlamydia trachomatis, HK
Mycoplasma genitalium, IHK Trichomonas vaginalis

10.03.CEPOJIOTUA

10.03.01.CKpUHWHT

AT 1 AT K BUY 1/2 (CKPUHUHT , Kau.)

lenatut C, anti-HCV cymm. (Kau)

lenatut B, HBs Ag (kau)

Cudwnnuc cym. AT (1gG n IgM) (kau)

10.03.02.fenatnut A

FenaTut A, anti-HAV IgM (n/kon)

Fenatut A, anti-HAV cym. AT(n/kon)

10.03.03.fenatnut B

l'enaTut B, anti-Hbe (n/kon)

lenatut B, anti-HBs (kon)

l'enatut B, Hbe Ag (kau)

lenatut B, anti-HBV cor IgM (n/kon)

l'enaTut B, anti-HBV cor cymm. (Kau)

10.03.04.fenatut C

l'enatut C cnekTp aHTUTen (Kau)

Fenatut C, anti-HCV IgG aBuaHocTb (n/kon)

lenatut C, anti-HCV IgM (n/kon)

10.03.05.fenatut D

l'enatut D, anti-HDV IgM (kau)

l'enatut D, anti-HDV cymm. (kau)

10.03.06.fenatnt E

l'enatut E, anti-HEV-IgG (kau

F'enatut E, anti-HEV-IgM (kau)
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1730
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460
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460
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460
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1270
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400

400
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A26.06.082.002
A26.06.082.002
A26.06.082.001
A26.06.082.003
A26.06.082.007
A26.06.082.007

A26.06.113
A26.06.113
A26.06.113
A26.06.018.003
A26.06.018.002
A26.06.018.001

A26.06.057
A26.06.057

A26.06.081.001
A26.06.081.003
A26.06.081.002

A26.06.022.001
A26.06.022.003
A26.06.022.002

A26.06.071.001
A26.06.071.003
A26.06.071.002

A26.06.005
A26.06.005

A26.06.067
A26.06.067

A26.06.045.001
A26.06.045
A26.06.045.002
A26.06.046.001
A26.06.045
A26.06.047.001
A26.06.045
A26.06.045
A26.06.046
A26.06.045.003

A26.06.029.002
A26.06.030
A26.06.031
A26.06.029.001

A26.06.084.001
A26.06.084.002

A26.06.056.001

A26.06.103

A26.06.103

A26.06.112.001
A26.06.112.002

A26.06.011.002
A26.06.011.001

A26.06.088.002
A26.06.088.001

MT.20.26.
MT.20.25.
[MT.20.24.
MT.20.23.
MT.20.28.
MT.20.27.

MT.20.63.
[MT.20.61.
MT.20.62.
IMT.20.41.
[MT.20.42.
IMT.20.43.

IMT.20.126.
MT.20.65.
MT.20.66.
[MT.20.47.
MT.20.46.

[MT.20.45.
FMT.20.44.

MT.20.76.
IMT.20.77.
MT.20.78.

MT.20.58.
MT.20.59.
MT.20.60.

[MT.20.15.
[MT.20.16.
IMT.20.17.

IMT.20.104.
MT.20.125.
MT.20.105.
MT.20.102.
MT.20.103.

MT.20.50.
MT.20.51.
MT.20.52.
MT.20.53.
MT.20.54.
MT.20.55.
MT.20.83.
'MT.50.17.2007.
'MT.50.15.2007.
MT.50.16.2007.

MT.20.71.1
MT.20.85.

MT.20.69.1
MT.20.70.1

MT.20.56.
MT.20.57.

MT.20.72.
MT.28.799

MT.20.18.
MT.20.88.

IMT.20.74.
MT.20.75.

MT.20.10.
MT.20.11.

MT.20.123.
MT.20.124.

10.03.07.Cudunnc

Cudunuc IgG (n/kon)

Cudwnnuc IgM (kau)

Cudunuc RPR (n/kon)

Cudunuc TPHA (n/kon)

Cudunnnc ummyHo610T 1gG (Kau)

Cudmnnnc ummyHob10T IgM (Kau)
10.03.08.Xnamngnos

Xnamuamus nHesmoHum IgA (n/kon)

Xnamugmus nHesmoHum I1gG (n/kon)

Xnamugmus nHesmoHum IgM (n/kon)

Xnamugus Tpaxomatuc 1gG (n/kon)

Xnamugusa Tpaxomatuc IgM (n/kon)

Xnamugus Tpaxomatuc IgA (n/kon)
10.03.09.Mukonnasmos

Mukonnasma nHeBmoHuK IgA

MwuKonnasma nHesmoHmm IgG (n/kon)
MwuKonnasma nHesmoHum IgM (n/kon)
MwuKonnasma xomuHuc IgA (n/kon)
Mwukonnasma xomuuuc IgG (n/kon)
10.03.10.Ypeannasmos

Ypeannasma ypeanutukym IgA (n/kon)
Ypeannasma ypeanuturkym IgG (n/kon)
10.03.11.Tokconnasmos

Tokconnasma IgG (kon)

Tokconnasma IgG aBuaHocTb (n/kon)
Tokconnasma IgM (kon)
10.03.12.LiutomeranoBupycHasa MHdekuma
Lntomeranosupyc IgG (n/kon)
Lintomeranosupyc IgG asuaHocTb (n/kon)
Lntomeranosupyc IgM (n/kon)
10.03.13.KpacHyxa

KpacHyxa 1gG (kon)

KpacHyxa IgG aBugHocTb (n/kon)

KpacHyxa IgM (n/kosnunu)
10.03.14.PecnvpaTopHble BUPYCHble MHEKLMM
AneHosupyc IgG (n/kon)

AgeHosupyc IgM (n/kon.)

AneHosupyc IgA (n/kon)

PecnupaTopHbIii CUHUMTUANbHBIN BUpYC 1gG (n/kon)
PecnupaTopHbIii CUHUMTUANbHbIN BUpyC IgM (n/kon)
10.03.15.F'epnec

Bupyc npocroro repneca 1 1gG (kon)

Bupyc npocToro repneca 1 IgM (n/kon)

Bupyc npocToro repneca 2 1gG (n/kon)

Bupyc npocToro repneca 2 1gG aBuaHocTb (n/kon)
Bupyc npocToro repneca 2 IgM (n/kon)

Bupyc npocToro repneca VI Tuna IgG (n/kon)
Bupyc npocToro repneca VIl Tuna IgG (n/kon)
Bupyc npoctoro repneca 1,2 1gG (kon)

Bupyc npocToro repneca 1,2 1gG aBuaHocTb (n/kon)
Bupyc npocToro repneca 1,2 IgM (n/kon.)
10.03.16.B3b6-uHpeKumA

Bupyc dnwreliHa-bapp 1gG K kancugHomy Al (kon)
Bupyc dnwreliHa-bapp 1gG K paHHemy AT (kon)
Bupyc dnwTeitHa-bapp 1gG k agepHomy AT (n/kon)
Bupyc dnwreliHa-bapp IgM K kancugHomy AT (Kon)
10.03.17.BeTpaHas ocna

Bupyc Bapuuenna-3octep IgG (n/kon)

Bupyc Bapuuenna-3octep IgM (n/kon)
10.03.18.Kopb

Kopb I1gG (kon)

CKPUHMHIOBbI KOMMEKC Ha KOpb
10.03.19.Kokntow

Bopaetenna neprycemc IgG (n/kon)
Bopaetenna nepryccuc IgA (n/kon)
10.03.20.MapoTut

MapotuT IgG (n/Kkon)

Mapotut IgM (n/kon)

10.03.21.KneweBoit boppennos

Boppennos IgG (n/kon)

Boppennos IgM (n/kon)

10.03.22.KneweBoi sHuedpanut

Bupyc knewtesoro aHuedanwmra IgG (n/kon.)
Bupyc Kknewtesoro aHuedanmta IgM (n/kosn.)
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460
290
400
2010
2010

580
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1320
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460
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580
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520

580
750
750

580
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580
580
580

580
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580
860
580
690
1090
950
1050
900

580
630
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630
1300

860
980

630
630
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810

1090
1090



10.03.23.UepcmHmo3

IMT.20.9. MepcunHmnos IgA (n/kon) 9 580
A26.06.093 IMT.20.8. MepcunHmnos 1gG (n/kon) 9 580
A26.06.094 MT.20.95. MepcuHua ncesgotybepkynesa (n/kon) 9 860
A26.06.086 MT.20.93. MepcuHus sHTepokonmtuka, cepotun O3 (n/kon) 9 810
A26.06.086 MT.20.94. MepcuHus sHTepokonmtuka, cepotun 09 (n/kon) 9 810
10.03.24.6pyuennes
A26.06.012 IMT.20.127. Bpyuennes IgG (kau.) 3 860
A26.06.012 MT.20.128. Bpyuennes IgM (kau.) 3 860
10.03.25./leiilumaHno3
A26.06.053 [MT.20.115. Neiwmannos, 1gG (n/kon) 15 1380
10.03.26.fenbMMnHTO3bI
A26.06.121 MT.20.6. Ackapugos 1gG (n/kon) 3 690
A26.06.119 FMT.20.1. OnddepeHumanbHas AMarHocTmMKa resbMmuHTo308 IgG (n/kon) (Tokcokapos IgG, 4 1320
Onuctopxos IgG, TpuxuHennes IgG, DXMHOKOKKO3 1gG)
A26.06.062 MT.20.3. Onwucropxos IgG (n/kon) 4 520
A26.06.080 IMT.20.2. Tokcokapos IgG (n/kon) 4 520
A26.06.119 TMT.20.4. Tpuxunennes IgG (n/kon) 4 520
A26.06.024 MT.20.5. IXMHOKOKKO3 IgG (n/Kkon) 4 520
10.03.27.CanbmoHennes
A26.06.077 MT.20.13. CanbmoHennes (rp.A, B, C, 4, E, cymm., n/kon) 9 680
10.03.28.LlLurennes
A26.06.097 IMT.20.91. LWurenna 3oHHe (n/kon) 9 920
A26.06.098 MT.20.89. LWurenna ®nekcHepa 1-5 (n/kon) 9 920
A26.06.098 MT.20.90. Wurenna ®nekcHepa 6 (n/kon) 9 920
10.03.29.Acneprunnes
A26.06.006 MT.20.129. Acneprunnes IgG (kau.) 4 1090
10.03.30.XennKkobakTepHas MHOEKLUMA
A26.19.020 MT.20.117. OnpeaeneHune aHTureHa HELICOBACTER PYLORI B kane (UDA) 3 2880
A26.06.033 MT.20.14. Xenukobakrep nunopwm IgG (kon) 2 630
A26.06.033 MT.20.86. Xenukobakrep nunopwu IgA (kon) 3 920
A26.06.033 MT.20.87. Xenukobakrtep nunopu IgM (kon) 2 920
MT.20.238 13C-ypeasHblit gblxaTeNbHbI TECT 4 2900
10.03.31.[pyrve uHdexumm
A26.06.026 MT.20.106. Amebuas 1gG (n/kon) 9 580
A26.06.077 MT.20.67. BptowHom Tnd (Kau) 3 750
A26.06.077 IMT.20.12. BptowHom Tmd (n/kon) 3 580
MT.20.49. KaHanaa anbbukaHc IgG (kau) 6 580
A26.06.032 IMT.20.7. Nambanos (cymm. AT, n/kon) 6 520
IMT.20.64. MukobakTepun Tybepkynesa (cymm. AT, Kau) 9 580
A26.06.118.001 IMT.20.116. CbinHow Tnd (n/kon) 9 920
IMT.20.48. TpuxomoHuas IgG (kau) 6 580
MT.50.2.1362 Bopaetenna neptyccuc u napanepryccuc (n/kon.) 5 860
A26.06.103 MT.50.83.1295. Boppetenna nepryccuc IgM (n/kon) 2 690
MT.50.45.921 AT 1 KopuHOBaKTepUn ANDTEPUMN (CKPUHHUHT) 2 860
IMT.20.154 KopoHasupyc SARS-CoV-2, aHTuTena IgG (n/kon.) 3 1550
IMT.20.165 KopoHasupyc SARS-CoV-2, HeliTpanusytowme aHTuTena IgG kK RBD aomeHy S-6enka
(Architect, Abbott) (kon.) 2 1500
MT.20.172. Bupyc rpunna tuna B IgM (kon) 9 1050
MT.20.170. Bupyc rpunna tvna A IgM (n/kon) 9 1050
A26.06.090.001 'MT.20.20. XaHTasupyc (I/1NC), IgM (n/kon.) 9 760
A26.06.090.002 rMT.50.6.2087. XaHTasupyc (F/INC), 1gG (n/kon.) 9 810
11.MMMYHONOTMYECKUE NCCNEAOBAHUA
11.00.01.0cHOBHble CKPUHHWHIOBbIE NAHENN
IMT.17.51. ['ymopanbHblit UMMYHUTET (MMMYHOrN06yAunHbI IgA, 1IgM, I1gG, IZE, umpKyaupyowme
MMMYHOKOMMNIEKCbI, KOMMNOHEHTbI) 9 3110
MT.27.960. MMMYHHbII cTaTyC (CKPUHUHT) (ParoumTapHas akKTUBHOCTb IEUKOLUTOB, KNETOYHbIN
UMMYHUTET, UMMYHOT106YMH IgE 06WwmMit, ummyHOrnobynuHbi IgA, 1IgM, 1gG) 4 5520
MMMYHHbI CTaTyC paclUMPEHHbIV (MMMYHOPEryNATOPHbIN UHAEKC,
UMMYHOTN06yNuHbI IgA, IgM, 18G; UmmyHornobynuH IgE obwuii; darounTapHas
aKTMBHOCTb NIeliKoumTOB; JleiikouunTapas popmyna; T-nmdoumtsl (CD3+); T-xennepbi
(CD3+CD4+); T-uutoTOKCMYEcKue KneTku (CD3+CD8+); T-perynatopbl KNeTku
(CD4+CD25+CD127neg); T-akTMBMpPOBaHHble KneTku (CD3+HLA+DR+CD38+); NK-
TMT.17.61. knetkm (CD16+/56); NK akTMBMpOBaHHbIe KneTku (CD3-CD8+CD38+); NK u B-
aKTMBUpPOBaHHble KneTku (CD3+HLA-DR); B-numdoumntbl (CD19+); B-kneTkn namsatm
(CD19+CD5-CD27+); Bl-numdoumntbl (CD19+CD5+); B2-numdountbl (CD19+CD5-
);0npenenenHvie nHtepdepoHos ("anbda", "ramma", "cbIBOPOTOUHBIN, CNOHTaHHbIN);
LnpKkyanpytowme uMmyHoKoMnnekcbl; KomnoHeHTbl kKomnnemeHTa C3 n C4; T-
aKTUBHbIE KNETKM C MapKepoMm paHHel aktueHocTu (CD3+CD25+); T-xennepbl
aKTMBMPOBAHHbIE C MapKepOM paHHel akTuBHocTM (CD3+CD4+CD25+) 15 14700
A12.06.048 TMT.17.9. Onpeaenerne nHTepdepoHos ("anbda", "ramma", ""cbiBOPOTOUHBINA", CNOHTaHHbINR"). 14 2880




A12.30.012.005

A12.06.001

A12.30.012.006

A12.30.012.006

A12.30.012.006

A12.30.012.006

A12.30.012.006
A12.30.012.006

A09.05.054.003
A09.05.054.004
A09.05.054.002
A09.05.054.001

A12.05.109

A12.05.108
A09.05.075.001
A09.05.075.002

A09.05.074

A12.30.012.007
A12.06.073

A12.06.077
A12.06.077
A12.06.077
A12.06.077

A12.06.078
A12.06.078
A12.06.078
A12.06.078

A12.06.079
A12.06.079
A12.06.079
A12.06.079

A12.06.079

A12.06.079
A12.06.079

A12.06.046
A12.06.018
A12.06.017
A12.06.045

A12.06.020
A12.06.039

A12.06.020

A12.06.020

MT.17.50.

IMT.17.54.

IMT.17.47.

FMT.50.2.2002.

IMT.17.43.

IMT.17.44.

IMT.17.42.

IMT.17.56.
IMT.17.53.

IMT.50.12.1385.
IMT.50.13.1385.
MT.50.13.2007.

rMT.17.2.
MT.17.1.
rMT.17.37.
MT.17.40.
IMT.17.38.
rMT.17.39.

MT.50.10.1385.
IMT.50.11.1385.

IMT.17.5.
IMT.17.57.
MT.17.58.
MT.17.4.
'MT.17.60
rMT.17.6.
IMT.17.41.

MT.17.13.
IMT.17.14.
IMT.17.16.
MT.17.15.

IMT.17.22.
[MT.17.25.
MT.17.23.
IMT.17.24.

IMT.17.27.
IMT.17.29.
MT.17.30.
MT.17.36.

IMT.17.32.

rMT.17.33.
'MT.17.35.

'MT.26.3.
'MT.26.40.
IMT.26.1.
IMT.26.2.

'MT.26.30.
IMT.26.29.
IMT.26.28.

IMT.26.183.

IMT.26.82.
IMT.26.176.
IMT.26.201.

KneTtouHbii UMMyHUTET (T-niumdoumnTsl, T-xennepsbl, T-LLUTOTOKCUYECKME KNETKH,
MMMYHOPEerynaTopHblit MHAEKC, B)

11.00.02.40n0NHUTENBHBIE KOMMNIEKCDI

AKTVMBMPOBaHHble MMMdoLUTbI (T-TUMdoLuTbI, T-xennepsl, T-UUTOTOKCUYECKNE
KNETKN, UMMYHOPETYIATOPHbIN UHAEKC)

MMMYHOPerynaTopHbI MHAEKC A1 OLEHKM UMMYHHOTO CTaTyca U 3bdeKTMBHOCTH
Tepanuu (MMMyHOPEerynaTopHbIN MHAEKC, T-T1umoouuTsl, T-xennepsi, T-
LMTOTOKCHUYECKME)

MccnepoBaHme napameTpoB UMMYHHOTO CTaTyca: onpejeneHne abcontoTHbIX
Konuuects CD4+CD8+CD3 numooumnToB y nauneHTos ¢ BUY (CMNL Ha npoToyHOM
uutodatoopumerp)

Wceneposanue cybnonynauvm B-numoouutos

(CD19+CD5+, CD19+CD5-, CD19+CD5-CD27+)

KneTouHble penentopbl IMMGOUAHON TKaHM

oB-T 1 y6-T: (CD3+aB-TcR+yS-TcR, CD3+yS-TcR+aB-TcR-)

OugeHKa CoCTOAHUA T-KEeTOYHOro 3BeHa UMMYHUTETa:

(T-numdouuTbl (CD3+CD19-), T-xennepsbl (CD3+CD4+CDA5+)

PaHHAA akTMBaUMA T-KNETOK U T-perynaTopHble MMMGOLUTI

LIMTOKMHbI (PpaKkTOp HEKPO3a ONYX0/U, MHTEPNENKUH-10, UHTEPNENKUH-6)
11.00.03.UHAMBUAYANbHBIE UMMYHOIOTMYECKUE TECTbI

NmmyHOrn106yauH IgM

MmmyHOrn106ynuH 1gG

MMMyHOT106ynH IgA

NmMyHOrn106yauH IgE 0bwmii

MmmyHornobynuHel IgA, IgM, 1gG

NHTepnekuH 1 6eTa

NHTepneikuH 10

NHTEPNENKKH 6

NHTEPNENKKH 8

KomnoHeHT KomnnemeHTa: C3

KomnoHeHT komnnemeHTa: C4

KomnoHeHTbl kKomniemeHTa C3, C4

JleKouMTapHO-T-TMMPOLMTAPHBIN MHAEKC (BMECTe C KneT. MMMyHUTETOM)
NN Kanbod-Kanuda (BmecTe ¢ neikoumt. d-noit.)

Copeprkanue UMK 1gG, IgM

T-xennepsbl (CD3+CD4+)

daroumnTapHas aKTUBHOCTb JIEVNKOLUTOB

®HO/TNFa (PaKkTop HEKpPO3a ONyxoau)

11.00.04.4yBCTBMTENILHOCTL K Npenapatam MHTepdepoHa: (HasHauyaTb TONbKO
BMECTe C uccieaoBaHmem "OnpeaeneHme nHtepdepoHos"”):

FammadepoH (MHrapoH)

WNHTpOH

PeanbanpoH

PeadepoH (BudepoH)

11.00.05.4yBCTBMTENBHOCTb K MHAYKTOPAaM MHTEpdepoHa (HazHayaTb TObKO
BMeCTe C uccnegoBaHmem "OnpeaeneHme nHtepdepoHos"):

AMUKCUH

Karouen

Heosup

LuknodepoH

11.00.06.4yBCTBMTENLHOCTD K UMMYHOMOAYNATOPAM (Ha3Ha4aTb TO/IbKO BMECTe C
uccnegosaHnem "OnpegeneHune nHTepdepoHos"):

lanasut

MmmyHan

NmmyHobaH

MmyHOpWMKC

Jlnkonup,

MonnoKcMaoHuin

TumoreH

12.AYTOMMMYHHAA OUATHOCTUKA

12.00.01.LLuToBMAHAA Kenesa

AT K peuentopam TTT (kon)

AT-MAT (aHTUTENa K MUKPOCOManbHOM GpakLum TMpoLuToB) (Kon)
AT-TT (kon)

AT-TNO (kon)

12.00.02.Mopxxkenyno4uHan xenesa

AT - GAD (kon)

AT K 6eTa-KneTkam noasKenynouHom xenesbl (Kon)

AT K UHCYAUHY (Kon)

AHTUTENIA K OCTPOBKOBbIM KN€TKaM NoayKenyaouHom enesbl (ICA) metogom HPUD
(n/kon.)

AHTUTENA K TUPO3MH docdaTaze (IA-2)

AT K OCHOBHbIM aHTUIreHam OCTPOBKOBbIX KieToK (GAD/IA-2)

AT K 3K30KPMHHOW YaCTN NOAMKENYLOYHOM sKenesbl (n/kon.)
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4600

6670

3680

3220

2880

3570

5290
1840
5180

350
350
350
750
810
1840
1840
1840
1840
420
420
860
120
120
1090
1610
920
2240

750
750
750
750

750
750
750
750

750
750
750
750

750
750
750

1900
860
630
630

1960
1380
750

1800
1740
1700
1600



A12.06.023

A12.06.013

A12.06.029
A12.06.030
A12.06.030
A12.06.065
A12.06.065
A12.06.029

A12.06.036

A12.06.024
A12.06.024

A12.06.024
A12.06.059

A12.06.055
A12.06.055
A12.06.066

A12.06.010.001
A12.06.010.002
A12.06.061

A12.06.010.001
A12.06.012.002

A12.06.040

A12.06.010
A12.06.010

A12.06.026
A12.06.035
A12.06.026

A12.06.010

A12.06.051

A12.06.057
A12.06.061

A12.06.009
A12.06.009
A12.06.033

A12.06.028

A12.06.038

'MT.26.161.

FMT.26.162.

'MT.26.6.
'MT.26.5.
'MT.26.4.
'MT.50.21.2181
'MT.50.20.2181
'MT.50.1.2202.
'MT.50.4.1289.

FMT.26.163.

[MT.50.4.1385.
IMT.20.167.

IMT.26.127.

FMT.26.184.
'MT.50.24.2181

IMT.26.26.
IMT.26.27.
IMT.26.165.
IMT.26.196.
IMT.26.197.
[MT.50.25.2181
MT.50.26.2181

IMT.26.11.
MT.26.10.
IMT.26.12.

MT.26.200.
MT.26.205.

IMT.26.21.
'MT.26.18.
'MT.26.20.
'MT.26.19.

IMT.26.9.
IMT.50.13.2181

'MT.26.23.
MT.26.22.
IMT.26.25.
IMT.50.4.2215.
IMT.26.182.
IMT.26.203.
IMT.26.202.

IMT.50.2.2215.

IMT.26.13.

rMT.26.7.

IMT.26.14.
IMT.26.15.
IMT.26.16.
IMT.26.17.

IMT.26.24.
IMT.26.170.

IMT.26.198.
'MT.50.23.2181

IMT.26.31.
'MT.26.36.
'MT.26.38.
'MT.26.37.
IMT.26.171.

12.00.03.Cepaue

AHTUTE/IA K MUOKapAy C onpeaesieHnemM Tuna ceeyeHus
12.00.04.TpombouuToneHuns

AHTUTENA K TPOMbBOUWTam, meToa HPUD
12.00.05.AHTUDOCHONNNMUAHDIA CUHAPOM

AT K KapanonunnuHy (ckpuH. IgG, IgM, IgA)

AT K pochonunnuaam 1gG (kon)

AT K pochonunugam IgM (kon)

AHTUTeNa K aHHeKcuHy V 1gG

AHTUTENa K aHHeKcuHy V IgM

AT K KapanonunuHy IgA (kon)

AT K ®C-npoTpombuHoBOMY Komnaekcy (PS-PT), 18G u IgM
12.00.06.AyTOMMMYHHbIV renatut

AHTUTENIA K MMKPOCOMaM neYyeHn-noykn (LKM-1) metogom HPUD Ha TpoiiHom
cybcTpaTe

AHTUTENA K LUTOMIa3MaTUHECKOMY aHTUTEHY NeYeHn

AT K rnagkoi myckynatype (ASMA) (n/kon)

AT K aHTUreHam ayTOMMMYHHbIX 3a6oneBaHuit neyenn (PDC-AMA-M2, M2-3E,
SLA/LP, LC-1, LKM-1, Sp-100, PML, gp210, Ro-52)

AT K acvanornmkonpotemHosomy peuentopy (aHTU-ASGPR)
OnpegeneHvie cogepkaHuna nogknacca 1gG4
12.00.07.Uenvakus

AT K ravaguHy IgA (kon)

AT K ravaguHy 1gG (kon)

AT K aHgomum3nio IgA n IgG (EMA) (kau)

AT K Ae3amngnpoBaHHbIM NeNTMAam ranaguna IgA

AT K A€3aMUAMPOBAHHbIM NENTUAAM rMaanHa IgG

AT K TKaHEeBOI TpaHcrayTamuHase, IgA (Kon.)

AT K TKaHeBOW TpaHcriyTammuHase, 1gG (n/kon.)
12.00.08.CucTeMHan KpacHas BOMYaHKa

AT K gsycnupanbHoit JHK (kon. IgG)

AT Kk ogHocnupanbHoi AHK (kon. IgG)

AT K 3KCTparMpoBaHHbIM agepHbiM Al (kon)

AT K asycnupanbHoit IHK Ha Crithidia lucilia, noaTsepxaeHune HPUD (n/kon.)
AT Kk aumdoumtam (n/kon.)

12.00.09.CuctemHasn cknepogepmuma

AHTULEHTpOMEpHble AT (kon. 1gG)

AT K aHTureHy Scl-70 (kon. IgG)

AT K Hykneocomam (Kkon. 1gG)

AT K umtonnasmartmyeckomy Al Jo-1 (kon. IgG)

12.00.10.AyToMMMyHHble 3aboneBaHna KT

AHTUHYKNeapHble AT (kon. IgG)

AHTUHYKNeapHbI GpaKTop Ha KneTouyHoW nnHUKM HEp-2 c onpeseneHvem 6 Tvnos
cBeyeHus

AT K BHyTpeHHemy dakTopy (Kon)

AT K muUTOXOHAPMAM (KoN. IgG)

AT K napueTtasibHbIM KneTkam (kon. 1gG)

AT k Saccharomyces cerevisiae (ASCA) IgA

AT k Saccharomyces cerevisiae (ASCA) IgG

AT K aHTUreHy GP2, IgG u IgA (npu 6onesHu KpoHa) (kon.)

AT K 60KaNOBMAHBLIM KNETKAM KuwedHmKa (n/kon)

MMMYHOBNOT aHTUHYKNEaAPHbIX aHTUTen (aHTureHbl Sm, RNP/Sm, SS-A (60 ka/52
k[a), SS-B, Scl-70, PM-Scl, PCNA, CENT-B, Jo-1, dsDNA/ructoH/, Hykneocombl, Rib
12.00.11./lekapcTBeHHan BOAYaHKa

AT K ructoHam (kon. 1gG)

12.00.12.MapKepbl ayTOMMMYHHbIX 3ab60/1eBaHM1, accoLmmpoBaHHbIx ¢ CKB

AT K 6eTa-2-rnukonpoTtemnHy (ckpuH. IgG, IgM, IgA)

AT K uutonnasmatuyeckomy Al SS-A (RO) (kon. IgG)

AT K uutonnasmatuydeckomy Al SS-B (La) (kon. 1gG)

AT K aKkcTparmpyemomy agepHomy Al Sm (kon. IgG)

AT K aKcTparmpyembim sgepHbim AT RNP\Sm (kon. 1gG)

12.00.13.AyTOMMMYHHble 3aboneBaHUA NoYeK

AT K 6a3anbHo membpaHe rnomepynsapHoro annaparta (kon. IgG)

AHTUTENA K peuenTopy pochonmnnasbl A2 (MembpaHO3HbIN rnomepynonodpur)
AT K CTEPOMANPOAYLMPYIOWMM KNeTKaM HagnodedHnKka (ACMK) (n/kon.)

AT K C1qg daKTOpy KOMNAEMEHTA

12.00.14.Monosas coepa

AHTUCNEpManbHble AT (Kon)

AT K TKaHUW AWYHMKa, Ig A (Kau)

AT K TKaHW fAIMYHKKa, I18G (Kau)

AT K TKaHUW AWYHUKA, IgM (Kau)

AHTuTENa K XY 1gG, IgM (n/Kkon.)
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1150

1320

810
750
810
1370
1370
1040
1450

2070
1610
1840

1700
1700
1850

750
750
1210
990
990
1200
1200

980

1040
1040

1500
1720

1040
1040
1040
1040

1090

1730
1210
1550
860

1250
1250
2100
1860

4360

1090

1090
1090
1090
1090
1090

1380

2800
1300
1300

980
690
750
750
1090



A12.06.071

A12.06.037
A12.06.037

A12.06.037
A12.06.037
A12.06.037
A12.06.053

A12.06.062
A12.06.063
A12.06.052

A09.04.003

A09.05.122

A12.06.074
A12.06.025

A12.06.064
A12.06.021

A12.06.037
A12.06.029

B03.040.001

A12.06.030

A12.06.009
A12.06.009

A12.06.023

A12.06.009
B03.040.001

'MT.26.195.
'MT.50.27.2181

'MT.26.33.
'MT.50.51.2181
'MT.50.22.2181
FMT.26.191.
FMT.26.192.
FMT.26.174.
IMT.26.175.

IMT.26.34.
MT.26.160.
MT.26.35.

'MT.26.81.

'MT.26.206.
'MT.26.207.
FMT.26.115.

IMT.26.114.

IMT.20.113.
IMT.26.177.
MT.26.180.
IMT.26.181.
IMT.26.178.
IMT.26.179.
IMT.26.173.

IMT.26.166.

IMT.26.168.
IMT.26.169.
'MT.26.210.
'MT.26.208.
'MT.26.188.

FMT.26.209.

IMT.26.117.
IMT.26.116.
MT.26.167.
MT.26.118.

IMT.26.121.

IMT.26.120.

MT.26.119.

MT.26.66.
IMT.26.77.

IMT.26.52.

MT.26.76.
MT.26.63.
MT.26.60.

IMT.26.71.

IMT.26.79.
IMT.26.74.
IMT.26.54.
MT.26.58.

IMT.26.68.

IMT.26.53.

IMT.26.55.

IMT.26.67.
IMT.26.78.

MT.26.56.

AT K cTepouA-npoayLmpyowmm Knetkam andka (ACKMN-Testis)

AT K CTepouA-NpoayLMpyoLWMM KaeTkam AndHunKa (ACKM-Ovary)
12.00.15.CrucTemMHble BaCKyAUTbI

AT K yutonnasme Heitpodunos (AHLA) (n/kon. 1gG)

AHTUHENTPOGUNbHbIE UUTONA3MaTUYECKNE aHTMTeNa, IgG (ANCA), Combi 6
AT K KneTkam cocyaumcroro aHgotenuna (HUVEC)

AT K mmenonepokcuaase (aHTu—-Mno)

AT K npotenHase-3 (aHTu-MP-3)

AT K uutonnasme HeTpodumnos (AHLA) IgA

AT K yutonnasme Heintpodunos (LAHUA/NAHLA) IgG meTogom HPUD
12.00.16.PeBMaTonaHbIv apTpuUT

AHTU-MCV (AHTUTENA K LUTPYNNIMHUPOBAHHOMY BUMEHTUHY) (Koa. I18G)
AHTUKEpPaTMHOBbIE aHTUTENA

AHTUTENa CCP (AHTUTENA K LMKNINYECKOMY LMTPY/I/IVH COAEp Kallemy nentuay)
(kon)

AHTUNEPUHYKNeapHbI GaKkTop

AT K Sa-aHTUreHy

AT peBmaTonaHoro dpaktopa, IgA

KpucTannbl CMHOBMANbHOW KUAKOCTU

ONMromepHbIi MaTpUKCHbI 6enok xpawa (COMP) (aMarHocTMKa octeoapTposa)
12.00.17.3a60n1eBaHuUA KOXKM

AT K MEKKNETOYHOMY BELLECTBY M 6a3asbHON MembpaHe KoK (Kau)

AT K 6a3anbHON MembpaHe KoK MeToaom HPUD

AT K 6enky BP 180

AT K 6enky BP 230

AT K gecmornevHy 1

AT K gecmornevHy 3

AT K 4ECMOCOMaM KOXXM MeTogoM HPUD

12.00.18. Capkongo3

AKTVMBHOCTb aHIMOTEH3UH-NpeBpaLLatoLLero pepmeHTa (AMarHocTMKa capkomaosa)
12.00.19. HeBponormyeckne ayToMMmMmyHHble 3a6oneBaHuA

AHTUTENA K aLETUIXONMHOBOMY pelienTtopy (AxP)

AHTUTENA K CKENETHbIM Mbiwuam (ACM)

AT K Kanuesbim KaHanam (LGI1 n CASPR2) (n/kon.)

AT k MUSK peuentopy

AT Kk NMDA ratotamaTtHoOmy peuenTtopy

AT K aHTUreHam MuesIMHa METOAOM HenpsMon MMMyHobatoopecueHumm (n/kon.)
NHAaekc anbbymuHa (npoHuuaemocTtb MI6) (1MKBOP M KPOBb)

ONUrOKNOHANbHbBIN UMMYHOTN06YAMH IgG (1MKBOP M KPOBb)

OnpeaeneHue akBanopuHa - 4 (NMO) knacca IgG

12.00.20. Cuctema KomniemeHTa

1gG-MMMyHHble KomnieKcbl (MeTog ceasbiBaHua ¢ Clg (C1g-1gG)

AyTOMMMYHHas MMMYHOKOMMNAEKCcHasA natonorusa (komnaemeHt CH-50 n C1Q-IgG-
MK)

NHrnbutop C1INH (aMarHocTMKa KpanuBHMULLbI M aHTIMOHEBPOTUYECKOTO OTeKa)
06wwan remonnTYecKkan cnocobHOCTb CbiBOPOTKM (CH-50)

12.00.21.KomnneKcHas AMarHOCTUKA ayTOMMMYHHbIX U CUCTEMHbIX 3aboneBaHui
AHTUHeNTpodUNbHbIE aHTUTENA
AHTUTENa K KapANOAUNUHY Knaccos IgG n IgM

AHTUTENA K OCHOBHbIM aHTUreHam CKB (aHTuTena Kk aocHK 1 Hykneocomam)
AHTUdOCHONMNUAHBIE aHTUTENA

BbifaiBNeHMe aHTUTeN K peTUKYANHY Knaccos I1gG n IgA

[narHocT1ka ayTouMMyHHOro nopaeHus noyek (AHUA, BMK, AHO)
[uarHoctuka 6bicTponporpeccupytolero rnomepynoHedputa (AHLA v aHTUTENa K
BMK)

[narHocT1ka BocnanuTenbHbix MUOKapauonaTuin (Mio u AMA)

[narHoctunka BTopuyHoro aHtudocdonmnuaHoro cuHapoma (AK n AH®)
[narHoctuKka rpaHynemaTtosHbix Backyautos (AH® n AHLIA)

[1arHocT1Ka ny3bIpHbIX ePMaTO30B (ayTOAHTUTENA K aHTUTEHAM KOXM)
OnddepeHumanbHas anarHoctvka 6onesHn KpoHa u azseHHoro koamta (AHLA 1gG
1 ASCA IgA)_new

KombuHupoBaHHOe obcnefoBaHMe Npy BOCNAAUTENbHbIX 33601€BaHUAX
KuweyHuka (AHUA 1gG/1gA, ASCA (1gG/1gA)

KomMnneKcHbIN TECT AMarHOCTUKM PAaCcCEeAHHOTO CKepo3a (0NIMroKNoHaNbHbIN I18G U
cBob6OAHbIE Nerkue uenu)

06cnenoBaHue Npu BoONYaHOUHOM HedpuTe

0O6cnepoBaHue npu CKB (AH®, acHK 1 AKN)

MonHoe ceponoruyeckoe obcnesnosarve npu uennakum (AA, TTT, APA, ATA)
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1300
1460

2800

2300
1850
2350
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2390

5600
1250
6200
5500
4200

1820
1650
5020
2920

1450

2550

2150
1550

3680
2190

2300
5410
1610
3910
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2760
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3110
3910

2880

4950

5980

2530

4260

6790



Pa3BepHyTan guarHoctvka aHTudochonnnuaHoro cuHapoma (AH®, aHTutena K

A12.06.030 FMT.26.62. KapanonunuHy IgG/lgM, 6eta2 15 4490
A12.06.024 MT.26.61. Pa3BepHyTan ceponorusa ayTouMmyHHbIX 3a601eBaHNI NneveHn 15 6900
FMT.26.72. PasBepHyTOe 0b6cnenoBaHMe NpU NOANHEBPUTAX (CKPUHMHT NapanpoTenHa, AH®,
AHUA, ENA, aHTu-GM1, GD1b, GQ) 15 5980
FMT.26.75. PasBepHyTOe ceposiornyeckoe obcnefoBaHVE NPU NOJTUMUO3UTE C KOMMEHTAPUEM
(AH®, ENA, aHTU-Mi-2, Ku, Pm) 15 5980
A09.28.030.002 MT.26.73. CBoboAHbIe Nerkune Kanna u nambaa uenv UMMyHorn106y1MHOB B moye 15 1500
A09.05.106.003 FMT.26.59. CeoboaHble nerkve kanna/nambaa uenu MMMyHOr106YIMHOB B CbIBOPOTKE KPOBU 15 1610
CBoboaHble nerkve nambaa/kanna uenv UMMyHOr106yIMHOB B
uepebpocnuHanbHoM Kuaroctu( CeoboaHble Nambaa-uenv UMMyHOrno6yanHoB B
FMT.26.65. CMUHHOMO3roBOW XMUAKOCTM CBO6OAHbIE Kanna-Lenu UMMYHOT106yIMHOB B
CNUHHOMO3TOBOW }KUAKOCTU 15 1550
A12.06.024 FMT.26.64. CKPUHUHT ayTOMMMYHHOrO nopaxkeHua nederdn (AH®, AMA, ATMA, LKM, ATKK) 15 3910
MT.26.70. CKPUHUHT bonesHel coeguHUTenbHol TkaHu (AH® n ENA-CKpUH) 15 2420
A09.28.028 MT.11.14. CKPUHWUHT M-TPAOMEHTA (6enka beHc-AoHca) B MOYE 15 2420
IMT.26.57. CKpUHUHT uennakum (AAT 1IgG n TTI2 IgA) 15 2990
A09.28.028 MT.26.80. TunuposaHue M-rpaaueHTa (6enka beHc-[oHca) B moue 15 4490
MT.26.69. YTouHeHMe anarHosa uenmakum (ASA n TTT) 15 3450
MT.26.51. InekTpodopes 6esKOB MOUM C ONpeaeNeHMeM TUNa NPOTENHYPUN 15 1960
MT.26.171 AHTuTena n Xy IgG, gM (n/kon.) 8 1040
0 CMT.26.187. AHTUHelpoHasbHble aHTuTeNa (AHTK-Yol, Hu, Ri, PNMA2 (Ma2/Ta), CV2,
AMOUGU3NH), AUArHOCTUKA NapaHeonaacTUYECKUX IHLEDANUTOB 9 5400
A12.06.010 MT.26.111. AHTUHYKNeapHble aHTUTeNa Npu cknepogepmuu (Scl-70, CENP A, CENP B, RP 11, RP
155, pnbpuanapuH, NOR 90, Th/To, PM-Sc 100, PM-Scl 75, Ku, PDGR, Ro-52) u 9 3850
A12.06.030 IMT.26.112. AHTUdochonunuaHble aHTuTeNa (AT 6eTa-2-rnnkonpoTenHy IgM, IgG, aHHeKcUHy V
1gM, 18G, npoTpombuHy IgM, 1gG, K/1,®C, X, DU, ®K, CD), ummyHob10T 9 5090
AT npu nonanmuosute: AT K Mi-2, Ku, PM-Scl100, PM-Scl75, SRP, aHTUCUHTETa3Hble
A12.06.025 FMT.26.186. aHtuTena (Jo-1, PL-7, PL-12, EJ, OJ) n aHTutena k Ro-52 9 4100
0 MT.26.185. [uarHoctka BocnanuTenbHbix NoavHeBpuToB (AT K raHrnnosngam GM1,GM2,
GM3, GM4, GD1a, GD1b, GD2, GD3, GT1a, GT1b, GQ1lb, cynbdatnay) IgG/IgM 9 5500
A09.28.030.002 rMT.26.73.1. CeoboaHble nerkue kanna n nambaa uenu MMMyHorno6yIMHOB (CyTouHas mMoua) 15 1400
A09.28.028 MT.11.14.1. CKpUHUHT M-TpagueHTa (6enka beHc-[oHca) (cyTouHas moya) 15 2100
A09.05.106 MT.50.19.2181 o
CKPUHUMHT NapanpoTEMHEMMUI B CbIBOPOTKE KPOBM C NOMOLLLbIO UMMYHODUKCALMK 15 1890
A09.28.028 MT.26.80.1. TunuposaHue M-rpaaueHTa (6enka beHc-[»oHca) (cyTouHaa moua) 15 3600
A09.05.106 MT.50.28.2181
TunupoBaHWe NapanpoTeENHa B CbIBOPOTKE KPOBM C MOMOLLbIO MMMYHODUKCaLMn 15 4000
rMT.26.51.1. AnekTpodopes 6eKOB MOUM C oNpeaeneHMem TMNa NPOTEMHYPUK (CyTouHan moya) 15 1750
IMT.26.319. |Kal1b|’1pOTeKTMH (5100 A8/A9) B KpoBMU 9 3100
13.AUMATHOCTUKA ANNEPTUN
13.01.TEXHO/10TMA IMMUNOCAP
13.01.01.1 3TAN MepBurYHbIE TECTbI HAa ANNEPTUIO (CKPUHUHT)
A09.05.118 [MT.40.2. CMmecb annepreHoB NULM (ANYHbIN 6€10K, MONOKO, TPECKA, NIEeHMLa, apaxmc, cos)
IgE (FX5, ImmunoCAP) 5 2010
A09.05.118 [MT.40.1. Cmecb MUKpocKonuyeckux rpnbos (Penicil. notatum, Cladosporium herbarum,
Asper. fumigatus, Candida a 5 2010
A09.05.118 rMT.40.57. Cmech MACHbIX NPOAYKTOB: CBUHMHA, roBaaunHa, Kypuua IgE (FX73, ImmunoCAP) 4 1550
A09.05.118 rMT.40.33. Cmecb ¢pykToBasa Nol: anenbcuH, abnoko, 6aHaH, nepcuk IgE (FX15, ImmunoCAP) 5 1550
A09.05.118 MT.40.65. TpwunTasa IgE (ImmunoCAP) 6 4080
A09.05.118 MT.40.63.1. dagmaton (ImmunoCAP) KanunnapHas KpoBb 4 2760
A09.05.118 MT.40.63. daawmaton IgE (ImmunoCAP). 4 2760
A09.05.118 TMT.40.64.1. danunaron nerckuii (ImmunoCAP) 1o 5-tu siet, kKanmmuisipHast KPOBb 5 2760
A09.05.118 TMT.40.64. daunaron nerckuid (ImmunoCAP) 1o 5-tu et 5 2760
A09.05.118 MT.40.5. Cmecb annepreHos nnecenn (Penicillium notatum, Cladosporium herbarum,
Aspergillus fumigatus, Alternaria alternata), IgE, 06w, pe3ynbTtat (MX1,ImmunoCAP) 5 2010
13.01.02.2 3TAI BbiABNeHNE UHAMBUAYANbHOTO annepreHa
A09.05.118 MT.41.48. Alternaria alternata IgE (M6, InmunoCAP). 5 860
A09.05.118 MT.41.19. Aspergillus flavus IgE (M228, ImmunoCAP). 5 860
A09.05.118 rMT.41.7. Aspergillus fumigatus IgE (M3, ImmunoCAP). 4 860
A09.05.118 MT.40.324. Botrytis cinerea IgE (M7, InmunoCAP) 4 860
A09.05.118 MT.41.11. Candida albicans IgE (M5, ImmunoCAP). 4 860
A09.05.118 IMT.41.5. Cladosporium herbarum IgE (M2, ImmunoCAP). 4 860
A09.05.118 IMT.41.1. Helmintosporium halodes IgE (M8, ImmunoCAP). 5 860
A09.05.118 MT.41.9. Mucor racemosus IgE (M4, ImmunoCAP). 5 860
A09.05.118 IMT.41.3. Penicillium notatum IgE (M1, ImmunoCAP). 5 860
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IMT.41.15.
IMT.41.13.

IMT.41.173.
TMT.41.473.
IMT.41.183.
FMT.41.283.
IMT.41.181.
IMT.41.185.
IMT.41.103.
TMT.41.243.
IMT.41.189.
IMT.41.187.
IMT.41.463.
IMT.41.379.
IMT.41.113.
IMT.41.199.
IMT.41.279.
IMT.41.191.
IMT.41.393.
[MT.41.295.
IMT.41.193.

[MT.41.85.

MT.41.115.
MT.41.151.
IMT.41.153.
IMT.41.233.
IMT.41.261.
IMT.41.201.

IMT.41.37.
IMT.41.77.

IMT.41.409.
IMT.41.465.
FMT.41.289.
IMT.41.483.
IMT.41.207.
IMT.41.139.
IMT.41.109.
IMT.41.481.
IMT.41.445.
IMT.41.213.
IMT.41.469.
IMT.41.167.
MT.41.263.
IMT.41.219.
IMT.41.215.
IMT.41.221.
MT.41.269.
MT.41.259.
MT.41.411.

TMT.41.89.
rMT.41.97.
FMT.41.101.
FMT.41.99.

FMT.41.375.
FMT.41.385.
FMT.41.241.
FMT.41.485.
FMT.41.277.
FMT.41.237.
FMT.41.69.

FMT.41.78.

FMT.41.223.
FMT.41.471.
FMT.41.475.
FMT.41.479.
FMT.41.55.

FMT.41.91.

FMT.41.477.
FMT.41.239.
FMT.41.377.
FMT.41.143.
FMT.41.423.
FMT.41.145.
FMT.41.203.
FMT.41.459.
FMT.40.66.

Pityrosporum orbiculare IgE (M70, ImmunoCAP).
Rhizopus nigricans IgE (M11, ImmunoCAP).
Abpukoc IgE (F237, ImmunoCAP).
Am6po3ua Bbicokas IgE (W1, ImmunoCAP).
AnenbcuH IgE (F33, ImmunoCAP).

Apaxuc IgE (F13, ImmunoCAP).

Apbys3 IgE (F329, ImmunoCAP)..

BaHaH IgE (F92, ImmunoCAP)

Bobbl coesble IgE (F14, ImmunoCAP).
Bpokkonu IgE (F260, ImmunoCAP).
BuHorpag, IgE (F259, ImmunoCAP).

BuwHs IgE (F242, ImmunoCAP).

Bns IgE (T45, ImmunoCAP).

FosaauHa IgE (F27, ImmunoCAP)

lopox IgE (F12, ImmunoCAP).

IperndpyT IgE (F209, ImmunoCAP).
Ipeukunii opex IgE (F256, ImmunoCAP).
Ipywa IgE (F94, ImmunoCAP).

[omawHsas nbinb (Hollister-Stier Labs.) IgE (H2, ImmunoCAP)

[poxxu IgE (F45, ImmunoCAP).

[Obinn IgE (F87, ImmunoCAP).

enTok anuHbii IgE (F75, ImmunoCAP).
Kakao IgE (F93, ImmunoCAP).

Kanbmap IgE (F258, ImmunoCAP).
Kambana IgE (F254, ImmunoCAP).
Kanycra IgE (F216, ImmunoCAP).
KapTtodens IgE (F35, ImmunoCAP).
Kuswu IgE (F84, ImmunoCAP).

Knew, gomaluHei nbinu Euroglyphus maynei IgE (D74, ImmunoCAP)

Kosbe monoko IgE (F300, ImmunoCAP).
Komap IgE (171, ImmunoCAP).

Koctep IgE (G11, ImmunoCAP).

Kode IgE (F221, ImmunoCAP).

Kpanuea agysomHasn IgE (W20, ImmunoCAP).
KpacHasa cmopogauHa IgE (F322, ImmunoCAP).
Kpesetku IgE (F24, ImmunoCAP).

Kykypysa IgE (F8, ImmunoCAP).

JNlebena veueBmuesunaHas Ige (W15, ImmunoCAP).
JNlewwHa IgE (T4, ImmunoCAP).

JlumoH IgE (F208, ImmunoCAP).

JlucoxsocT nyrosoi IgE (G16, ImmunoCAP).
JNococs IgE (F41, ImmunoCAP).

Jlyk IgE (F48, ImmunoCAP).

ManwHa IgE (F343, ImmunoCAP).

MaHgapuH IgE (F302, ImmunoCAP).
MacnuHa IgE (F342, ImmunoCAP).

Mungans IgE (F20, ImmunoCAP).

Mopkosb IgE (F31, ImmunoCAP).

Mortbinb IgE (173, ImmunoCAP).

Myka rpeyHeBas IgE (F11, ImmunoCAP).
Myka oBcAHas IgE (F7, ImmunoCAP).

Myka prkaHas IgE (FS5, ImmunoCAP).

Myka sumeHHasn IgE (F6, ImmunoCAP).

Msco kponuka IgE (F213, ImmunoCAP).
OBcaHuua nyrosas IgE (G4, ImmunoCAP).
Orypeu, IgE (F244, ImmunoCAP).

OpyBaHuuK IgE (W8, ImmunoCAP).

Opex Kewsto IgE (F202, ImmunoCAP).

Mepew IgE (F218, ImmunoCAP).

Mepo Kypuupl IgE (E8S5, ImmunoCAP).

Mepo yTku IgE (E86, ImmunoCAP).

Mepcuk IgE (F95, ImmunoCAP).

MopoporKHMK naHueToBuaHbIl IgE (W9, ImmunoCAP).
MopconHeyHuk IgE (W204, ImmunoCAP).
Monbixb IgE (W6, ImmunoCAP).

MomeT BoNHMCTOrO Nonyraiyumka Ige (E77, ImmunoCAP).

Puc IgE (F9, ImmunoCAP).

Pomaluka IgE (W206, ImmunoCAP).

CaxapHasn csekna Igk (F227, ImmunoCAP).
CsuHuMHa IgE (F26, ImmunoCAP)

Cenbapb IgE (F205, ImmunoCAP).

Cemsa noacosiHeyHuKa IgE (K84, ImmunoCAP).
Crym6pus IgE (F206, ImmunoCAP).

Cnusa IgE (F255, ImmunoCAP).

CocHa BelimyToBa IgE (T16, ImmunoCAP).

CTadmNOKOKKOBbBIV 3HTEPOTOKCUH A IgE (M80, ImmunoCAP)
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A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

A09.05.118

A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

A09.05.118
A09.05.118
A09.05.118

A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

A09.05.118

A09.05.118
A09.05.118

A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

A09.05.118

A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

B03.002.004
B03.002.004

B03.002.004
B03.002.004
B03.002.004

B03.002.004

MT.40.67.

'MT.41.900.
'MT.41.405.
MT.41.387.
'MT.41.265.
MT.41.155.
MT.41.165.
MT.41.257.

MT.41.121.
"MT.41.281.
MT.41.141.
MT.41.285.
MT.41.251.
MT.41.255.

FMT.41.47.

MT.41.231.
MT.41.399.
MT.41.395.

MT.41.457.
MT.41.391.

MT.41.905.
'MT.41.906.

MT.41.25.
MT.41.26.
MT.41.27.
MT.41.28.

MT.41.23.

MT.40.274.

MT.41.38.

MT.40.211.
MT.40.215.
MT.40.213.
MT.40.214.
'MT.40.289.
MT.40.311.
"MT.40.306.
MT.40.316.
MT.40.321.
MT.40.310.
'MT.40.349.
MT.40.357.
"MT.40.358.
'MT.40.359.
"MT.40.360.
'MT.40.305.
'MT.40.346.
MT.40.347.
'MT.40.302.
"MT.40.303.

'MT.40.307.
'MT.40.301.
"MT.40.300.
"MT.40.348.
'MT.40.308.
"MT.40.309.
MT.40.318.
MT.40.319.
MT.40.361.
'MT.40.363.
MT.40.362.

MT.41.616.

MT.41.616.
MT.41.601.
'MT.41.604.
'MT.41.603.

MT.41.602.

[N

CTadunNOKOKKOBbIN 3HTEPOTOKCHH B IgE (M81, ImmunoCAP)
CTadUNOKOKKOBbIN 3HTEPOTOKCUH TSST IgE (M226, ImmunoCAP)
TapakaH pbiskuit IgE (16, ImmunoCAP).

Tumodeeska nyrosas IgE (G6, ImmunoCAP).

Tomar IgE (F25, ImmunoCAP)

Tpecka IgE (F3, ImmunoCAP).

TyHeu, IgE (F40, ImmunoCAP).

Toikea IgE (F225, ImmunoCAP).

daconsb IgE (F15, ImmunoCAP).

®ucrawwkm IgE (F203, ImmunoCAP).

®opens IgE (F204, ImmunoCAP).

dyHayk IgE (F17, ImmunoCAP).

LiseTHan kanycra IgE (F291, ImmunoCAP).
YecHok IgE (F47, ImmunoCAP).

Snutenunit mopckoi ceuHkK IgE (E6, ImmunoCAP).
f6noko IgE (F49, ImmunoCAP)

A4 ocbl 06bIKHOBEHHOM IgE (13, ImmunoCAP).

A4 nuens! gomawHein IgE (11, ImmunoCAP)..
flceHb BbIcOKMI IgE (T25, ImmunoCAP).

[omawHss nbiib (Greer Labs.Inc.) IgE (H1, ImmunoCAP)
[JomawHas nbiib (Greer Labs.Inc.) IgG (H1, ImmunoCAP)

[JomawHan nbinb (Hollister-Stier Labs.) 1I8G (H2, ImmunoCAP)

Knew, gomawHeii noinn Dermatophagoides farinae IgE (D2, ImmunoCAP)

Knew, gomawHeii noinn Dermatophagoides farinae 1gG (D2, ImmunoCAP)
Knew, gomatHeii noinn Dermatophagoides microceras IgE (D3, ImmunoCAP)
Knew, gomawHeii noinn Dermatophagoides microceras IgG (D3, ImmunoCAP)
Knew, gomawHeii noinn Dermatophagoides pteronyssinus IgE (D1, ImmunoCAP)

Knew, gomawwHei nbinn Dermatophagoides pteronyssinus IgG (D1, ImmunoCAP)
Knew, gomawwHei nbinu Euroglyphus maynei 1gG (D74, ImmunoCAP)
13.01.03.3 3TAMN OnpeaeneHne anneprokoOMNOHEHTOB
13.01.03.3.1.MporHo3 adpdekTnBHoCcTU ACUT

Anneprua Ha aluo IgE (ImmunoCAP).

Ambpo3us - gns ACUT IgE (ImmunoCAP).

3nakosble Tpasbl - a3 ACUT IgE (ImmunoCAP).

MonbiHb - ana ACUT IgE (ImmunoCAP).

CopHble TpaBbl - a7 ACUT IgE (ImmunoCAP)

Alternaria alternata rAlt al Ig (M229, ImmunoCAP)

Tumodeeska nyrosas rPhl pl, rPhl p5b IgE (G213, ImmunoCAP)
AnbbyMWH CbiBOPOTKM KoLwku nFel d2 IgE (E220, ImmunoCAP)
AnbbymuH cbiBopoTKM cobakm nCan f3 IgE (E221, ImmunoCAP)
Ambpo3ua nAmb al Ig (W230, ImmunoCAP).

Apaxuc rAra hl Igt (F422, ImmunoCAP).

Apaxuc rAra h2 Igt (F423, ImmunoCAP).

Apaxuc rAra h3 IgE (F424, ImmunoCAP).

Apaxuc rAra h8 PR-10 IgE (F352, ImmunoCAP).

Apaxuc rAra h9 LTP IgE (F427, ImmunoCAP).

Bepésa rBet v2, rBet v4 IgE (T221, ImmunoCAP).
Beta-naktornobynut Ige (F77, ImmunoCAP).

Kapn (MapsanbbymuH) rCyp cl IgE (F355, ImmunoCAP).
KoHanbbymuH saiiua nGal d3 IgE (F323, ImmunoCAP).

Jnzoumm anua nGal d 4 IgE (K208, ImmunoCAP).

MUHOPHbIE KOMMOHEHTbI Nbl/IbLbI M NPOAYKTOB PAaCTUTENbHOTO NpoucxoxaeHus IgE (G214,
ImmunoCAP)

OBanbbymuH aiua nGal d2 IgE (F232, ImmunoCAP)

OBsomykoug, aiua nGal d1 Igk (F233, ImmunoCAP).

Omera-5 MuaguH nwexunup! rTrial9 IgE (F416, ImmunoCAP)
MonbiHb nArt v1 IgE (W231, ImmunoCAP).

MonbiHb nArt v3 LTP IgE (W233, ImmunoCAP).

Cobaka rCan f1 IgE (E101, ImmunoCAP)

Cobaka rCan f2 IgE (E102, ImmunoCAP)

Cos rGly m4 PR-10 IgE (F353, ImmunoCAP).

CbIBOPOTOYHbIM anbbymuH nBos d6 IgE (E204, ImmunoCAP)
TponomunosuH kpesetok rPen al IgE (F351, ImmunoCAP).

13.02. TEXHOJIOTUA ALLERGY EXPLORER 2

Anneprounn ALEX 2 (300 anneprokomnoHeHToB, Allergy Explorer 2)
Anneprouvn ALEX 2 (300 anneprokomnoHeHToB, Allergy Explorer 2). kanunnspHas Kposb

13.03. TEXHO/IOTUA ALLERGY-Q

ATonuyeckan naHenb, IgE (44 anneprena, Allergy-Q-ummyHo610T)

MynbTu-naHens, IgE (107 anneprena, Allergy-Q-vmmyHo610T)

Muwesas naHens, IgE (72 anneprena, Allergy-Q-ummyHo610T)

AcTMma 1 puHUT,PecnupaTtopHas naHenb, IgE (64 anneprena, Allergy-Q-ummyHo610T)
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A09.05.118
A09.05.118
A09.05.118

A09.05.118
A09.05.118
A09.05.118

A09.05.118
A09.05.118
A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

B03.002.004

B03.002.004

B03.002.004

B03.002.004

A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

A09.05.118
A09.05.118
A09.05.118
A09.05.118

A09.28.055

A09.28.055.001

A09.28.055.001
A09.28.055.001
A09.28.055.001
A09.28.055.001
A09.28.055.001
A09.28.055.001

MT.41.525.
MT.41.531.
'MT.41.520.

MT.41.521.
MT.41.529.

MT.41.517.
MT.41.518.
MT.41.522.
'MT.41.530.

MT.41.528.

MT.41.519.

'MT.41.526.
MT.41.532.
MT.41.533.
MT.41.523.
MT.41.524.
MT.41.527.

MT.41.511.

MT.41.512.

MT.41.513.

MT.41.514.

MT.41.491.
'MT.41.498.
MT.41.421.
MT.41.492.
MT.41.493.
MT.41.419.
'MT.41.490.

'MT.41.500.
MT.41.501.
MT.41.504.
MT.41.507.
'MT.41.502.
'MT.41.506.

"MT.40.339.
MT.50.44.2217.
'MT.41.508.
'MT.41.503.
MT.41.510.

MT.1.91.1

IMT.1.99.1

MT.1.92.1
MT.1.96.1.
MT.1.97.1
TMT.1.93.
MT.1.94.1
IMT.1.95.1

13.04.TEXHONOIMNA DR. FOOKE

AnbTepHapwa anbTepHarta, IgE (Alternaria tenuis (alternata), M6, Dr. Fooke)
Am6p0o3us nonbiHHOAMCTHasA, IE (Ambrosia artemisiifolia, W1, Dr. Fooke)

Bepesa 6enas, IgE (Betula pendula, T3, Dr. Fooke)

BbITOBbIE annepreHbl, MAKCT 2: kel gomatuHer nbinu (D. pteronyssinus, d1), knewwm
nomaturei noinm (D. farinae, d2), anutennin kowwku (e1), anutenuii cobaku (Do
[nioteH, IgE (Gluten, F79, Dr. Fooke)

[omaluHsas neinb, mukeT 1 (Greer Labs, Inc.): knewm gomalunen neinm (D. pteronyssinus, d1,
D. farinae, d2), pbixuin TapakaH (Blatella germanica, i6), IgE (h1

Kneww gomawneit noinw, IgE (Dermatophagoides farinae, D2, Dr. Fooke)

Kneww gomawneit noinv, IgE (Dermatophagoides pteronyssinus, D1, Dr. Fooke)
Kowka: rFel d1, IgE (Cat, Dr. Fooke)

Monoko Koposbe, IgE (Milk, F2, Dr. Fooke)

Myka nweHwudHas, IgE (Wheat, F4, Dr. Fooke)

MnecHeBble rpubbl, MUKCT 1: 3onoTuCThI NeHMumnn (Penicillium chrysogenum, m1),
TpaBsHou knagocnopwuii (Cladosporium herbarum, m2), Abimawmin acneprunn (Aspe
MonbiHb 06bikHOBEHHasA, IE (Artemisia vulgaris, W6, Dr. Fooke)

Tumodeeska nyrosas, IgE (Timothy, G6, Dr. Fooke)

AnuTennit Kowkw, IgE (Cat dander, E1, Dr. Fooke)

Anutennii cobaku, IgE (Dog epithelium, ES, Dr. Fooke)

Anynbiii 6enok, IgE (Egg White, F1, Dr. Fooke)

13.05.TEXHONOIMA RIDA AINEPTOCKPUH PA3BEPHYTbIE MAHE/IN

Manenb neguatpuyeckas (RIDA-MMMyHO6MOT) (7 pecnmpaTopHbix U 13 NULWEBbIX
anneprexos) IgE (knew Dermatophagoides pteronyssinus,knew, Dermatophagoides
farinae,6epéaa,cmechk TpaB,rpubok Alternaria alternata,koLuka (3nuTenui u WwepcTb),cobaka
(anuTenuii 1 WepcTb),KOPOBLE MOMOKO,ankbda-nakrans6ymuH,6eTa-nakTornobynuH, AMYHbIR
6eroK, AMYHBIN XKENTOK,Ka3enH,MOPKOBb,KapToderb, ECHON Opex,apaxyc, NiueHnyHas
Myka,coeBble 606b1,6b14MIA CbIBOPOTOYHbIN anbOymuH)

MaHenb nuweBbix annepreHos (RIDA-uMmyHo6n0T) (20 nuweBbIx annepreHos) IgE
(opexu: NecHoiA, rpeLkuin, apaxvc, MUHAAsb;6ernkn KOpoBbLEro Moroka, B TOM Ynche
KaseuH;AnYHbIN BEenoK 1 XenToK;0BOLLM: KapToders, cenbaepen, MOpKoBb,
TOMaTbl;Tpecka;kpabbl;PPyKTbI: anenbCuHbl U SOMOKV;NLLIEHNYHAS U PXXaHas MyKa;KyHXyTHOe
cems;coeBble 606b1)

MaHenb pecnupatopHbix annepreHos (RIDA-ummyHo6noT) (20 pecnupaTtopHbix) IgE

(knewy Derm. pteronyssinus,knely Derm. farinae,nbinbua onbxu,nbinbua 6epésbl,nbinbua
NeLWmHbI, NbINbLa Ay6a,nbinbLa cMecu Tpas,NbifbLa pXu,NblibLa NombIHY, MbinbLa
NOAOPOXKHMKA, LLEPCTh KOLLKM,LLePCTh follaau, epcTb Cobakm,lLepcTb MOPCKO
CBUHKM,LLIEPCTb XOMSAKa, LWepCTb kponuka,Penicillium notatum,Cladosporium
herbarum,Aspergillus fumigatus,Alternaria alternata)

YHuBepcanbHas naHens (RIDA-uMmyHo6510T) (13 pecnupaTopHbIX U 7 NULLEBbIX
anneprexos) IgE  (knewwm gomatuHen neinu(Dermatophagoides pteronyssinus u
Dermatophagoides farinae);nbinbLa ornbxu, 6epésabl, NELLUMHbI, PXW, NOJbIHW, NOAOPOXHUKA U
CMecu ApYyrvx LBETYLIMX TPaB;LLEepPCTb N NepXoTb KOLLKW, NoLwaan n cobaku;nnecHesbIin
rpubok Alternaria alternata;opexu: necHoi, apaxuc;6erok KOpoBbEro MOIOKa; ANYHbIA
6ernok;MOpKOBb;NLIEHNYHas Myka;coeBble 606b1)

13.06.ANNEPTNA HA NEKAPCTBEHHbIE CPEACTBA

13.06.01.TexHonorna ImmunoCAP

enatuH koposwuit IgE (C74, ImmunoCAP).

MHcynuH yenoseyeckuii IgE (C73, ImmunoCAP).

Natekc IgE (K82, ImmunoCAP).

Mernupnnuu G IgE (C1, ImmunoCAP)

Mernupnnun V IgE (C2, ImmunoCAP)

dopmanbaerna/dopmanut IgE (K80, ImmunoCAP).

Xnoprekcuaut IgE (C8, ImmunoCAP).

13.06.02.TexHonorusa Dr. Fooke

AnkypoHuym IgE (C53, Dr. Fooke)

ApTUKauH 1 YabTpakauH IgE (C68, Dr. Fooke)

BeH3okawH IgE (C86, Dr. Fooke)

BynusakauH, AHeKkauH u MapkauH IgE (C89, Dr. Fooke)

JnpokanH v AcunokawH IgE (C82, Dr. Fooke)

MenusakauH u MonokauH IgE (C88, Dr. Fooke)

MecTHble aHecTeTUku 1 MuopenakcanTsl IgE (Dr. Fooke). Ankypornym IgE (C53, Dr. Fooke)
MpokaunH n HoeokauH IgE (C83, Dr. Fooke) MenusakauH u MonokawH IgE (C88, Dr. Fooke)
BynvsakauH, AnekanH n MapkauH IgE (C89, Dr. Fooke) TetpakauH n lukann IgE (C210, Dr.
Fooke)

HanpokceH (c110)

MpunokauH u Uutanect IgE (C100, Dr. Fooke)

MpokauH u HosokawuH IgE (C83, Dr. Fooke)

TetpakauH v [lukauH IgE (C210, Dr. Fooke)

14. TOKCMKONOTMYECKMUE NCCIEAOBAHUA

AHanus mouu "BpeaHble NpuBbIYKK" (aIKOTO/Ib, HUKOTUH, HAPKOTUYECKUE U
NCUXOAKTUBHbIE BellecTsa - 6onee 800 npeacrasutenei)

MccnepoBaHne Moun Ha BbifiBAeHWE yNoTpebaeHns CUHTETUYECKUX KaHHabuHonaoB
"Cnaiicos"

KonuuectseHHoe onpeaeneHne amdpetammHa v ero Npon3BOAHbIX B MoYe
KonnuectseHHoe onpeaeneHmne 6apbutypatos B Moye

KonnuectseHHoe onpeaeneHne 6eH3041a3enHoOB B MoYe

KonnuectseHHOe onpeaeneHne KaHHabMHOUA0B B moue

KonnuectBeHHOe onpeaesneHne KokavHa 1 ero MeTabonuTos B moye
KonnyectseHHoe onpegeneHne onmaTos B Moye
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MpesBapuTeNbHbIN aHAM3 MOYM Ha BbiABNEHME 9 rpynn HAPKOTUYECKUX U

A09.28.055 MT.1.98.1 MCUXOAKTUBHBIX BeLLecTB (onunaTbl, KAHHabUHOUAbI, amdeTamuH, meTambeTaMmH,
KOKaWH, 3KCTasun) 7 1730
JIEKAPCTBEHHbIA MOHUTOPUHT
MT.50.38.2181 Banbnpoesas Kucnota (ko) 7 2530
MT.50.38.2182 Banbnpoesas K1caoTa (nocne npuema npenapata) (kon) 7 2530

15.TEHETUYECKUE NCCNEOOBAHNA
15.02.KOMMEKCbI TEHETUYECKMX MCCNELQOBAHUM
15.02.01.TepaneBTMYecKkue nccnesoBaHus

MT.GNP028 BbonesHb KpoHa 6 3800
MT.GNPO53 BPOHXWANBbHAA ACTMA (6a308biit) 6 2760
A12.30.012.009 IMT.19.94. BobisiBneHune annenu 27 nokyca B HLA (HLA-B 27) 18 3570
MT.GNPO21 [eHeTMKa KoMmnaeKkc NPoTPOMbUH 6 2190
A27.05.031 MT.GNPO43 fMnepToHua 6 4720
MT.GNP023 MNHrMbuTop akTMBaTOpa NAa3MUHOreHa 6 920
MT.GNPO22 JleiiaeHoBCKaA MyTaums 6 920
A27.05.036 MT.GNPO66 MYKOBUCLUMA03 6 3680
A27.05.009 MT.GNPO55 HACNEOCTBEHHbIM TEMOXPOMATO3 6 2190
A27.05.033 FMT.GNPOS52 HelpoceHcopHan HeCMHAPOManbHasA TyroyxocTb (GJB2). Moanmopdusm: 35DelG 6 1500
MT.GNPO32 HenepeHoCMMOCTb 1aKTO3bI 6 920
MT.GNPO26 OcTeonopo3s 6 7250
A27.30.015 MT.GNPO08 CuHgpom XKunbvbepa 6 1770
A27.05.034 MT.GNPO30 CnuHanbHas ammotpoodus 6 2130
IMT.GNPO46 Tpombodunus - 6a3oBbiit 6 4950
IMT.GNP045 Tpomb0odUANA - CKOUHUHT 6 3220
MT.GNPO44 TPOMBO®UNUA pacwumpeHHan 6 7020
A27.05.035 MT.GNPO25 PeHUNKETOHYpUA 6 7250
IMT.GNP135 I'eHomnMpoE;aHme 4 myTaumi reHa CYP21A2 npu Heknaccudeckoi popme
BPOMAEHHON rMNepnaasnumn HagnoYe4yHnKoB 15 3700
15.02.02./1eKapCTBEHHbI MOHUTOPUHT
MT.GNPO50 MeTabonunsm BapdapmrHa - 6a3oBbiit 6 3220
MT.GNPO61 METABO/IM3M KNOMUAOIPENA 6 3110
A27.05.018 MT.GNP0O49 Tpomb0oduNnA - opanbHble KOHTPALLENTHBbI 6 2880
MT.GNPO51 YyBCTBUTENBHOCTb K BUTaMUHY [ 6 1730
TMT.GNPO60 YYBCTBUTE/IbHOCTb K IEYHEHUIO UPUHOTEKAHOM 6 1610
A27.05.028 FMT.GNPO34 YyBCTBUTENBHOCTb K IEYEHUNIO XPOHUYECKOTO renaTuta pubasBupuHoOm m
NUHTEPdpEepoHOM 6 1610
15.02.03.0HKOreHeTnKa
MT.GNP020 HenonnnosHbIv paKk TONCTOM KUWKK 6 3800
A27.05.040 MT.GNPO48 PaK MonouHOM Kenesbl U ANYHUKOB - 6a3oBasn 6 4830
A27.05.046 MT.GNPO57 PAK MOJIOYHOWM XEJIE3bl U ANYHMKOB (paclumpeHHbiit) 6 5290
MT.GNPO19 PaK TONICTOM KULWIKK U KenyaKa 6 1960
15.02.04.380p0Bblii 06pa3 KU3HM
MT.GNP029 MpenpacnonoXKeHHOCTb K aKoroansmy 6 2190
IMT.GNPO11 CKNIOHHOCTb K OXXUPEHUIO 6 6330
15.02.05.Penpoaykuua
MT.GNP047 MeTabonunsm ponatos 6 3680
MT.GNP069 MYXCKOE BECMN/TIOAUNE 6 5520
IMT.GNPO035 dakTop Asoocnepmum (AZF) 6 5690
15.02.06.KapnotunmpoBaHue
A12.05.013 [MT.20.120. AHanus KapuoTuna (c potorpadueir xpomocom) 1 naumeHTa 21 12420
A12.05.013 [MT.20.119. AHanus kapmotuna 1 naupeHTa 21 9320
15.02.07.TunuposaHwue reHos HLA |
IMT.19.41. Jlokyc DQA 1 8 2070
IMT.19.42. Jlokyc DQB 1 8 2070
MT.19.40. Jlokyc DRB 1 8 2070
15.04.MHONBUAYANbHBIE TEHETUYECKUE NCCNTEOOBAHUA
MT.GN0020 ANKK1: Glu713Lys; DRD2: TaglA 6 1150
IMT.GNOO16 BupycHbIi oHKoreH AKT1: Glul7Lys (E17K) 6 1150
MT.GNO0299 daKTOp BbIXKMBAHWUA MOTOPHbIX HeipoHOBSMN1: EX7DEL 6 1730
'MT.GNO190 3-rnApoKCUN-3-MeTUArNYTapua-KosH3nm A peayktaza HMGCR: rs12654264 6 1150
'MT.GNO191 3-rMapoKCUN-3-MeTUArAYTapun-KoaH3um A peaykrasa HMGCR: T/G SNP 29 6 1150
MT.GN0O049 CDH1: C-160A (C-285A) 6 1150
MT.GNO050 CDH1: C2076T; Ex13-89T>C 6 1150
MT.GN0O091 CYP1A1: CYP1A1*2A (Mspl Polymorphism) 6 1150
'MT.GN0168 HLA-komnnekc, rpynna 9 HCGY: rs3823375 6 1150
MT.GNO167 HLA-komnnekc, rpynna 9 HCGY: rs6904029 6 1150
IMT.GN0242 MutY romonor 1 (E.coli) MUTYH: Gly396Asp (Gly382Asp) 6 1150
MT.GN0243 MutY romonor 1 (E.coli) MUTYH: Tyr165Cys (Y165C) 6 1150
MT.GNO0245 N-auetnntpaHchepasa 2 NAT2: C481T 6 1150
IMT.GN0244 N-auetuntpaHcdepasa 2 NAT2: lle114Thr (T341C) 6 1150
IMT.GNO246 N-auetuntpaHchepasa NAT2: Argl97GIn (G590A) 6 1150
IMT.GN0247 N-auetuntpaHchepasa NAT2: Gly286Glu (G857A) 6 1150



A27.05.050
A27.05.050
A27.05.050
A27.05.050

A27.05.009
A27.05.010

A27.30.014
A27.30.014
A27.30.014

A27.05.006

A27.05.030

'MT.GN0248
'MT.GN0249
IMT.GN0252
rMT.GN0250
IMT.GN0251
rMT.GN0324
IMT.GN0325
'MT.GNOOO5
rMT.GNOOO6
rMT.GN0024
IMT.GN0021
IMT.GN0023
IMT.GN0022
rMT.GNO008
'MT.GNOO09

IMT.GNO007
IMT.GNO017
IMT.GNO076

IMT.GNO015
IMT.GN0014
IMT.GNO013
IMT.GN0026
IMT.GN0027
IMT.GN0025
IMT.GNOO011
IMT.GNO010
IMT.GNO012
IMT.GNO170
IMT.GNO169
IMT.GNO166
IMT.GNO172

IMT.GNO189

IMT.GNO048

IMT.GNO003
IMT.GN0002
IMT.GNO0O01
MT.GNO159
MT.GNO161
MT.GNO160
MT.GNO162
MT.GN0148
MT.GNO147
MT.GNO146
MT.GN0107
MT.GNO109
MT.GN0108
MT.GNO111
MT.GNO110
MT.GNO112
MT.GNO113

IMT.GN0292
MT.GNO211
MT.GNO212

MT.GNO045
MT.GNO085
MT.GNO081
MT.GNO080
MT.GNO079
MT.GN0082
MT.GNO083

IMT.GNO334

IMT.GNO336

IMT.GNO332

IMT.GNO333

IMT.GNO335

N-auetuntpaHchepasa NAT2: Lys268Arg (A803G)

NOD-nofo6HbIN peyentop 2 NOD1: T-160C (G796A)
NOD-nozo6HbIN peyentop 2 NOD2: 3020InsC

NOD-nozo6HbIN peyentop 2 NOD2: Arg702Trp (R702W)
NOD-nogo6HbIN peuentop 2 NOD2: Gly908Arg (G908R)
T-KNeTouYHbIV Nurana youkeutnHa-1 UBASH3A: rs11203203
T-KNeToYHbIM MnraHg youkentnHa-1 UBASH3A: rs2839511
AppyumH 1 anbda ADD1: G1378T

AppyumH 2 (6eta) ADD2: C1797T

ALEHOMATO3HbI NOANNO3 TONCTOM KKK APC: 1061Del5
ALEHOMATO3HbI NOANNO3 ToNCTOM KuwKu APC: 1309Del5
ALEHOMATO3HbI NoANNOo3 ToNCToM KMwKK APC: Glul317GIn (E1317Q)
ALEHOMATO3HbI NoAnno3 Toncton knwkm APC: lle1307Lys (11307K)
ApunoHektnH ADIPOQ: G276T

ApunoHekTnH ADIPOQ: T45G

AnkoronbgernaporeHasa 1B (knacc |) ADH1B: ADH1B*2 (Arg48His; Arg47His)
AnbpervaaernaporeHasa 2 ALDH2: ALDH2*1/*2 (Glu504Lys; E504K)

Anbda-5-HUKOTUHOBbIN X0NMHeprudeckuii peuentop CHRNAS: Asp398Asn (D398N)
AHrnoteHsuH Il peyenTop, TN 1 AGTR1: A1166C

AHruoteHsunHoreH AGT: AGT, -6A haplotype (-6G-A)

AHruoteHsuHoreH AGT: Met235Thr (M235T; Met268Thr; M268T)
AnonunonpoteuH C-1ll APOC3: C-482T

AnonunonpoteuH C-1ll APOC3: C3238G

AnonunonpoteuH C-1ll APOC3: T-455C

bera-2-aapeHopeuentop ADRB2: GIn27Glu (Q27E)
bera-2-aapeHopeuentop ADRB2: Gly16Arg (G16R)
bera-3-aapeHopeuentop ADRB3: Trp64Arg (W64R)

FemoxpomaTos HFE: Cys282Tyr (C282Y)

Femoxpomatos HFE: His63Asp (H63D)

'ManypoHaH-cBA3biBatowWwmin npotenH 2 HABP2: Gly534Glu (G534E)
[NaBHbI KOMMAEKC TMCTOCOBMECTMMOCTH, Knacc |, A HLA-A: rs6457110

[NaBHbIA KOMMAEKC TMCTOCOBMECTUMOCTH, Knacc |, J (ncesgoreH) HLA-J: rs4959039

Inuko3undochaTMamanMHO3UTON-CBA3AHHbIN 6enok CD14: C159T; T-259C; C260T
InukonpoTtenH-P ABCB1: ABCB1*8 (C1236T)

nukonpoTtenH-P ABCB1: C3435T

rnukonpoTenH-P ABCB1: MDR1*2 (ABCB1*7; G2677T/A)

[nyTaTMoH S-TpaHcdepasa Mol GSTM1: null genotype

[nyTaTvoH S-TpaHcdepasa Mul GSTP1: Alall4Val (A114V)

InyTaTnoH S-tTpaHcdepasa Mul GSTP1: lle105Val (1105V)

[nyTaTnoH S-TpaHcdepasa Tetal GSTT1: null genotype

[T® umknorngponasa 1 GCH1: rs10483639

[T® umknorngponasa 1 GCH1: rs3783641

[T® umknorngponasa 1 GCH1: rs8007267

OurnaponupumnanH gerngporeHasa DPYD: DPYD*2A (IVS14+1G>A)
OurnaponvpumnamnH gerngporeHasa DPYD: DPYD*9A (Cys29Arg; C29R)
OurnaponvpumnanH gernpporeHasa DPYD: Met166Val (M166V)
[odbamuHosblit peuentop D1 DRD1: Ddel Polymorphism (DRD1_48A/G)
LOodamunHoBsbii peuentop D1 DRD1: rs686 (¥*62C>T)

OodamuHosblit peuentop D2 DRD2: 141CIns/Del (-141Clns/Del)
[OodamuHoBsblii peuentop D2 DRD2: rs6277

MHrmbutop akTueaTopa nnasmuHoreHa SERPINEL: 4G/5G (PAILl: 4G/5G; Ins/Del G)
WHTerpuH, anbda 2 ITGA2: C807T

MHTerpuH, 6eta 3 (TpombouuTapHbIi rankonpoTemnH llla) ITGB3: PIA1/PIA2
(Leu33Pro; T1565C; HPA-1b)

KanbunTtoHWHOBbIN peuenTtop CALCR: C1377T (Pro447Leu)
KaTtexon-O-metuntpaHcdepasa COMT: A-98G (-118A>G)

KonnareH tun |, anbda 1 COL1AL: 1663Ins/DelT

KonnareH tun |, anbda 1 COL1AL: G-1997T

KonnareH Tvn |, anbda 1 COL1AL: Spl-polymorphism (G2046T)

Konnarex tvn lll, anbda 1 COL3A1: G2092A (Ala698Thr; A698T)

Konnarex Tvn V, anbda 1 COL5A1: C267T (BstUI-polymorphism)

KomnneKc anokeuna-peaykrasbl ButamuHa K, cybveamnmua 1 VKORC1: C1173T
(C6484T)

KomnneKc anokeuna-peaykrasbl ButamuHa K, cybbveamnmua 1 VKORC1: C2255T
(C7566T)

KomnneKc anokecua-peaykrasbl BuTamuHa K, cybveamnmua 1 VKORC1: C381T (T-
4931C)

KomnneKc anokeua-peaykrasbl ButamuHa K, cybveamnmua 1 VKORC1: G-1639A
(G3673A)

KomnneKc anokeuna-peaykrasbl BuTamuHa K, cybbveamnmua 1 VKORC1: G6853C
(G1542C)
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A27.05.003

A27.05.048

A27.30.015

A27.05.052
A27.05.052
A27.05.052
A27.05.052
A27.05.040
A27.05.040
A27.05.040
A27.05.040
A27.05.040
A27.05.049
A27.05.049
A27.05.049
A27.05.049

A27.05.036

A27.05.036

A27.05.036

A27.05.036

A27.05.036

A27.05.036

A27.05.036

A27.05.036

A27.05.036

A27.05.036

A27.05.036

'MT.GNO149
IMT.GN0217
rMT.GNOO77
IMT.GN0221
rMT.GN0220
IMT.GN0219
IMT.GN0239
IMT.GN0238
rMT.GN0240
IMT.GN0301
IMT.GN0225

IMT.GN0293

IMT.GN0294
IMT.GN0295

IMT.GN0296

rMT.GNOO36
IMT.GN0268
IMT.GNO316
rMT.GNO106

IMT.GN0326

IMT.GNO277
IMT.GNO307

IMT.GNO345

IMT.GN0282
IMT.GN0284
IMT.GN0285
IMT.GN0287
IMT.GN0288
IMT.GNO039
IMT.GNO038
IMT.GNO040
IMT.GNO041
TMT.GNO042
IMT.GN0234
IMT.GNO235
IMT.GN0232
MT.GNO0233
MT.GNO035

MT.GNO060

IMT.GNO061

IMT.GN0O062

MT.GNO064

MT.GNO069

MT.GNOO056

MT.GNO066

MT.GNOO059

IMT.GNOO55

IMT.GNO067

IMT.GNOO57

IMT.GN0241

IMT.GN0329

IMT.GNO328
IMT.GNO330

IMT.GNO142

KoHHeKcuH 26 GJB2: 35DelG

Nakrasa LCT: T-13910C (C/T-13910)

JlektnH, C-Tun CLEC7A: Tyr238Ter (Y238X)

JNlentnHoBbIV peuenTop LEPR: GIn223Arg (Q223R)

JNlentuHoBbIV peuenTop LEPR: Lys109Arg (K109R)

JNlentnHoBbIM peuenTop LEPR: Lys656Asn (K656N)
MeTuneHnTetparngpodonatpeaykrasa MTHFR: A1298C (Glu429Ala)
MeTuneHnTetparugpodonatpesykrasa MTHFR: C677T (Ala222Val)
MeTnoHUH cnHTaza MTR: Asp919Gly (A2756G)

MuTOXOHAPWMANbHasA cynepokcuaancmyTasa 2 SOD2: Vall6Ala (V16A)
MoHoamunHokcuaasa A MAOA: 30-bp VNTR (L/H)
HelpoTpaHCMUTTEPHbIN NepeHocYnk godammuHa SLC6A3: 3'UTR 9/10 VNTR (40-bp
VNTR)

HelpoTpaHCMUTTEPHBIN NepeHocymK aodammHa SLC6A3: G2319A
HelpoTpaHCMUTTEPHBIN NepeHocumK aodammHa SLC6A3: intron 8 VNTR
HelpoTpaHCMUTTEPHbI NepeHOCYMK cepoToHnHa SLC6A4: Long/Short (L/S; 44-bp
Ins/Del)

HelpoTponHbiii dakTop mosra BDNF: Val66Met; V66M

OnunonaHbiv peuentop M1 OPRM1: Asn40Asp (N40D; A118G)
Onyxonesbivi npotenH P53 TP53: Arg72Pro (Ex4+119C>G)
MnaueHTapHbIM M npocTatnyeckuii DLG DLGS: Arg140GIn (R30Q)

MonunenTug 1A cemerictea YA ®-rntokypoHunTpaHcdepasbl 1 UGT1AL: UGT1A1*28
MpoonvomenaHokopTuH POMC: Arg236Gly (R236G)
MpoTenH 2, NoA06HbIN TPaHCKPUNUMOHHOMY dakTopy 7 TCF7L2: IVS3C>T

MpoTteunH 6, cxogHbilt ¢ C1q u pakTopom Hekposa onyxonent CLQTNF6: rs5756546
MpoTenH-Tpo3nHdocdartasa 22 PTPN22: Arg620Trp (R620W)

MpoTooHKoreH RET: Cys611 (Cys611Trp)

MpoTtooHKoreH RET: Cys618 (Cys618Ser/Arg)

MpoTooHKoreH RET: Cys620 (Cys620Arg/Tyr/Phe/Trp/Ser)

MpoTtooHKoreH RET: Cys634 (Cys634Gly/Tyr/Ser/Phe/Arg/Trp)

Pak monouHoli xenesbl 1 BRCA1: 4153DelA

Pak monouHoli xenesbl 1 BRCA1: 5382InsC

Pak monouHoit xenesbl 1 BRCA1: A1708E/V; Ala1708Glu/Val

Pak monoyHoit xenesbl 1 BRCAL: Arg1699Trp; R1699W

Pak monouHoli xenesbl 2 BRCA2: 6174DelT
PaK NpAMOW KMLWKK, HENOAMNO3HbIM (Tyn 2
PaK NpAMOW KMLWKK, HENOAMNO3HbIN (Tyn 2
PaK NpAMOW KMLWKK, HENOAMNO3HbIN (Tyn 2
PaK NpAMOW KMLWKK, HENOAMNO3HbIM (Tyn 2
Perynatop anonto3a BCL2A1: G141A
Perynatop TpaHcmem6bpaHHOW NPOBOAMMOCTM Npu MyKosucumao3se CFTR:
1677DelTA (2-bp Del, 1677TA)

MLH1: Ala681Thr

MLH1: G-93A (93G>A)
MLH1: His329Pro (H329P)
MLH1: Pro648Ser

Perynatop TpaHcmem6bpaHHOM MPOBOAMMOCTM Npu MyKosucumao3se CFTR: 2143DelT
Perynatop TpaHcmem6bpaHHOW NPOBOAMMOCTM Npu MyKoBucumao3se CFTR: 2184InsA

Perynatop TpaHcmem6bpaHHOM MPOBOAMMOCTM Npu MyKosucumao3se CFTR: 3821DelT
Perynatop TpaHcmem6bpaHHOW NPOBOAMMOCTM Npu MyKosucumao3se CFTR:
3849+10kbC>T

Perynatop TpaHcmem6bpaHHOW NPOBOAMMOCTM Npu MyKosucumao3se CFTR:
Arg117His (R117H)

Perynatop TpaHcmem6bpaHHOW NPOBOAMMOCTM Npu MyKosucumao3se CFTR:
Asn1303Lys (N1303K)

Perynatop TpaHcmem6bpaHHOW NPOBOAMMOCTM Npu MyKosucumao3se CFTR:
Del_lle507; Delta 1507

PerynaTtop TpaHcMembpaHHOM NpoBoAUMOCTM Npy MyKosucumao3se CFTR: F508Del;
delta508

PerynaTtop TpaHcMembpaHHOM NpoBoAUMOCTM Npy MyKosucumao3se CFTR: L138Ins
PerynaTtop TpaHcMembpaHHOM NpoBOAUMOCTM Npy MyKosucLmao3se CFTR:
Trp128Ter (W1282X)

Peanyktasa MTRR: lle22Met (A66G)

Peuentop BuTammnHa D VDR: A-3731G (Cdx2)

PeuenTop Butamuua D VDR: b/B (Bsml Polymorphism; IVS10+283G>A)

PeuenTtop ButammnHa D VDR: Fokl Polymorphism; Ex4+4T>C

PeuenTop ramma-amuHobyTMpoBoi knucaoTsl A (anbda 1) GABRAL: rs2279020
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A27.05.023

A27.05.002

A27.05.018

A27.05.011
A27.05.035
A27.05.035
A27.05.035
A27.05.035
A27.05.035
A27.05.035
A27.05.035
A27.05.035

A27.05.004

A27.05.045

A27.05.045

A27.05.046
A27.05.046
A27.05.046
A27.05.046

A27.05.031

A27.05.031

A09.28.087

A27.05.012.001

IMT.GNO143
IMT.GNO145

IMT.GNO144

IMT.GN0281

IMT.GN0230
IMT.GNO114

IMT.GNO314

IMT.GNO315
IMT.GNO300
IMT.GNO154

IMT.GNO155

IMT.GNO153

IMT.GN0298
IMT.GNO0122
IMT.GNO0123

IMT.GNO124

IMT.GNO121
IMT.GNO313
IMT.GN0272
IMT.GNO271
IMT.GNO275
IMT.GN0270
IMT.GNO276
IMT.GNO274
IMT.GN0269
IMT.GNO273
IMT.GNO129
IMT.GNO130

IMT.GNO141

IMT.GNO046
IMT.GNO078

IMT.GNO0S5

MT.GNO0S6

IMT.GNO0S7

MT.GNO099

MT.GNO071
MT.GNOO073
MT.GNO074
MT.GNO070

IMT.GNO0259

MT.GN0261
MT.GNO117
MT.GNO116
MT.GN0120
MT.GNO119
IMT.19.119.

MT.20.121.

MT.GNO118

MT.GNP229

IMT.GNP229.1

MT.GNP231

MT.GNP231.1

MT.GNP199
MT.GNP200

IMT.GNP096

Peuentop ramma-amuHobyTMpoBol KucaoTbl A (anbda 2) GABRA2: rs279871
Peuentop ramma-amuHobyTMpoBo KucioTbl A (anbda 6) GABRAG: C1236T

Peuentop ramma-amuHobyTMpoBOM KUcioTbl A (anbda 6) GABRAG: rs3219151
Peuentop ramma, akTuenpyembiit npoandepatamm nepokcucom PPARG: Prol2Ala
(P12A)

Peuentop menaHokopTuHa (4 Tmn) MC4R: Val103lle

PeuenTop skTogmcnnasmHa A2 EDA2R: rs1352015

CynepcemeicTeo peuentopa ¢paktopa Hekposa onyxonei, nentug 11b TNFRSF11B:
Asn3Lys (G1181C)

CynepcemeicTeo peuentopa ¢paktopa Hekposa onyxonei, nentug 11b TNFRSF11B:
T245G (245T>G)

Cynpeccop 1 UMTOKMHOBOM curHanmsaumm SOCS1: rs243327

TpombouuTtapHbiit rankonpoTeunH lb, anbda-nonnnentug GP1BA: Ins/Del (VNTR A, B,
C, D)

TpomboumTapHbii rankonpoTteunH Ib, anbda-noannentug GP1BA: T-5C; Kozak
sequence

TpomboumnTapHbIi rankonpoTteunH Ib, anbda-noannentug GP1BA: Thrl61Met
(T161M)

daKTOp BbIXKMBAHWUA MOTOPHbIX HelpoHoB SMN1: EX8DEL

dakTop Koarynauum Il (TpombuH) F2: G20210A

dakTop Koarynauuu Il (TpombuH) F2: Thri65Met (T165M)

dakTop Koarynaumm V (F5 dakTop SleiaeHa) F5: Factor V Leiden (G1691A;
Arg506GIn)

dakTop Koaryaauum Xl (nonmnentua Al) F13A1: Val34Leu (Val35Leu)

dakTop Hekposa onyxoneit TNF: TNF-308 (G-308A)

deHnnanaHnHrngpokcunasa PAH: Arg158Gin (Argl58Pro)
deHunanaHnHrngpokcunasa PAH: Arg252Gly (Arg252Trp)
deHnnanaHnHrnapokcunasa PAH: Argd08Gin (R408Q)
deHnnanaHmHrngpokcunasa PAH: Argd08Trp

deHunanaHnHrngpokcunasa PAH: lle65Asn (Ile65Thr; lle65Ser)
dPeHnnanaHmHrnapokcunasa PAH: IVS10-11g>a

deHunanaHmHrngpokcunasa PAH: IVS12+1g>a

deHnnanaHnHrnapokcunasa PAH: Pro281Leu (P281L)

dubpuHoreH (KoarynaumoHHbii dakTop 1) FGB: C-148T

dubpuHoreH (KoarynaumoHHbi dakTop 1) FGB: G-455A (G-467A)
DONNMKYNOCTUMYAUPYIOWMIA TOPMOH, 6eTa noannenTug FSHB: Tyr76Ter (Tyr94Ter;
Y76X; Y94X)

XemoknH RANTES CCL5: G-403A; G-470A

Xvmasa 1 CMAL: G-1903A (BstXI-polymorphism)

Liutoxpom P450, cemeitctso 2, noacemericteo C, noannentmg 9 CYP2C9: CYP2C9*2
(Arg144Cys; R144C)

Liutoxpom P450, cemeitctso 2, noacemericteo C, noannentug 9 CYP2C9: CYP2C9*3
(lle359Leu; 1359L)

Liutoxpom P450, cemeiicto 2, noacemeiictso E, noamnentug 1 CYP2E1: C-1053T
(CYP2E1*5B)

Liutoxpom P450, cemeiictso 2, noacemeiicteo E, nonmnentug 1 CYP2E1: G-1293C
(CYP2E1*5B)

YeKnonHT-KMHa3a 2 CHEK2: 1-bp Del, 1100C (1100DelC)

YeKnonHT-KMHa3a 2 CHEK2: Arg181His (R181H)

YeKnonHT-kmnHa3a 2 CHEK2: Glu239Lys/Ter (E239K/X)

YeKnonHT-KMHa3a 2 CHEK2: 1le157Thr (1157T)

JHAoTeNManbHasA CMHTasa okcuaa asota, Tun 3 NOS3: 4b/a VNTR polymorphism
(4a/4b)

SHAOTeNnManbHan CMHTa3a okcnaa asota, Tmn 3 NOS3: T-786C

3nokcuarnaponasa 1 EPHX1: His139Arg (A416G)

dnokcuarnaponasa 1 EPHX1: Tyr113His (Y113H)

cTporeHoBbIl peuenTtop 1 ESR1: Btgl Polymorphism (G2014A)

JcTtporeHosbIv peuenTtop 1 ESR1: Pvull (T-397C)

Tunuposanue HLA DQ2/DQ8 npu uennakum

OnpepeneHue skcnpeccumn reHa PCA3

JcTtporeHosbI peuentop 1 ESR1: Xbal Polymorphism (A-351G)

HeuHBa3MBHbIW NpeHaTanbHblii TecT (HUMT) MaHopama CTaHAApT c onpeaenexHms
nona

HeuHBa3MBHbIW NpeHaTanbHbli TecT (HUMT) MaHopama CtaHpapT 6e3 onpeaenexus
nona

HewHBa3MBHbIW NpeHaTanbHblii TecT (HUMT) MaHopama PaclwimpeHHbIi ¢
onpeaeneHuns nona

HeuHBa3MBHbIW NpeHaTanbHbIi TecT (HUMT) MaHopama PacwmpeHHbiin 6e3
onpeaeneHuns nona

OnpegfeneHvie Noia Ni1oAa nNo KPOBM MaTepu

OnpegpeneHvie pesyc-bakTopa Naoga no KPosu matepu

[wnarHoctvika Ph-HeraTuBHbIX XpOHUYECKMX MUENonpoandepaTMsHbix 3a6oneBaHmii.
MyTaums fiHyc-KuHasbl 2 JAK2 Val617Phe (KonnuyecTBeHHbIM aHanus)
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A27.05.012.

A26.01.011

A26.01.015

A26.01.033

A26.01.022

A26.01.023

A26.01.023

A26.19.086

IMT.GNP084

IMT.GNP140

MT.166.0.03.28.11.

0

MT.166.0.03.30.11.

0

[MT.166.0.03.15.11.

0.

MT.155.0.03.28.00.

0

MT.155.0.03.30.00.

0.

MT.155.0.03.15.00.

0.

MT.124.0.05.19.01.

0.

MT.124.0.05.19.01.

3.

MT.123.0.05.19.01.

0

MT.123.0.05.19.01.

3.

MT.141.0.05.19.01.

0.

MT.141.0.05.19.01.

3.

'MT.130.0.05.19.01.

0

MT.120.0.05.19.01.

0.

IMT.183.0.

MT.120.0.05.19.01.

3.

'MT.170.0.01.39.01.

3.

MT.170.0.01.39.02.

3.

MT.140.0.01.05.01.

0.

MT.120.4.01.05.01.

0

MT.120.4.01.05.01.

3.

MT.139.0.01.05.01.

0.

MT.121.0.01.26.01.

0.

MT.140.0.01.26.01.

0.

[narHoctnka Ph-HeraTMBHbIX XPOHWUYECKUX MUenonponndepaTnBHbIX 3a6oneBaHui.
MyTaumsa AHyc-kuHa3sbl 2 JAK2 Val617Phe (KauecTBeHHbIV aHanu3)

CuHgpom MapTuHa — Benn (reH FMR1 1 meTuanpoBaHue ans My>KYuH)
17.MUKPOBUONOTMYECKAA ANATHOCTUKA

17.01.TON-NUCCNEAOBAHUA

17.01.01. MMKPOCKOMNWNYECKUE NCCNEOOBAHUA

MuKpocKkonuyeckoe ncciegosaHme BoNOC Ha rpVIﬁbI
MuKpocKkonuyeckoe nccnegosaHme cockoba ¢ KOXu Ha rpVIﬁbI

MuKpOCKonMYeckoe nccnegoBaHme cockoba C HOrreBoi NAacTUHbI Ha rpubbl
17.01.02. MUKOJZIOTUYECKUE NCCNEOOBAHUA

MuKonormyeckoe nccnegosaHme Bosoc Ha gepmatomuuetsi (Trichophyton spp.,
Microsporum spp., Epidermophyton spp.)

MuKonormyeckoe nccneaoBaHue cockoba ¢ KoXu Ha AepMaToMULETbI
(Trichophyton spp., Microsporum spp., Epidermophyton spp.)

MuKonormyeckoe nccneaoBaHme cockoba ¢ HOrTeBo NAacTUHbI Ha
aepmatomuueTbl (Trichophyton spp., Microsporum spp., Epidermophyton spp.)
17.01.03. MUKPOBMNOOITMYECKME NCCNEQOBAHUNA
17.01.02.01.MUKPOBMOIOTUYECKAA ANATHOCTUKA MUKPO®/IOPbI KENYAKA U
KUWEYHNKA

MuKpo61roormyeckas AMarHoCcTMKa AMCHAKTEPMO3a KMULIEYHMKA C ONpeaeneHnem
YYBCTBUTENIbHOCTU BO36YAUTENSA K aHTUBaKTepUasIbHbIM npenapaTtam
MuKpo61oormyeckas AMarHoCcTMKa AMCHAKTEPMO3a KMULIEYHMKA C ONpeaeneHmem
YYBCTBUTENbHOCTM BO36YAUTENSA K aHTUBAKTEPUa/IbHBIM NpenapaTam u
6akTeprodaram

Moces Ha Bo3byauTeneit kuwedHon rpynnbi (Shigella spp., Salmonella spp.) c a/6
YYBCTBUTE/IbHOCTU

Moces Ha BO36yauTenei kuweuHom rpynnel Shigella spp., Salmonella spp.) c a/6
$aro4yBCTBUTENBHOCTBIO

Moces Kana Ha 30/10TUCTbIN cTapMNOKOKK (Staphylococcus aureus) c onpeaeneHvem
YYBCTBUTENbHOCTU BO36YAUTENSA K aHTUBAKTepUasIbHbIM NpenapaTtam

Moces Kana Ha 3010TUCTbIN cTapMNOKOKK (Staphylococcus aureus) c onpeaeneHvem
YYBCTBUTENbHOCTM BO36YAUTENSA K aHTUBaKTEPUaIbHbIM NpenapaTam u
6akTeprodaram

Moces Kana Ha KnocTpuamm (Clostridium difficile) c onpegenerHmem
YYBCTBUTENbHOCTU BO36YAUTENSA K aHTUBaKTepUasIbHbIM NpenapaTtam

Moces Kana Ha MUKPODIOPY C ONpeaeseHnem YyBCTBUTENbHOCTU BO36YAUTENS K
aHTUBaKTepManbHbIM Npenaparam

KomnieKkcHas AMarHoCTvKa KuledHbix MHbekumii (Moces Kana Ha MUKpodopy,
Moces Ha rpmbbl p.Candida, PoTtasupyc (Rotavirus, gnapeiHbiii cuHapom),
aHTUreHHbIM TecT, AgeHosupyc (Adenovirus, AMapeiHblit CUHAPOM), aHTUrEHHbIN
TecT, Iambanu (Giardia liamblia, gnapeiHblit cMHAPOM), aHTUTEHHDBIN TecT , TOKCUH
A (Clostridium difficile, nceBaomem6paHHbIi KONUT), aHTUFEHHbIW TECT

Moces Kana Ha MUKPODIOPY C ONpeaeseHnem YyBCTBUTENbHOCTU BO36YAUTENSA K
aHTUBaKTepManbHbIM Npenapatam v 6akrepuodaram
17.01.02.02.MUKPOBMO/TIOTNYECKAA ANATHOCTUKA MUKPO®/1I0PbI
MOYEMNO/IOBOM CUCTEMbI

KomniekcHoe nccneaosaHme MUKPOQ/Iopbl yPOreHUTaibHOro TPpakKTa ¢
onpeaeneHnem YyBCTBUTENbHOCTU BO36YAUTENSA K aHTUBaKTepUabHbIM
npenapatam n 6aktepmodaram

onpefeneHnem YyBCTBUTENbHOCTU BO36YAUTENSA K PACLLUMPEHHOMY CMeKTpy
aHTMBaKTepMaNbHbIX NpenapaTtam

Moces 13 Bnaranunwa Ha mmkonaasmy xommuuc (Mycoplasma hominis) ¢
onpefeneHnem YyBCTBUTENbHOCTU BO36YAUTENSA K aHTUBaKTepUanbHbIM
npenaparam

Moces 13 BNaranuLya Ha MUKPodIopy C onpeseseHnem YyBCTBUTENbHOCTU
BO36yAuTENs K aHTMBaKTEPHUaNbHbIM NpenapaTam

Moces 13 BNaranuLya Ha MUKPodIopy C onpeseseHnem YyBCTBUTENbHOCTU
BO36yAuUTENs K aHTMBaKTEpUaNbHbIM NpenapaTtam v 6akteprodparam

Moces 13 BnaranuLa Ha ypeannasmy ypeanutukym (Ureaplasma urealiticum) ¢
onpefeneHnem YyBCTBUTENbHOCTU BO36YAUTENSA K aHTUBaKTepUanbHbIM
npenaparam

Moces 13 ypeTpbl Ha aHa3apobHy0 MUKpPOdIOpY C onpeaeneHmem YyBCTBUTEbHOCTH
BO36yAuTENA K aHTMBaKTEPHUaNbHbIM NpenapaTam

Moces 13 ypeTpbl Ha MMKoNIazMy xomuHuc (Mycoplasma hominis) c onpegeneHnem
YYBCTBUTENbHOCTM BO36YAUTENA K aHTMGaKTepUaibHbIM npenapaTtam
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MT.120.4.01.26.01.

0

MT.120.4.01.26.01.

3.

MT.139.0.01.26.01.

0.

MT.121.0.01.27.01.

0.

MT.140.0.01.27.01.

0.

MT.120.4.01.27.01.

0.

MT.120.4.01.27.01.

3.

MT.139.0.01.27.01.

0.

IMT.120.1.06.24.01.

0

IMT.120.1.06.24.01.

3

MT.120.4.09.22.01.

0.

MT.120.4.09.22.01.

3.

IMT.121.0.01.06.01.

0

'MT.120.6.01.06.01.

0.

'MT.120.6.01.06.01.

3.

'MT.120.6.01.12.01.

0

'MT.120.6.01.12.01.

3

IMT.121.0.01.07.01.

0

'MT.120.6.01.07.01.

0.

MT.120.6.01.07.01.

3.

'MT.120.6.01.13.01.

0

IMT.120.6.01.13.01.

3.

'MT.141.0.01.10.01.

0.

MT.120.2.01.10.01.

0

MT.120.2.01.10.01.

3.

MT.142.0.01.10.01.

0.

MT.141.0.01.16.01.

0.

MT.120.2.01.16.01.

0

MT.120.2.01.16.01.

3

MT.120.3.07.35.01.

0.

Moces 13 ypeTpbl Ha MUKPOGAOPY C ONpeaeneHMem YyBCTBUTEIbHOCTU
B036YyANTENA K aHTUBAKTEpMaNbHbIM NpenapaTam

Moces 13 ypeTpbl Ha MUKPOGAOPY C ONpeaeneHMem YyBCTBUTEIbHOCTU
B036yauTeNs K aHTMBaKTepUanbHbIM NpenapaTtam v 6aktepnodparam
Moces 13 ypeTpbl Ha ypeannasmy ypeanutukym (Ureaplasma urealiticum) ¢
onpegeneHnem YyBCTBUTENbHOCTY BO36YAUTENSA K aHTUBaKTepUaibHbIM
npenaparam

Moces 13 LepBMKaZbHOTO KaHana Ha aHaspobHyo MUKpodIopy C onpeseneHnem
YYBCTBUTENbHOCTU BO36YAUTENSA K aHTUBaKTepUasibHbIM npenapartam

Moces 13 LepPBMKaZbHOTO KaHasa Ha MUKonia3amy xomuHuc (Mycoplasma hominis)
C onpeaeneHmem Y4yBCTBUTEILHOCTM BO3BYANTENA K aHTUBAKTEPUaNbHbIM
npenaparam

Moces 13 LepPBMKaNbHOTO KaHana Ha MUKpodIopy C onpeseneHuem
YYBCTBUTENbHOCTU BO36YAUTENSA K aHTUBaKTepUasibHbIM npenapartam

Moces 13 LepPBMKaNbHOTO KaHana Ha MUKpodIopy C onpeaeneHuem
YYBCTBUTENbHOCTU BO36YAUTENA K aHTUBaKTEpPUabHbIM NpenapaTam u
6akTeprodaram

Moces 13 LepPBMKaZbHOTO KaHana Ha ypeannasmy ypeanutukym (Ureaplasma
urealiticum) c onpegeneHviem YyBCTBUTENbHOCTY BO3BYAUTENSA K
aHTWBaKTepManbHbIM NpenapaTam

Moces MoYM Ha MUKPOGIOPY C ONpeaeneHem YyBCTBUTEIbHOCTM BO3ByanUTeNs K
aHTMBaKTEpMaNbHbIM Npenaparam

Moces MoYM Ha MUKPOGIOPY C OMpeaeneHUem YyBCTBUTEIbHOCTM BO3ByaAnUTeNs K
aHTMBaKTepranbHbIM Npenapatam v 6akreprodaram

Moces cekpeTa NpocTaTbl Ha MUKPODAOPY C ONPEeSEeEHNEM YYBCTBUTENBHOCTH
B036yAnTENA K aHTUBAKTEPMaNbHbIM NpenapaTam

Moces cekpeTa NpocTaTbl Ha MUKPODAOPY C ONPEeSEeNEHNEM YYBCTBUTENBHOCTH
B036yauTENs K aHTMHaKTEpPUaNbHbIM NpenapaTtam v 6akTeprodparam
17.01.02.03.MUKPOBMONOTMYECKAA ANATHOCTUKA MUKPO®/10PbI
OTAENAEMOIO YXA U TNA3A

Moces 13 1€BOrO rNasa Ha aHa3poBbHY0 MUKPOBAOPY C onpeseseHnem
YYBCTBUTENbHOCTU BO36YAUTENSA K aHTUBaKTepUasIbHbIM NpenapaTtam

Moces 13 1€BOrO rnasa Ha MUKPOGNOPY C ONPESEEHNEM YYBCTBUTENbHOCTU
B036yAnTENA K aHTUBAKTEPMaNbHbIM NpenapaTam

Moces 13 1€BOTO rNasa Ha MUKPOGNOPY C ONPESEEHNEM YYBCTBUTENbHOCTH
B036yauTENs K aHTMBaKTEpPUaNbHbIM NpenapaTtam v 6akteprodparam

Moces 13 1EBOrO yxa Ha MUKPOG/IOPY C ONpeaesieHNeM YyBCTBUTENbHOCTU
B036yAnTENA K aHTUBAKTEPMaNbHbLIM NpenapaTam

Moces 13 1EBOTO yxa Ha MUKPOG/IOPY C ONpesesieHNeM YyBCTBUTENbHOCTU
B036yAMTENA K aHTMBaKTepUanbHbIM NpenapaTtam u 6aktepmodaram

Moces 13 NpaBoro rnasa Ha aHaspobHy0 MUKPOGIOpY C onpeaeneHmem
YYBCTBUTENbHOCTM BO36YAUTENSA K aHTUBaKTepUasIbHbIM NpenapaTtam

Moces 13 NPaBoro rnasa Ha MUKPOQIopy C ONpeaeneHNEM YyBCTBUTEIbHOCTH
B036yAnTENA K aHTUBAKTEPMaNbHbIM NpenapaTam

Moces 13 NPaBoro rnasa Ha MUKPOQIopy C OnpeaeneHNeM YyBCTBUTEIbHOCTH
B036yAMTENA K aHTUBaKTepManbHbIM NpenapaTtam u 6akrepmodaram

Moces 13 NPaBoro yxa Ha MUKPOdIopY C OnpeaeneHMem YyBCTBUTEIbHOCTU
B036yAnTENA K aHTUBAKTEPMaNbHbIM NpenapaTam

Moces 13 NPaBoro yxa Ha MUKPOdIopY C OnpeaeneHMem YyBCTBUTEIbHOCTU
B036yAMTENA K aHTUBaKTepUanbHbIM NpenapaTtam u 6aktepmodaram
17.01.02.04.MUKPOBUONOIMYECKAA AUATHOCTUKA MUKPO®OPbI BEPXHUX U
HUMKHUX AbIXATE/IbHbIX MYTEN

Moces 13 3eBa Ha 30/10TUCTbIN CTadUNOKOKK (Staphylococcus aureus) ¢
onpeaeneHnem YyBCTBUTENbHOCTU BO36YAUTENSA K aHTUBaKTepUabHbIM
npenapaTtam

Moces 13 3eBa Ha MUKPOGAOPY C ONpeaeneHnemM YyBCTBUTENbHOCTM BO3BYANUTENA K
aHTMBaKTepManbHbIM NpenapaTam

Moces 13 3eBa Ha MUKPOGAOPY C ONpeaeNeHNemM YyBCTBUTENbHOCTM BO3BYANUTENA K
aHTMBaKTepManbHbIM Npenapatam v 6axkrepnodaram

Moces 13 3eBa Ha NMOreHHbIN CTPENTOKOKK (Streptococcus pyogenes) ¢
onpefeneHnem YyBCTBUTENbHOCTY BO36YAUTENS K aHTUBaKTepUabHbIM
npenapaTtam

Moces U3 Hoca Ha 3010TUCTbIV cTadUNOKOKK (Staphylococcus aureus) ¢
onpefeseHnem YyBCTBUTENbHOCTY BO36YAUTENS K aHTUBaKTepUabHbIM
npenapaTtam

Moces M3 Hoca Ha MUKPOGAOPY C ONpeaeneHNeM YyBCTBUTENbHOCTM BO3ByauUTeNs K
aHTMBaKTepManbHbIM NpenapaTam

Moces U3 Hoca Ha MUKPOGAOPY C ONpeaeneHNeM YyBCTBUTENbHOCTM BO3ByanUTeNs K
aHTUBaKTepManbHbIM Npenapatam v 6akrepnodaram

Moces MOKPOTbI Ha MUKPODNOPY C ONpeaeieHnemM YyBCTBUTENbHOCTU BO3ByauTens
K aHTMBaKTepuanbHbIM NpenapaTtam
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A12.20.001

A26.26.023
A12.20.001
A12.20.001

A26.09.025
A26.09.025

A26.01.023

A26.23.012

A26.05.016.001

A26.19.006

A26.30.009
A26.14.002
A26.19.008
A26.28.003
A26.30.002
A26.05.001

A26.20.050

A26.19.045
A26.08.001
A26.20.008

A26.26.002
A26.28.007

A26.19.004
A26.19.005
A26.28.031
A26.19.007

A26.09.015

A26.09.009
A26.20.008
A26.23.002

MT.142.0.01.10.01.
3.

MT.120.5.04.08.01.
0.

MT.120.5.04.08.01.
3.

MT.120.5.04.09.01.
0.

MT.120.5.04.09.01.
3.

MT.121.0.01.21.01.
0.
MT.120.7.01.21.01.
0.

MT.120.7.01.21.01.
3.

MT.122.0.10.31.00.
0.

IMT.168.0.

IMT.166.0.
IMT.167.0.
IMT.165.0.

IMT.153.0.
IMT.152.0.

IMT.155.0.

IMT.154.0.

MT.133.0.
MT.170.0.
MT.124.0.
MT.134.0.
IMT.151.0.
IMT.171.0.01.05.01.
0.
IMT.171.0.
MT.120.5.
IMT.120.9.
MT.120.0.
MT.120.1.
IMT.121.0.
IMT.122.0.

IMT.173.0.

IMT.123.0.
MT.150.0.
MT.144.0.
IMT.137.0.
MT.143.0.
MT.136.0.
MT.135.0.
IMT.141.0.
MT.132.0.
MT.129.0.
MT.126.0.
MT.130.0.

IMT.145.0.

IMT.147.0.
IMT.131.0.
MT.146.0.

Moces Ha MMOreHHbI CTPENTOKOKK (Streptococcus pyogenes) ¢ onpeaeneHvem
YYBCTBUTENbHOCTU BO36YAUTENA K aHTUBaKTepUaibHbIM Npenapatam u
6akTeprodaram

17.01.02.05.MUKPOBMONOTNYECKAA ANATHOCTUKA MUKPO®/I0OPbI TPYAHOIO
MOJIOKA

Moces rpyAHOro MOJIOKa JIEBOW FPYAM HAa MUKpOdIopY C onpeaeneHmem
YYBCTBUTENbHOCTU BO36YAUTENSA K aHTUBAKTepUasIbHbIM npenapaTtam

Moces rpyAHOro MOJIOKa JIEBOW FPYAM HAa MUKpOdIOpY C onpeaeneHmem
YYBCTBUTENbHOCTM BO36YAUTENA K aHTUBaKTepUabHbIM NpenapaTam u
6aKkTeprodaram

Moces rpyAHOro Mo/I0Ka NPaBoit rpyan Ha MUKPObAOpY C onpeaeneHvem
YYBCTBUTENbHOCTU BO36YAUTENSA K aHTUBAKTepUasIbHbIM NpenapaTtam

Moces rpyAHOro Mo/I0Ka NPaBoit rpyan Ha MUKpPobIopY C onpeaeneHvem
YYBCTBUTENIbHOCTM BO36YAUTENA K aHTUBaKTepUabHbIM NpenapaTam u
6akTeprodaram

17.01.02.06.MUKPOBMONOTMYECKAA ANATHOCTUKA MUKPO®/I0PbI PAHEBOIO
OTAENAEMOIO

Moces oTAENAEMOrO paHbl Ha aHa3PO6HYD MUKPOdIOPY C onpeaeneHnem
YYBCTBUTENbHOCTH BO36YAUTENSA K aHTUBaKTepUasIbHbIM npenapaTtam

Moces oTAENAEMOr0 paHbl HA MUKPOQIOPY C OnpeaeneHUem YyBCTBUTEIbHOCTH
B036yanTeNA K aHTUBAKTEpMaNbHbIM Npenapatam

Moces oTAENAEMOrO0 paHbl HA MUKPOQ/IOPY C ONpeaeneHNeM YyBCTBUTEIbHOCTH
B036yauTeNs K aHTMBaKTEpPUaNbHbIM NpenapaTtam v 6akteprodparam

17.01.02.07.MUKPOBUONOTMYECKAA ANATHOCTUKA KPOBU N MYHKTATOB

MoceB KpOBM Ha a3pobHY0 U aHaspPobHy MUKpodaopy

17.02. OCHOBHbIE NCCNEQOBAHUA

17.02.01.MUKPOCKOMWUYECKMUE NCCNEAOBAHUA

MMWKpOCKOMMYeCcKoe nccneaoBaHme MasKka C OKpackow no Fpamy (c oueHKoit no
wKane HbtogeHTa)

MMWKpOCKOMMYecKoe nccnegoBaHme Ha rpubbl

MWKpOCKOMMYECKoe NccneaoBaHMe HAaTUBHOMO Ma3sKa C OKpackoi no Mpamy
MMWKpPOCKOMMYECKOe NCCNeA0BaHME HATUBHOMO MaTepuana
17.02.02.MUKONOTMYECKMUE NCCNEAOBAHNA

MuKonornyeckoe nccnegoBaHue Ha acneprunnbl (Aspergillus spp.)
KomnnekcHoe MMKonornyeckoe nccnegosaHue Ha rpubbl( Candida spp,Aspergillus
spp.,Cryptococcus spp)

MuKonormyeckoe uccnegosarme Ha gepmatomuuetsl (Trichophyton spp.,
Microsporum spp., Epidermophyton spp.)

MuKonormieckoe nccnegoBaHme Ha KpUNTOKOKK (Cryptococcus neoformans)
17.02.03.MUKPOBNOJIOTMYECKNE MCCNTIEAOBAHUA

[MarHoCcTvKa NULLEBbIX TOKCMKOMHbEKLMIA

KomniekcHoe nccneaoBaHme MUKPOdIopbl yPOreHUTaIbHOro TpaKTa
MuKkpo61ronormyeckas AMarHoCTMKa AMCHaKTePUO3a KULLEYHUKA
MuKpo6MoorMyeckas AMarHoCTUKA KMLWEYHbIX MHbeKLM
MuKpo6mrosormyeckas AMarHoCTMKa Xonepbl

MuKpo6M1oLeHO3 BaaranviLa c onpeseseHnem YyBCTBUTENbHOCTU BO36yanTeNs K
aHTUBaKTepManbHbIM Npenaparam

Mukpo6uroueHo3 Braranvia

Moces rpyAHOro MoJsIOKa Ha MUKpodiopy

Moces }enun Ha mukpodaopy

Moces Kana Ha mukpodopy

Moces Mouun Ha MUKpodIopY

Moces Ha aHa3pobHy MMKpobaopy

Moces Ha a3pobHyto M aHasPO6HY MUKpodIopy

MoceB Ha 6eTa-remoIMTUYECKIIA CTPENTOKOKK rpynnbl B (Streptococcus agalactiae)
Moces Ha Bo36yauTeneit kuweyHon rpynnsi (Shigella spp., Salmonella spp
Moces Ha Bo36yauTens 6otynusma (Clostridium botulinum)

Moces Ha Bo36yauTens andtepun (Corynebacterium diphtheriae)

Moces Ha rapgHepennés (Gardnerella vaginalis)

Moces Ha remodunbHyto Hbekuumio (Haemophilus influenzae)

Moces Ha roHopeto (Neisseria gonorrhoeae)

Moces Ha rpubbl p.Candida

Moces Ha 3010TUCTbIN cTadUNOKOKK (Staphylococcus aureus)

Moces Ha nepcunHmnos (Yersinia spp.)

Moces Ha kamnunobaktepunos (Campylobacter spp.)

Moces Ha KuwweyHyto nanoyky (Escherichia coli 0157:H7)

Moces Ha knoctpuamnn (Clostridium difficile)

Moces Ha KokAtow 1 napakoktow (Bordetella pertussis, Bordetella parapertussis)
Moces Ha nernoHennés (Legionella)

Moces Ha nncTepunos (L.monocytogenes)

Moces Ha meHUHTUT (Neisseria meningitidis)
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A26.08.015
A26.19.003
A26.21.047
A26.09.002
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A26.19.078
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'MT.140.0.
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'MT.148.0.
rMT.139.0.
rMT.172.0.
rMT.128.0.
rMT.125.0.

rMT.120.2.
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IMT.120.4.
rMT.120.8.

rMT.01.
rMT.03.
rMT.02.

MT.05.

rMT.06.

MT.09.

rMT.08.

rMT.07.
rMT.04.

IMT.157.0.
IMT.163.0.

IMT.176.0.

IMT.158.0.

MT.159.0.
IMT.175.0.
MT.156.0.
IMT.162.0.
IMT.161.0.

MT.160.0.

IMT.186.0.

MoceB Ha MMKonnasmy xomuHuc (Mycoplasma hominis)
Moces Ha MMOreHHbIN CTPENTOKOKK (Streptococcus pyogenes)
Moces Ha canbmoHennes (Salmonella spp.)

Moces Ha TpuxomoHo3 (Trichomonas vaginalis)

Moces Ha Ty6epkynes (Mycobacterium tuberculosis)

Moces Ha ypeannasmy ypeanutukym (Ureaplasma urealiticum)
Moces Ha ypeansiasmy ypeaauTmkym 1 MUKOMIa3my XOMUHUC
Moces Ha wurennes (Shigella spp.)

Moces Ha swepuxmo3s (Escherichia spp.)

Moces OTAENAEMOrO BEPXHUX AbIXaTebHbIX NyTei Ha MUKpodiopy (Hoc, 3eB)
Moces oTAENAEMOrO 133, ylei Ha MUKpodaopy

MoceB 0TAENAEMOrO HUXHUX AbIXaTe/IbHbIX NyTel Ha MUKpodaopy (Tpaxesn, GPOHXM)
Moces 0TAENAEMOr0 paHbl Ha MUKpodaopy

Moces 0TAENAEMOr0 YPOreHMTaAbHOro TPaKTa Ha MUKpodopy

Moces NyHKTaToB HAa MUKpodaopy

17.02.04. JONONHUTENBbHbBIE UCCNEAOBAHUA

OnpegaeneHune 4yBCTBUTEIbHOCTM BO36YANTENA K aHTUBAKTEpManbHbIM Npenapartam
(aam)

OnpegeneHune 4yBCTBUTEIbHOCTM BO36yauTeNs K 6akTepnodaram

OnpeaeneHune Y4yBCTBUTENIbHOCTM BO36YANTENA K PACLUMPEHHOMY CMEKTPY
aHTUBaKTEPMaNbHbIX NpenapaTos

OnpeaeneHune Y4yBCTBUTEILHOCTM K aHTMBaKTepuranbHbiM npenapartam ESBL-
WTaMMOB

OnpegeneHune 4yBCTBUTEILHOCTM K aHTMBaKTepuanbHbIM npenapatam MRSA-
WTaMMOB

OnpeaeneHune YyBCTBUTEILHOCTM K aHTMBaKTepManbHbIM NpenapaTtam BCero
CMeKTpa BblAeNeHHON MUKPOdIopbI

OnpegeneHune YyBCTBUTEIbHOCTM K aHTUMMKOTMKAM C UCMO/Ib30BaHUEM TECT-
cuctem "Fungitest”

OnpeaeneHune YyBCTBUTEIbHOCTM K aHTUMMKOTUYECKMM NpenapaTtam
daroTMnusaums cTapuaOKOKKa

17.02.05.AHTUTEHHbIE TECTbI, SKCMNPECC-AHA/IN3bI

ApeHosupyc (Adenovirus, guapeinHblit CUHAPOM), aHTUrEHHbIN TecT
NHdntoeHua A+B (Influenza A+B, rpmnn), aHTUreHHbIV TeCT

Mccneposanue Ha Escherichia coli 0157:H7 (guapeiHblit cCMHAPOM), aHTUrEHHbIM
Tect

Kpuntocnopuaun napsym (Cryptosporidium parvum, avapeiiHbiii CUHAPOM),
aHTUTeHHbIN TecT

Nam6aumm (Giardia liamblia, anapeHblii CMHAPOM), AHTUTEHHBbIN TeCT
O6HapyKeHWe poTaBMpyCoB 1 afeHOBUPYCOB, aHTUTEHHbIN TECT

PoTasupyc (Rotavirus, aAnapenHblii CUHAPOM), aHTUTEHHBbIN TeCT
CTpenToKoKKa rp.A (Streptococcus pyogenes), aHTUreHHbl Tect
CTpenToKoKKa rp.B (Streptococcus agalactiae), aHTUreHHbI TecT

TokcuH A (Clostridium difficile, nceBaomem6bpaHHbIi KONUT), aHTUrEHHbIN TECT

TokcuH A u B (Clostridium difficile, nceBgomembpaHHbI KOAWUT),aHTUTEHHbIN TECT
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