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-1.KOMMNNEKCHbIE NCCNEAOBAHMA
-1.-1.06LNME ANATHOCTUYECKME KOMMNEKCDI

AHemuA(OAK pacwmpeHHbii /IO u peTukyiouutamm (BeHo3Has KpoBb), CO3,
DepputnH, OXKCC, CoiBOPOTOUHOE Xene30, TpaHcdeppuH, ButamuH B12, donatbi)
Buomapkepbl GYHKLMOHANbHOM CMOCOBHOCTM NeYeHn(paclimpeHHblin) (Anbda-2-
MakKporno6yauH, Fantornobux, AnoannonpotenH Al, Flamma-IT, Bunmpy6un O,
ANT, ACT, Tpuranuepuapl, X-O, Fntoko3a)

Buomapkepbl GYHKLMOHANbHOM CMOCOBHOCTM NeYeHU(CKPpUHUHT) (Anbda-2-
MakpornobynuH, Fantornobux, AnoannonpotenH Al, Famma-IT, Bunmpybux
06wmit, A/T)

BMOXUMUA PACLLUUPEHHASA(T ntoko3a (pTopua), MMKMpPOBaHHbIN remornobuH
(HbAlc), CbiBOpoTOYHOE Keneso, AnaHMHaMUHOTpaHchepasa (ANT),
AcnapTtaTamuHoTpaHcepasa (ACT), BunavpybuH obwmii, XonectepuH obwmi,
Tpuranuepmabl, O6wmin 6enok, KpeaTuHuH, Mo4yeBmHa, MoyeBas KMCNOTa,
docdaTasza wénoyHana, Famma-IT, Amunasa, AnbbymuH, JlaktataervgporeHasa
(NnAr), Kanuii (K+), Hatpuit (Na+), xnopuabl, Kanbumit 06wmii)

Buoxumus 6asosan(06w,. 6enok, KpeaTuHnH, XonectepuH, MouyesnHa, MNioKo3a,
ANT, ACT, bunmpybuH o6, CbiIBOPOTOYHOE XKeNeso)

Buoxumus 21 (AcnaptatammHoTpaHcdepasa (ACT) , AnaHnHamuHoTpaHcdepasa
(ANT), AnbbymuH, AMunasa, bunnpybuH Henpamo (BuampybuH npamoi,
BununpybuH obwmin), Famma-I'T, FTMKMpPoBaHHbIM remornobuH (HbAlc), Fntokosa
(dTopMa), MHaekc ateporeHHocTH (XC obwwmid, JINBIM), Kanuii (K+), HaTpuit (Na+),
xnopugpl, KpeaTuHuH, NlaktataernaporeHasa (/14r), MoyeBas kucnota, Mo4yeBuHa,
06wmit 6enok, C-peakTuBHbIM 610K, CbIBOPOTOUHOE Keneso, Tpuranuepuasbl,
docdaTasa wenoyHan, XonectepuH-AMHN

BbinageHune Bonoc(cKpuHUHT) (Kanbumii 06w, LIMHK, TTT, CbiBOpOYHOE Keneso,
CeneH (KpoBb))

FEMOCTA3MOINPAMMA(Koarynorpamma) (AYTB, AHTUTPOMBMUH lIl, TpombuHOBOE
Bpema, ®ubpuHoreH, NMpoTpomb. Bpema 1 NMpoTpomb. MHAeKc, MHO, AYTB)
FocnutanbHblii Komnnekc(AT n AT kK BUY 1/2, Cudunuc cym. AT (IgG n IgM), TenaTut
B, HBs Ag, l'enatuT C, anti-HCV cymm.)

FTOCMUTANIbHbIA KOMMNNEKC PACLUMPEHHbIN(06wmit aHanms Kposu ¢
nemkouutapHoi dopmynoit, CO3, AT n AT K BUY 1/2 (CKpUHMHT, Kau.), Cuduamc
cym. AT (IgG 1 1gM) (kau), Fenatut B, HBs Ag (kau), Fenatut C, anti-HCV cymm. (Kau),
Ipynna kposwu, pesyc-dakTop, Miokosa (bTopua), FMKMPOBAHHBIM remornobuH
(HbAlc), ®ubpuHoreH, MHO (+MMTB 1 NTU), O6wwit 6enok, KpeaTuHunH, MouesuHa,
XonectepuH 06wWmin, BunnpybuH obwmin, AnaHmHammHoTpaHchepasa (ANT),
AcnapTatamuHoTpaHcdepasa (ACT), Kanuii (K+), HaTpuid (Na+), xnopuapbi.
ExxerogHoe npodunaktnuyeckoe obcneposanue(lenatut C, AT, ACT, Buanpy6buH o.,
KpeaTuHuH, MoueBuHa, Mntokosa, Fenatut B, AT n AT K BUY 1/2, XonectepuH o.,
OAM, CO3, OAK c /1®, Cudmnuc)

MBC(daKTopbl pucka 1 neveHne)(fnKkMpoBaHHbI remornobux (HbAlc),Mnokosa
(dTopua),MHaekc ateporeHHocTn (XC obwmit, NINBIM),Kanuin (K+), HaTpuit (Na+),
xnopuapl, MHO (+MTB n NTU),KpeaTnHuH,MoyesunHa, XonectepuH-
JIMHM,XonectepuH-/INBIM.

JIunuaHbIi Komnaekc(amarHocTuka atepockneposa) (MHaekc ateporeHHocTH (XC
o6wwit, JINBMN), XonectepuH-/INHM, XonectepuH-/INOHMN (8 Tom uncne
Tpuranuepuabl))

MEPUATE/IbHAA APUTMUSA(XonecTepumH-/INMOHN (B TOM uncne
Tpuranuepuabl),XonectepmH-JMHMN,MoyesuHa,KpeatHuH,MHO (+ITB 1
MTWN),Kanuit (K+), HaTpuit (Na+), xnopmabl,Mo3roBoi HaTpuilypeTudeckuii nenTtma,
(NT-proBNP),D-avnmep)

MeTtabonuueckuii npodpunb(C-nentua, Koptuson, Miokosa (dbropua),
MHp.aTeporeHHocTu (XC obwwia, JINBM), UHcynuH, X-/INHN, JlentuH, T4 cB., X-
JINOHN (B T.4. TpUrAnuepuapl), TTT)

Octeonopo3s(Kanbuuii 06Wmit, KanbLmit MIOHU3MPOBaHHDIN (Ca++), OCTUOKANbLIMH,
napaTropmoH, docdop HeopraHuueckuid, B-cross laps, 4NN/, (pasoBas moua)
MeyeHb(ANT, ACT, ®ocdaTasa wenoyHas, bunupybuH Henpamoi, lamma-IT,
XonectepuH o6, O6wmit 6enok, NMpot. Bpem., MpoT. MHAEeKC)

MoaskenynouHas enesa(Amunasa naHkpeatuyeckas, Mwokosa, Konporpamma,
Jlunasa)

Moukn(O6wmii aHanns moun, Pocdop HeopraHnyeckuii, Kanuin (K+), Hatpuit (Na+),
Xnop, MarHuii, KpeatuHunH, MoyesuHa, (PekomeHayeTcs aHanns Mouu no
HeunnopeHko, ¥Y3U nouek)

PeBmatoungHbliii apTpuT(OAK ¢ /1d, CO3, AC/NO, C-peakTuBHbIN Henok,
PeBmatounaHblii daktop, AHTUTENa CCP)
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CaxapHblit gnabeT(AT K MHCyMHY (Kon.), AT K 6eTa-KneTkam noasKenyno4uHomn
»enesbl (Kon.), AT-GAD (Kon.), UHcynuH, MTnrokosa, FMKMpoBaHHbIA remornobuH
(HbA1c))

CaxapHblit gnabet(ckpuHuHr) (TNtoKo3a, MMMKMPOBaHHLIM remornobuH (HbAlc),
WHcynuH, C-nenTtua)

CycTaBbl(ACNO, C-peakTuBHbI 6enok, PeBmatonaHbiii paktop, CO3, Mouesas
Kucnota, O6LWwmit aHaNu3 KPOBM C NerikounTapHoin dopmynoii (18 napameTtpos)
Lennakma(AT K ravaguHy IgA (kon.), AT K ranaguHy IgG (kon.), AT K aHgomumsumto IgA
1 1gG (Kauy.), AT K peTuRyaunHy IgA 1 IgG (Kau.))

LLinToBmaHas kenesa(T4 cs, T4 ob6wmit, T3 cB, T3 0bwmid, TTI (TupoTponuH), AT-
TNO, AT-TT.)

BUOXUMUA(OBwmiA 6enok, AnaHnHamuHoTpaHcdepasa (A/T),
AcnaptaTamuHoTpaHcdepasa (ACT), BunnpybuH obwmii, KpeaTuHuH, MoyeBuHa,
XonectepuH 06wwmit, CbiIBOPOTOHHOE XKenes3o)

NEDPULMNT MOOA(KAMHUYECKMIT aHa I3 KpOBM C NeliKoumTapHoi dopmynoii u COd
(c MUKpoCKonWei maska KPOBM Npw BbISBIEHWUM NATONOTMYECKUX U3MEHEHWIA)
(BeHO3HasA KpoBb), Mog, (kposb))

MWHEPA/Tbl 419 34,0POBbA(Kanbumit 06wmin, Marumii, dochop HeopraHMHecKuin)

AKTUBHOCTb BUTAMWHOB(25-0OH Butamut D (25-OH vitamin D, 25(0OH)D, 25-
hydroxycalciferol, ButamuH B12, akTUBHbIV (X0N10TpaHCKO6anamuH), IpUTponosTUH)

LLinToBmaHas kenesa(T4 cs, T3 cs, TTT (TupotponuH), AT-TMO, AT-TT)
ButamuHbl Kpacorsl (A, E, D, B9, B12)
Jlyywe, 4em MaHTy (TB-pepoHoBbIi TecT)
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01.02.ANATHOCTUKA MHOEKLNIA

TORCH-MH®EKLMN(BMpYC npocToro repreca 1 1gG (kon), Bupyc npocrtoro repneca 1
IgM (n/kon), Bupyc npocToro repneca 2 IgG (kon), Bupyc npoctoro repneca 2 IgM
(n/kon), kpacHyxa IgG (kon), KpacHyxa IgM (n/konud), Tokconnasma IgG (kon),
ToKconnasma IgM (kon), untomeranosupyc IgG (n/kon), umtomeranosmpyc IgM
(n/xon))

MLP-10 kayecTs(ma3ok/moua/cnepma)(Xnamuamsa Tpaxom, Ypeansiasma ypean.,
Mwukonnasma reHuT, Mukonnasma xom, NapaHepenna sar., TpUXoMOHac BarmHanuc,
Kangmnaa anbbukaHc, Heliccepumsa roHopeu, Bupyc npoctoro repneca 1/2,
LinTomeranoswpyc)

MLP-10 kKonnu. (masok/moua/cnepma)(Metoa Real-Time)(Xnamuaus tTpaxom,
Ypeannasma ypean., Mukonnasma reHuT, Mukonsnasma xom, lrapgHepenna sar.,
TpuxomoHac BaruHanuc, KaHanaa anbbukaHc, Heliccepums roHopeu, Bupyc npoctoro
repneca 1/2, Untomeranosmpyc)

MUP-12 Konwnu. (ma3ok) (Metoa Real-Time) (Xnamuausa Tpaxomatuc, Ypeannasma
ypeanutukym, Mukonnasma reHutanamym, Mukonnasma XommHuc, MapaHepenna
BarmHanuc, TpMXoMoHas BarmHanumc)

MLUP-12 KauyecTs.(Ma30K)(Xnamuaua Tpaxom, Ypeannasma ypeas, Mukonnasma
reHuT, Mukonsiasma xom, FapaHepenna Bar, TpuxomoHac Bar, Heliccepums roHopew,
Kanaunaa anbbukaHc, Bupyc npoctoro repneca 1,2, BNY Tun 16, BNY Tun 18,
LintTomeranoswpyc)

MUP-13 + KBM KonunuecteeHHbI(Bupyc npocToro repneca 1,Bupyc npocroro
repneca 2,BMY Tun 16,BMY Tun 18,lapgHepenna BarmHanuc,KaHanaa

anbbrkaHc, M1Konnasma xomuHuc, Heiccepusa roHopen, TpuxomoHac
BarmMHanuc,Ypeannasma ypeansmtmkym, Xnamuams Tpaxomatuc ,Liutomeranosupyc)

ML,P-13 KayecTBeHHbIN(Bupyc npocToro repneca 1,Bupyc npoctoro repneca2,BMNY
Twun 16,BMY Tun 18,MapgHepenna sarnHanuc,KaHanaa anbbukaHc, Mukonnasma
XOMUHUC,MuUKoNnasma reHuTanmym,Heiiccepus roHopeu, TpuxomoHac
BarvMHanuc,Ypeansiasma ypeansmtmkym, Xnamuams Tpaxomatuc, Liutomeranosmpyc)

MNuUP-14 ANA KEHLWMH(NLP-13 + nakTob6akTepun) KonmuecTseHHbIN((Bupyc
npoctoro repneca 1,Bupyc npoctoro repneca 2,BMY Tun 16,BMY Tun
18,MappHepenna sarmHanuc,KaHguaa anbbukaHc, Mukonnasma
XOMUHUC,Heliccepus roHopeun, TpUXoMoHac BarMHaauc,Ypeanaasma
ypeanuTukym, Xnammama tpaxomatuc Liutomeranosupyc,/laktobakrepum)
MLUP-4 BUPYCbl(aHann3 maska) KauyecTBeHHbIV(Brpyc npocToro repneca
1,2,Uutomeranosupyc ,BMY Tun 16,BMY Tun 18 (kau.))

MLUP-4 BUPYCbl(aHann3 masKka) KonnyecTBeHHbIM(Bupyc npocToro repneca
1,2,Uutomeranosupyc ,BMY Tun 16,BMY Tun 18 (kau.))

MLUP-4 UNMMN natoreHbl(aHanM3 Maska) KayecTBeHHbIN(MuKonnasma reHuTannym
,Heliccepusa roHopen , TpUXOMOHAC BarMHANUC,Xnamuana Tpaxomatuc )

MLUP-4 UNMMN natoreHbl(aHanM3 MasKka) KosmMyecTBeHHbI(MuKonaasma reHuTannym
,Heliccepusa roHopen , TpUXOMOHAC BarMHANUC,XNamnana Tpaxomatuc )
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MUP-4 UMM natoreHbl(aHanM3 Mo4m) KadecTBeHHbIM(MUKONNa3Ma reHUTannym
,Heiiccepus roHopen , TpUXOMOHAC BarHanvc,Xnammams Tpaxomatuc ) 2

MUP-4 UMMM natoreHbl(aHaM3 MOYK,) KOAMYECTBEHHbIN(MUKONAA3Ma reHUTannym
,Heliccepus roHopeun , TpxoMoHac BarmHanuc,X1ammamna TpaxomaTuc ) 2
MUP-4 UMMM ychoBHble naToreHbl(aHann3 maska) KonuuyectseHHbl(KaHavaa
anbbuKaHc,MapaHepenna BarmHanvc,Mukoniasma XoMUMHWC,Ypeanaasma

YPeannuTuKym) 2
MUP-4 UMMM ycnoBHble naToreHbl(aHann3 maska) KayecTBeHHbI(KaHanaa
anbbuKaHc,MapaHepenna BarmHanmc,Mukoniasma XoMMHUC,Ypeanaasma

YPeannuTuKym) 2
MUP-4 UMM ychoBHble NaToreHbl(aHaAn3 moyn) KayecTBeHHbI(KaHanaa
anbbukaHc,MapaHepenna BarmHanvc,Mukoniasma XoMUMHUC,Ypeanaasma

YPEeannuTuKym) 2
MUP-4 UMMM ycnoBHble NaToreHbl(aHaAn3 moyn) KonmyecTBeHHbli(KaHanaa
anbbuKaHc,MapaHepenna BarmHanmc,Mukoniasma XoMMHWC,Ypeanaasma

YPEeannuTuKym) 2
MUP-6 konuy.(masok) (Metog Real-Time) (Xnamuaua Tpaxomatuc, Ypeannasma
ypeanutukym, Mukonnasma reHutannym, Mukonsiasma xomuHuc, FrapaHepenna
BarmHanuc, TpMXoMoHas BarmHaauc) 2
MLP-6 kauecTs.(ma3ok/moua) (Xnammuams TpaxomaTuc, Ypeansiasma ypeasuTukym,
MwuKonnasma reHutanmym, Mukonnasma xomuHuc, FapaHepenna saruHanuc,

TprXOoMOHa3 BarmHanuc) 2

MLP-8 kauecTs.(ma3ok/moua) (Xnammuams TpaxomaTuc, Ypeaniasma ypeasuTukym,
Mukonnasma reHuTannym, Mukonnasma xommHuc, FapgHepenna BarmHanuc,

TpuxomoHac BarmHanuc, KaHanaa anbbukaHc, Heliccepus roHopem) 2
MLUP-8 konuy.(masok/moua) (Metoa Real-Time) (Xnamuams TpaxomaTtuc,

Ypeannasma ypeanntukym, Mukonnasma reHutanamym, Mukonnazma XoMmmHUC,
FapaHepenna BarmHanuc, TpuxomoHac BarmHanuc, KaHanaa anbbukaHc, Hellccepus
roHopewu) 2
01.03.019 KEHLWMWH

CHECK-UP Neo1l /18 XEHLLUMH(aHanm3 kposu)(Fenatut C, Cudpunuc, Frenatmt B, AT u
AT K BUY %, AT, ACT,TnnKnpoBaHHbI remornobun (HbAlc),Mntokosa, TTI, T4
cB0ob60AHbIN,CbiB.)Kene30, KpeaTuHnH, MoyesuHa,AnbbymuH, IMT,dochop Heopr,
NAT, Kanbumit O,XonectepuH obw,, X-ANMHN/INOHN,BunnpybuH 06w, bunmnpybun
npamoi,KpeaTnHknHaza,MHO, dPubpuHoreH,OAK c /Id+CO3,C-peak.6enok, Anbda-
deTonpoTenH, AHTUreH NNOCKOKIETOYHOM KapuuHombl (SCCA),PIA, CA 19-9,CA 15-

3CA125,CA72-4) 12-23
CHECK-UP No2 A/181 XXEHLLUMH(aHann3 ma3sKka)(lMHeKoN0rM4ecknin Ma3ok Ha

dnopy,/laktobakTepumm (Koamu.),Bupyc npoctoro repneca 1,2 (konmd.),BMY Tunsl 16,

18 (kau),"makoctHaa uutonorus, KaHanaa anbbukaHc (konwmd.),fapaHepenna

BarmHanuc (konuy.),Mukonnasma XommHuc (Konuy.),Mnkonnasma reHuTannym
(Konwnu.),Heliccepumsa roHopen (Komy.), TpMXoMOHaC BarMHaamc

(Konny.),Ypeannasma ypeanuTukym (Koamd.),Xnammana Tpaxomatuc
(Konnu.),Llutomeranosupyc (Konmy.). 3
AL peHOTreHUTaNbHbIA KOMNAEKC(M3B6bITOK MYKCKUX TOPMOHOB Y KEHLUWH)

(TectoctepoH, Kapauson, 17-OH-nporectepoH, [iFA-S) 2
YKeHcKne ropmoHbli(ntoTemHoBan ¢asa) (3ctpagmon, NMporectepoH)

N

YeHckune ropmoHbl B meHonayse (TTT, T4 ceo6oaHbiit, OCI, Ictpaamon, /1)
eHckune ropmoHbi(bonnunkynsapHasn ¢asa)(PCr, /T, MponaktuH, dctpagmon, ArA-S,
TectoctepoH, 17-OH-nporectepoH, TTT, T4 ¢, FNobynuH, CBA3bIBAOLLMI NONOBbIE
rOPMOHbI) 2

O6cneposanune npu 6epemerHocTu (1 Tpumectp)(BUY 1/2,len B,C, RW,0AK ¢

Nd+CO3, O.6enok, KpeatnHuH, MouesuHa, X-0O, Mntokosa, ANT, ACT, bunupy6.0,
Bup.np.repn. 21gG,IgM, Uutomer.sup.IgG,IgM, Tokconn.IgG,IgM, KpacHyxa 1gG,IgM,
dakTop AYTB, AHTUTPOMBMH IlI, Tpom6.8p, PnbpUHoreH, MHO,D-gumep,0AM,

'vH.ma30k Ha ¢n, Uccnea.cockobos ¢ LM u LK, Cbis.xkeneso, p.Kposu) 4
O6cneposanuve npu 6epemeHHocTH (2 TpumecTp)(OAK ¢ 1d, CO3, OAM) 2
06cneposaHue npu bepemeHHocTu (3 Tpumectp)(BUY 1/2,en B,C,RW, OAK ¢

Nd+CO3, O.6enok, KpeatnHuH, MouesuHa, X-0O, Mntoko3a,A/TT,ACT,BuanpybuH O,
CbiB.)keneso, A4TB, AHTUTPOMBMUH lIl, Tpomb.Bp, PubpuHoreH, MHO,D-gumep,

OAM, TMH.Ma30kK Ha ¢n) 3
OHKOMapKepbl 4/15 }eHLWMH(npodunaktmyeckoe obcneaosaxme)(Anbda-
deTonpoTenH,AHTUIreH NNOCKOKNETOYHOW KapumHombl (SCC),PIA,CA 125,CA 15-3,CA
19-9,CA 72-4). 2
NPODPUNAKTUKA PAKA MOJIOYHOW KENE3bI (P3A, BRCA1: 5382 InsC, 4153DelA,
A1708EN, Arg1699T, BRCA2: 6174DelT, Asn372Hi) 6

1150

1380

1380

1150

1150

1380

2300

1610

2100

2800

13230

6330

1780
920

2070

5520

12480
860

6790

5290

5180



B03.016.002
B03.016.003

rMT.27.110.1.

IMT.27.110.2.

IMT.27.84.

IMT.27.62.

IMT.28.119.

IMT.28.105.

MT.27.99.1.

IMT.27.70.1.

IMT.27.70.2.

rMT.27.49.

TMT.27.47.

rMT.3.1.1.
rMT.3.4.

01.04.019 MYXXYNH

CHECK-UP Nel ANA MYX4YUMH(aHanus kposu)(O6Lumnii aHanmns Kposu ¢

neikoumutapHoit dopmynoit v CO3,AT u AT K BUY 1/2 (ckpuHMHT, Kau.)lenaTtuT B,

HBs Ag (kau)l'enaTut C, anti-HCV cymm. (kau),Cudunuc cym. AT (IgG 1 IgM)

(kau),Mntoko3a (pTopua),MAnMKMpoBaHHbIN remornobun (HbAlc),TTI,T4
cB,ANIT,ACT,lamma-IT,NAT, KpeatnHKMHaza,bunnpybux obwmii, bunmpybux
npamoi,XonectepuH-/INMHMN,XonectepuH-/INBMN,XonectepmH o6wmin,06wmi
6enok,AnbbymuH,KpeatnHmH,MouesuHa,CbiBopoToUHoE eneso,dPubpuHoreH, MHO
(+NTB u NTU),Kanbumii obwumit,Kanuii (K+), Hatpuii (Na+), xnopuabl, dochop
HeopraHuyeckuit,C-peakTnsHbI 6enok ,06wuii MCA ,CeoboaHbiv MCA,PIA,CA 19-

9,CA 72-4,Anbda-betonpotenH ,Cyfra 21-1 (HEMENKOKNETOUHbIN PaK NErkunx) 2

CHECK-UP Ne2 /18 MYX4UH(aHann3 moum)(O6Lmit aHaamns moum MeToaom

NPOTOYHOM LUTODNYOPUMETPUM (BbICOKOUYBCTBUTENbHDIV TecT),Cyfra 21-1 8

moue,Bupyc npoctoro repneca 1,2 (konuy.),lapgHepenna BarmHanuc

(konny.),KaHampa anbbukaHc(Konmny.),Mrkonnasma reHuTaanym)

(konny.),Mukonnasma xoMuHUC (Konuy.),Heiccepua roHopeu

(konmny.), TpuxomoHac BarvHanuc(konuny.),Ypeaniasma ypeanutukym
(konny.),Mukonnasma reHuTanmym (Konuu.),Xnamuams
Tpaxomatuc(konuy.),Liutomeranosumpyc (Kosamu.). 2
My>kckue ropmoHbl(PCT, JIT, MponakTuH, FobyaunH, cBA3bIBAIOLLMIA NON0BbIE

ropmMoHbl, urnapotectoctepoH, TectocTepoH, CBOGOAHBIN TECTOCTEPOH,

ctpaamon) 6

OHKOMapKepbl ANA My4uH(NpodunakTuyeckoe obcneposarue)(Anbda-

deTonpoTenH (neyeHs), CA 19-9 (noaxenyaouHas xenesa, npamas U CUrMOBUAHAA
KUWKA), POA (ToncTas KuwwKa, npsamas Kuwka), O6wuii NMCA, CeobogHbiii MCA, CA 72-

4 (xenypok), Pacuet cooTHoweHus MCA cBob6oaHbIi/MCA 06wwmit) 2
01.05.4/19 [ETER

CHECK-UP Nel ANA NOAPOCTKOB(aHanu3 kposu)(O6wwuit aHanms Kposu

pacluMpeHHbIV ¢ neikounTapHoi popmynoit u CO3,06wumit
6enok,KpeaTnHnH,MouesuHa,XonectepuH obwmin,Mnoko3sa

(dbTopua),MnnkmnposaHHbIi remornobun (HbAlc),ANT,ACT,Famma-IT,Buampybux
Henpamoi (Bunnpy6ux npamoit, Bunanpybun obwmit),OXCC ,TTT, Kanbumii
06wwniA,(25-0OH BuTamuH D cymmapHbiit (25-OH Butamun D2 u 25-OH sutamut D3,
06wwit pesynbtart), TectoctepoH,/1M,dCr,3ctpagmnon,17-OH-nporectepoH,ArA-S.) 2

ExkeroaHoe o6cneposaHue peberka(A/IT,ACT,Mntoko3a (dbTopua), M MnKMpoBaHHbIi
remornobuH (HbA1lc),KpeatHuH,MoyesuHa,(O6LLmMit aHaNN3 KPOBM PaCLLUMPEHHDI

¢ nevikouuTtapHoi dopmynoit u CO3,CoiBopoTOHHOE Kenes3o,TTT, Kanbuuit
06wwmin,docdaTasa wenoyHan, XonecrepuH obwumin,06wmuin 6enok,0AM,BunnpybuH
Henpamoi (Bununpy6ux npamoit, Bunanpybut obwmit),Konporpamma,Cockob Ha
3HTEPO6MO3.) 2

3,0POBbIN PEGEHOK(BeHo3Has KpoBb)( KNMHMYECKNIA aHann3 Kposw ¢
neiikoumutapHoi dopmynoit n COI (C MMKPOCKOMMEN Ma3Ka KPOBM MPU BbIABAEHUN
NaToNOrMYECKUX U3MEHEHMWI),06LWuni1 aHann3 mouu.) 2

AHanu3bl 419 AETCKOrOo Cafa, WKOJbl, AETCKOro fareps (BeHo3Has Kposb).(06wui
aHaNn3 KPOBW C leiiKoumuTapHoit Gopmynoit BeHo3Has Kposb+CO3J,06Wwumii aHanms
MOUM, ANLA reSIbMUHTOB, UCCAefoBaHME COCKO6a Ha IHTEPOHMO3) 2

AHanW3bl 419 AETCKOro Cafa, WKOJbl, AETCKOro fareps (Kanua.Kposb)(o6wmii

aHaNn3 KPOBW C leiKoumuTapHoit Gopmynoit BeHo3Has Kposb+CO3J,06Wwumii aHanms

MOYM, ANLA reIbMMHTOB, UCCNef0BaHME COCKoba Ha IHTepPobuno3s) 2
01.06.9UTHEC KOMMNNEKCHI

®UTHEC KOHTPO/Ib CNOPTMBHOTIO NMUTAHUA(ANT,(ACT,Buanpy6buH

0o6wmit,Fnokosa (dTopua), KpeatnHuH, /T, MponakTuH, TectoctepoH, ®CrT,

ScTpagmon, O6wmit 6enok, O6wWMit 6enok). 2

DPUTHEC MOHUTOPWMHI(25-0OH ButamuH D cymmapHbliii (25-OH ButamuH D2 u 25-

OH ButamuH D3, 06wmit pesynbTat), IcTpaamon, MponakTuH,
TectoctepoH, /I, OCI,TTT, UHaeKce ateporeHHocTy (XC obwmii, INBM),XonectepuH-

JINOHN (B Tom yncne Tpuranuepunabl),Moyesasa kucnota,XonectepuH-JMHM. 2
02.0BLEKNMHNYECKUE NCCNEAOBAHUA

02.01.0BLUEKTNHNYECKUE NCCNEOOBAHUSA KPOBU

02.01.01.06wWwumit aHanu3 Kposu

O6wmii aHanu3 Kposm 6e3 nekouuTapHoit GopmMybl BEHO3HAA KPOBb 2
06Kt aHaNN3 KPOBM PACLUMPEHHbIV C IeiKouUTapHON dopmynoi 1

peTuKyaoLMTaMu (TONbKO BEHO3HAA KPOBb) 2

16680

6330

5640

3680

8970

4830

750

1400

1400

4490

5750

350

630



B03.016.003 IMT.3.9.1. KAWHWYECKMIM aHann3 KpoBM ¢ NeiKkoumTapHoi dopmynoit u COI (c MUKpocKonuei
Ma3Ka KpoBW Npu BbIABJEHUW NATONOMMYECKUX UBMEHEHWIA) (BEHO3HAA KPOBb) 2 630
B03.016.003 IMT.3.9.2. KNWHWYECKMIM aHann3 KpoBM ¢ NeiikoumTapHoi dopmynoit u COI (c MUKpocKonuei
Ma3Ka KpOBW NpW BbIABIEHUM NATONOMMYECKUX UBMEHEHWIA) (KannanApHas KpoBsb) 2 630
02.01.02.CO3
A12.05.001 rMT.3.3.1. CO3 no BecTeprpeHy (BeHO3Has KPOBb) 2 290
02.01.03./leikoumTtapHan ¢opmyna
A12.05.121 FMT.3.5.1. JleitkouuTapHan ¢opmyna c 06a3aTeNbHOM «PYHHOW» MUKPOCKONMEN Ma3Ka KpoBMu
(BEHO3HaA KPOBb) 2 170
02.01.04.PeTnKyNOLMTbI
A12.05.123 MT.3.6.1. PeTnKynoLMTbl BEHO3HAA KPOBb 2 290
A12.05.123 MT.3.6.2. PeTukynoumThbl (KanuANAapHasa KpoBb) 2 290
02.01.05.[0n0NHUTENbHbIE UCCEA0BAHMUA K 06LLEMY aHaNU3Y KPOBU
OnpegfeneHvie MPOLEHTHOTO COAEPKAHUA MOHOHYK/IEaPOB B KPOBU (BEH. KPOBb)
rMT.3.8.1.
(Ha3HauaTb BmecTe ¢ "OAK") 2 160
OnpegfeneHvie NPOLEHTHOTO COAEPKAaHUA MOHOHYK/IEaPOB B KPOBU (Kamnui.KpoBb)
rMT.3.8.2.
(Ha3HauaTb BMecTe ¢ "OAK") 2 160
FMT.3.7.1. MoacueT TpombouuToB No meToay PoHMO (BeH. KPOBb) (HazHayaTb BMecTe ¢
"OAK") 2 160
FMT.3.7.2. MoacueT TpombouuToB No metoay PoHMO (Kanun.KPoBb) (Ha3HavaTb BMecTe ¢
"OAK") 2 160
02.02.0B6LWEKTUHUYECKUE MCCNELOBAHMNA MOYYU
B03.016.006 MT.9.3. 2-X CTakaHHasn npoba 2 400
B03.016.006 rMT.9.4. 3-x cTakaHHas npoba 2 520
B03.016.015 MT.10.1. AHaANN3 MOYU NO 3UMHULKOMY 2 520
B03.016.014 MT.9.2. AHanu3 mouu no HeumnopeHko 2 350
B03.016.006 IMT.9.1. 06wmit aHann3 moun 2 350
02.03.06LWEKTUHUYECKMUE MCCNEAOBAHUA KANA
A26.19.011 MT.21.12. BnactoumcTbl 2 400
A26.19.011 MT.21.11. MMmeHonennaosbl 2 400
A26.01.017 MT.21.6. MccnepoBaHue cockoba Ha aHTepobmo3 2 290
B03.016.010 MT.21.2. Konporpamma 2 460
A26.19.010 MT.21.14. JIeHTOo4YHble YepBH 2 400
A26.19.011 IMT.21.7. MpocTeiwmne 2 350
A09.19.001 MT.21.3. CKpbITasa KpoBb 2 460
A26.19.010 MT.21.13. CTpoHrunonapl 2 400
A09.19.001.001 FMT.21.10. Tect «Colon View Hb 1 Hb/Hp» Ha cKpbITyI0 KPOBb B Kane (0bHapyskeHue
remornobuHa uam Komnnekca remornobuHa/rantornobuHa B Kane) 2 1380
A26.19.010 MT.21.5. Aua renbMUHTOB 2 400
A09.19.001 IMT.21.21. CKpbiTas KpoBb (FOB Gold), kan, kon. 4 1150
Konporpamma, npocTeiive u reNibMUHTbI, BKAKOYANA UX LUCTbI, AWLA U TNYUHKM, C
npUMeHeHnem LnbPOBOI MUKPOCKONUM (MeTOA0M Nyyllero oboraieHums Ha
MT.21.28. aHanu3satope KEYU) 3 800
03.BMOXUMUNYECKUE NCCNELOBAHUA
03.01.BMOXUMUYECKUNE NCCNEAOBAHUA KPOBU
03.01.01.5€nK0BbI1 1 aMUHOKUCNIOTHbI 06MEH
A09.05.011 MT.1.3. AnbbymuH 2 230
A09.05.011 IMT.1.3.1. AnbbyMUH (Kanun.KpoBsb) 2 230
AHanM3 KPoBW Ha codeprKaHne He3aMeHUMbIX aMUHOKMCAOT (16 nokasatene -
A09.05.099 MT.1.64.1 acnapruHoBasn, TPEOHWH, r1yTaMUHOBAA, MULWH, anaHWUH, CEPUH, BaNIMH, METUOHUH,
neny, 8 3910
A09.05.014 IMT.1.2. Benkosble dpakumm B T.4. 06Lwmit 6enok 3 400
A09.05.214 MT.1.53. fomoumctenH 2 1380
A09.05.099 MT.1.641.1. KOMNAEKCHbIN aHann3 Ha aMMHOKMUCAOTbI (32 nokasaTtens) (KpoBb) 7 7590
A09.28.002 MT.1.641.2. KOMNAEKCHbIN aHann3 Ha aMMHOKMUCAOTbI (32 nokasaTtens) (mouva) 7 7590
A09.05.020 MT.1.4. KpeaTuHuH 2 230
A09.05.020 rMT.1.4.1. KpeaTuHWH (Kanun.KkpoBb) 2 230
A09.05.018 MT.1.52. MouyeBas kucnota 2 230
A09.05.018 IMT.1.52.1. MoueBas KncioTa (Kanun.kpoBsb) 2 230
A09.05.017 MT.1.5. MouesuHa 2 290
A09.05.017 IMT.1.5.1. MoueBwHa (Kanun.KpoBb) 2 290
A09.05.010 MT.1.1. 06wmit 6enok 2 400
A09.05.010 MT.1.1.1. 06wuit 6enok (Kanun.KkpoBb) 2 400
03.01.02.Cneundunyeckune 6enku
A09.05.073 MT.1.103. Anboda-1-aHTUTPUNCUH 8 750
A09.05.241 MT.1.58. Anbda-2-makpornobynuH 2 860
A12.06.015 MT.1.49. AHTUCTpenTonmsuH-0 (AC/10) 2 460
A09.05.079 MT.1.57. FanTornobuH 2 920
A09.05.209 MT.1.54. MPOKaNbUUTOHWUH 2 2420
A12.06.019 IMT.1.51. PesmaTtonaHbili dakTop 2 460
A09.05.009 MT.1.50. C-peaKTWBHbIN 6eNOK,yIbTPayuyBCTBUTEbHbIN 2 400
A09.05.077 MT.1.46. LepynonnasmuH 2 1040
A09.05.234 IMT.1.101. 303MHOOUNBHBIV KAaTUOHHBIV 6enok 2 1090




A09.05.250
A09.05.251
A09.05.026
A09.05.026
A09.05.027
A09.05.027

B03.016.017.003

B03.016.017.001

A09.05.264.001

A09.05.025
A09.05.025
A09.05.026
A09.05.026
A09.05.004
A09.05.004
A09.05.028
A09.05.028
A09.05.025
A09.05.025

A09.05.083
A09.05.023
A12.22.005
A12.22.005
A12.22.005
A12.22.005

A12.22.005

A09.05.056
A09.05.207
A09.05.102

A09.05.041
A09.05.041
A09.05.042
A09.05.042
A09.05.045
A09.05.045
A09.05.180
A09.05.180
A09.05.044
A09.05.044
A09.05.039.001
A09.05.043
A09.05.043
A09.05.039
A09.05.039
A09.05.173
A09.05.173

A09.05.175

A09.05.175

A09.05.046
A09.05.046
A09.05.174
A09.05.175

A09.05.022.002

A09.05.022.002

A09.05.021
A09.05.021
A09.05.022.001
A09.05.022.001

rMT.1.6.
rMT.1.7.
rMT.1.13.
rMT.1.13.1.
rMT.1.12.
rMT.1.12.1.

IMT.1.65.1

rMT.1.67.1

FMT.1.66.1

rMT.1.102.

rMT.1.102.1.

rMT.1.8.
rMT.1.8.1.
rmMT.1.10.
rMT.1.10.1.
rMT.1.9.
rMT.1.9.1.
MT.1.11.
MT.1.11.1.

rMT.1.18.
rMT.1.14.2.
rMT.1.16.
rMT.1.16.1.
rMT.1.107.
IMT.1.63.

rMT.1.108.

MT.1.109.
rMT.1.19.
MT.1.17.

rMT.1.21.
IMT.1.21.1.
MT.1.20.
MT.1.20.1.
IMT.1.22.
IMT.1.22.1.
IMT.1.23.
IMT.1.23.1.
MT.1.28.
IMT.1.28.1.
MT.1.26.
MT.1.29.
IMT.1.29.1.
IMT.1.27.
IMT.1.27.1.
IMT.1.24.
IMT.1.24.1.
MT.1.31.
IMT.1.31.1.
MT.1.30.
MT.1.30.1.

IMT.1.32.

IMT.1.32.1.

IMT.1.33.
IMT.1.33.1.
IMT.1.25.
IMT.1.25.1.

MT.1.36.

IMT.1.36.1.

TMT.1.34.
IMT.1.34.1.
MT.1.35.
IMT.1.35.1.

03.01.03./lunnaHblii obmeH

AnonvnonpotenH Al

AnonunonpoTtenH B

NHaekc aTeporeHHocTH (XC obwwmid, JINBIM)

NHaekc ateporeHHocTH (XC o6wwmid, JINBIM) (kanua.KpoBb)
JlunonpoTeuH (a)

JlunonpoTeunH (a) (kanun.kposb)

HeHacblLWweHHbIe KMpPHble KUCNoTbl cemeiictBa OMEGA-3 (aliko3aneHTaeHoBas

Kkucnota-EPA, noko3arekcaeHoBas kucnota-DHA, anbda-nmHoneHosas kKnucnota-ALA)

HeHacbIWeHHbIe }KMpPHble KUCNOoTbl cemeiictBa OMEGA-6 (nMHoneBas, ramma-
JIMHONIEHOBAA, AUTOMOraMMa-IMHONEHOBAsA, apPaxMA0HOBAs, SMKO3a4MeHOBas,
A0KO3aaMeHoBas.

Onpegenenvie Omera-3 MHAeEKca (OLEHKa PUCKa BHE3AMHOW cepaeyHon cmepTy,
MHapKTa MMOKapaa 1 APYr1x cepaedYHO-CoCyANCTbIX 3aboneBaHui)
Tpuranuepngbl

Tpuranuepmabl (Kanua.KpoBb)

XonectepuH ob6wmit

XonectepuH 06LWmit (Kanua.KpoBb)

XonectepuH-/1MBMN

XonectepuH-/IMBM (Kanun.KpoBb)

XonectepuH-JINHMN

XonectepuH-/IMHN (Kanun.KpoBsb)

XonectepuH-/INMOHI (B TOM Yncne TpUranuepuabl)
XonectepuH-/INMOHM (B TOM Yncne Tpuranuepuabl) (Kanua.Kposb)
03.01.04.YrneBogHblit 06meH

[ NMMKMPOBaHHbIM remornobuH (HbAlc)

[ntoko3a (pTopua)

[NtoKo30TONEPaHTHBbIN TecT (0-120)

[NtoKo30TONEPaHTHBbIN TecT (0-60-120)

[NOKO30TONIEPAHTHBIV TECT C ONpeAesIEHNEM [/TH0KO03bl U MHCYNHA
[NOKO30TONIEPAHTHBIV TECT C ONpeaesieHeM I1oKo3bl U C-nenTuaa

[NOKO30TONIEPAHTHBIV TECT C ONpeAesieHNeM [1oKo3bl, C-NenTuaa, MHCYIMHA
NHAeke nHcynnHopesncteHTHocT HOMA-IR

JNakTat

DpyKTO3aMUH

03.01.05.PepmeHTbI

AcnaptaTammuHoTpaHcdepasa (ACT)

AcnapTaTamuHoTpaHcdepasa (ACT) (Kanun.KpoBsb)
AnaHvHamuHoTpaHcohepasa (ANT)

AnaHMHamuHoTpaHcdepasa (A/1T) (kanun. KpoBb)

Amunasa

AmMnasa (Kanua.KpoBb)

AMWNasza naHKpeaTUyecKas

AMWNasza naHKpeaTUyecKas (Kanua.Kkposb)

Famma-I'T

Famma-I'T (Kanun.KkpoBb)

'mapokcmbyTupataernaporeHasa ( 1-a dppaxumsa)

KpeaTuHKkmHasa

KpeaTuHKMHa3a (Kanun.KpoBsb)

NakrtatgermaporeHasa (/1471)

NakrtatgerngporeHasa (/146) (kanun.kposb)

Jlnnasa

Jlunasa (Kanun.KkpoBb)

docdaTasa Kucnas HenpocraTuyeckan

docdaTasa Kucnas HenpocTaTuyeckan (Kanun.KpoBb)

docdarasa kucnas obuan

docdaTasa kucnas obwan (Kanun.Kposb)

docdatasa kucnas npoctatnyeckan (Pocdartasa kucn.obuwas, Pocdatasa kucn.
HenpocTaTMyecKkas)

docdaTasa kucnas npoctatnyeckan (Pocdartasa kucn.obuwas, Pocdatasa kucn.
HenpocTaTMyeckas) (Kanua. KpoBb)

docdaTasa wenoyHas

docdaTasa WwenoyHasn (Kanun.kposb)

XonuHactepasa

XonuHacTepasa (Kanua.Kposb)

03.01.06.MUrmeHTHbIN 06MeH

BunvpybuH Henpamoii (BunmpybuH npamoit, BunanpybuH obmii)

BunvpybuH Henpamoii (BunmpybuH npamoit, BunmpybuH obmii) (kanun.kposb)
Bunvpy6buH obumii

Bunvpy6buH obLumii (Kanun.Kposb)

Bunvpy6buH npamoi

Bunvpy6buH npamoii (Kanua.Kkposb)
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520
520
520
520
520
520

3910

3910

3910
230
230
290
290
230
230
230
230
230
230

690
290
580
860
1380
2650

3390
1150
350
290

230
230
230
230
290
290
290
290
230
230
290
290
290
230
230
290
290
290
290
290
290

520

520
290
290
230
230

350

350
230
230
230
230



B03.016.007
B03.016.007

B03.016.007

A12.05.019
A12.05.011

A09.05.007
A09.05.008
A09.05.076
A09.05.080
A09.05.082

A09.05.239

A09.05.238

A09.05.177
A09.05.006
A09.05.256
A09.05.193

A09.05.235

A12.06.060
A09.05.235

A09.05.235

A09.05.206
A09.01.012
A09.05.266
A09.28.071

A09.01.007

A09.01.011
A09.05.265
A09.28.070

A09.01.008
A09.05.242

A09.01.024
A09.05.278
A09.28.083

A09.01.008
A09.05.034
A09.05.031
A09.28.013

IMT.1.62.
IMT.1.60.

IMT.1.601.
IMT.1.59.
IMT.1.591.

rMT.4.9.
rMT.4.2.
rMT.4.8.
rMT.4.1.
IMT.4.6.
IMT.4.5.
IMT.4.3.
MT.4.7.

rMT.13.2.
rMT.13.4.
rMT.13.1.

IMT.7.2.
MT.7.1.
[MT.7.5.
rMT.7.3.

rMT.1.110.

IMT.50.24.2121.
MT.4.4.

rMT.1.61.1.

MT.4.14.
rMT.4.18.
rMT.4.19.
MT.4.20.
rMT.4.21.
IMT.4.22.
MT.4.17.
IMT.4.16.
MT.4.15.
MT.4.11.
IMT.4.23.1.
IMT.4.24.1.
IMT.4.25.1.

IMT.4.26.1

IMT.1.56.1.

IMT.1.42.
IMT.1.72.1.
IMT.1.72.2.
IMT.1.72.3.
IMT.1.72.4.
MT.1.48.11.
MT.1.48.31.
MT.1.48.41.
MT.1.48.21.
IMT.1.69.1.
IMT.1.69.2.
IMT.1.69.3.
IMT.1.69.4.
IMT.1.79.1.
IMT.1.79.2.
IMT.1.79.3.
IMT.1.79.4.
IMT.1.87.1.
IMT.1.87.2.
MT.1.87.3.
MT.1.87.4.
MT.1.74.1.
MT.1.39.
IMT.1.74.2.
IMT.1.74.3.
IMT.1.74.4.

03.01.07.AnarHocT1Ka NaToNorMm neveHn 6es buoncum

CreaToCKpuH

dubpoMakc

PrbpoMaKc (ToNbKO pacyeT Npu HaMYUM PE3YNbTATOB UCCIeA0BaHNA
CteaToCKpuH)

dubpoTecT

PubpoTecT (TONBbKO pacyeT NpY HAaIMYMK pesyibTaToB UccnenosaHna CteaToCKpUH)
03.01.08.[AnarHoCT1Ka aHEMUIA

KoadduumeHT HacbiweHna TpaHcdeppuHa

OYCC (CbiBOpoTOYHOE *enes3o, JIKCC)
PacTBopumble peuentopbl TpaHcheppmHa (sTFR)
CbIBOPOTOYHOE Kenle30

TpaHcheppuH

DeppuUTUH

Ponatbl

SpUTPONOSTUH

03.01.09.AHTMOKCUAAHTHBIN CTaTyC
FnyTaTMoHnepokcuaasa (M)

O6LwWwmit aHTUOKCUAAHTHbIV cTaTyc (TAS)
Cynepokcugamncmyrasa (COL4)
03.01.10.Kapamomapkepbl

KpeaTuHkmHasza Mb

MwuornobuH

MosroBoit HaTpuitypeTuyeckuin nentug, (NT-proBNP)
TponoHwuH |

03.01.11.ButamuHbl

25-OH ButamuH D cymmapHbliii (25-OH ButamuH D2 1 25-OH ButamuH D3, obwimii
pesynbTar)

ButamuH B12, akTUBHbIN (XONOTpaHcKobanammH)
ButamuH B12

MeTabonuTbl BUTamuHoB rpynnbl D (1,25-OH BuTamuHbl D3 1 25-OH BUTamuHbl D3,
pasaeneHHbIV pesynbrar)

berta-kapoTuH

ButamunH B1

ButamuH B2

ButamuH B3 (HuaumH)

ButamunH B5

ButamuH B6

ButamuH C

ButamuH E

ButamuH K

ButamumH A

ButamuHbl rpynnel B (B1,82,B3,85,86,89,B12)
BogopactBopumble BUTamuHbl (B1,B5,86,C)
*upopactBopumble BuTamuHbl (A,D,E,K)

KOMNAEKCHbIN aHann3 KpoBM Ha BUTaMUHbI (ButamuHsbl A,D,E,K,C,B1, B5,B6)
KOMNAEKCHbIN aHann3 Kposu Ha ButamuHbl rpynnst D (D2 1 D3)
03.01.12.MuHepanbHbIi 06MeH

Ca++, Na+, K+

ANOMUHMIA (BONOCHI)

ANOMUHUI (KPOBb)

ANOMUHUI (Moya)

ANOMUHUI (HOrTH)

AHann3 MmMHepanbHoro obmeHa (23 anemeHTa) (BoaocChl)
AHann3 MMHepanbHoro obmeHa (23 anemeHTa) (moya)
AHann3 MMHepanbHoro obmeHa (23 anemeHTa) (Hortm)
AHanu3 MUHepanbHoro obmeHa (23 anemeHTa) (nnasma)
Bop (Bonocwl)

Bop (kpoBb)

Bop (moua)

Bop (HorTtu)

¥eneso (Bonocol)

eneso (kposb)

¥eneso (moua)

¥eneso (Hortn)

Kagmuii (Bonocbl)

Kagmuii (KpoBb)

Kagmuit (moua)

Kagmuii (HorTu)

Kanuii (Bonocbl)

Kanwii (K+), Hatpuid (Na+), xnopuabi

Kanwuii (kpoBb)

Kanuii (moua)

Kanuit (Hortu)

NN NNNONN

NN NN

N NN

00 00 00 00 0O 00 00 00 0O 0O 00 00 00 00

A OO NOOOOOO OO0 N

10470
26160

19780
23120

18860

690
290
2130
290
580
810
750
1150

2700
3340
3340

350
810
3110
1270

1610
890
750

4850
2100
2100
2100
2100
2100
2100
2100
2100
2100
2100
11900
7350
7150

15200
4500

580
810
810
810
810
3570
3570
3570
3570
810
810
810
810
810
810
810
810
810
810
810
810
810
580
810
810
810



A09.01.008
A09.05.242.001
A09.28.012

A09.05.206
A09.05.032
A09.01.017
A09.05.271
A09.28.076

A09.05.242.001
A09.01.008
A09.28.060.001

A09.05.127
A09.01.008
A09.05.242.001
A09.28.060.001

A09.01.016
A09.05.270
A09.28.075

A09.05.273
A09.01.008
A09.05.273
A09.28.060

A09.01.023
A09.05.277
A09.28.082

A09.01.021
A09.05.275
A09.28.080

A09.01.008
A09.05.030
A09.28.014

A09.01.018
A09.05.272
A09.28.077

A09.01.026
A09.05.280
A09.28.085

A09.01.027
A09.05.281
A09.28.061

A09.01.022
A09.05.276
A09.28.081

A09.01.025
A09.05.279
A09.28.084

A09.01.008
A09.05.242
A09.28.060

A09.01.014
A09.05.268
A09.28.073

A09.05.033
A09.01.015
A09.05.269
A09.28.074

A09.05.274
A09.01.020
A09.05.274

IMT.1.75.1.
IMT.1.75.2.
IMT.1.75.3.
IMT.1.75.4.

rMT.1.38.
rMT.1.37.

'MT.1.80.1.
'MT.1.80.2.
'MT.1.80.3.
'MT.1.80.4.
IMT.1.68.2.
IMT.1.68.1.
IMT.1.68.3.
IMT.1.68.4.

rMT.1.43.

rMT.1.71.1.
rMT.1.71.2.
rMT.1.71.3.
rMT.1.71.4.
rMT.1.78.1.
rMT.1.78.2.
rMT.1.78.3.
rMT.1.78.4.

MT.1.45.

rMT.1.82.1.
rMT.1.82.2.
rMT.1.82.3.
rMT.1.82.4.
MT.1.86.1.
IMT.1.86.2.
IMT.1.86.3.
IMT.1.86.4.
rMT.1.84.1.
rMT.1.84.2.
rMT.1.84.3.
rMT.1.84.4.
rMT.1.70.1.
rMT.1.70.2.
'MT.1.70.3.
IMT.1.70.4.
IMT.1.81.1.
IMT.1.81.2.
IMT.1.81.3.
IMT.1.81.4.
IMT.1.89.1.
IMT.1.89.2.
MT.1.89.3.
MT.1.89.4.
MT.1.90.1.
MT.1.90.2.
MT.1.90.3.
IMT.1.90.4.
IMT.1.85.1.
IMT.1.85.2.
IMT.1.85.3.
IMT.1.85.4.
MT.1.88.1.
MT.1.88.2.
MT.1.88.3.
MT.1.88.4.
IMT.1.73.1.
IMT.1.73.2.
IMT.1.73.3.
IMT.1.73.4.
IMT.1.76.1.
IMT.1.76.2.
IMT.1.76.3.
IMT.1.76.4.

IMT.1.44.

IMT.1.77.1.
IMT.1.77.2.
IMT.1.77.3.
IMT.1.77.4.

IMT.1.47.

MT.1.83.1.
MT.1.83.2.

Kanbuuii (Bonocobl)
Kanbumit (KpoBsb)
Kanbumit (moya)
Kanbumit (Hortu)

n
n

Kanbuuit MIOHN3MPOBaHHbIN (Ca++)

Kanbumit 06wmit
Ko6anbT (BosMOCHI)
KobanbT (KpoBb)
Ko6anbT (Mouya)
Ko6anbT (HOrtu)
Jnutnii (KpoBb)
JlnTunii (Bonocbl)
JuTnii (moya)
JuTunii (Hortu)
Marxui

MarHuit (Bonocbi)
MarHuit (KpoBb)
MarHuit (moua)
MarHuit (Hortu)
MapraHeu, (Bonocbl)
MapraHe, (KpoBb)
MapraHey, (moya)
MapraHey, (Hortu)
Megap

Meab (Bonocoi)
Meab (KpoBb)
Meab (moua)
Meab (Hortn)
MonnbaeH (Bonocbl)
MonnbaeH (KpoBb)
MonnbaeH (mou4a)
MonnbaeH (HorTu)
MbiWwbAK (BonoCbI)
MbiWwbAK (KPOBb)
MbiwbAK (Moua)
MbiWwbAK (HOrTH)
Hatpwuii (Bonocbl)
Hatpwii (KpoBb)
Hatpwii (Moua)
Hatpwii (HorTm)
Hukenb (Bosnocbl)
Hukenb (KpoBb)
Hukenb (Moua)
Hukenb (HorTh)
PTyTb (BONOCHI)
PTyTb (KpOBb)
PTyTb (MOYa)
PTyTb (HOITH)
CsuHel, (BonoCbI)
CBuHel, (KpoBb)
CsuHew, (Moua)
CsuHel, (HorTu)
CeneH (Bonocbl)
CeneH (KpoBb)
CeneH (mova)
CeneH (Hortu)
CypbMma (Bonocbl)
CypbMma (KpoBb)
Cypbma (Mmoua)
Cypbma (Hortu)
Tannwuii (Bonocbl)
Tannwuii (KpoBb)
Tannuii (moua)
Tannwuii (Hortu)
TwuTaH (Bonocbl)
TutaH (KpoBb)
TuTaH (Moua)
TuTaH (HorTu)
Dochop HeopraHMYECKNi
Xpom (Bonocbl)
Xpom (KpoBb)
Xpom (moua)
Xpom (HorTw)
LMHK

LnHK (Bonocbl)
LIMHK (KpoBb)

A OONOO N OO0 0000000000000 NOOO0DO0 0N OO0 ONNOOO OO

810
810
810
810
630
290
810
810
810
810
810
810
810
810
230
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
230
810
810
810
810
400
810
810



A09.28.079

A09.28.017
A09.28.027
A09.28.027
A09.28.032
A09.28.011
A09.28.011
A09.28.012
A09.28.006
A09.28.006
A09.28.003.001
A09.28.003.001
A09.28.010
A09.28.010
A09.28.009
A09.28.009
A09.28.014
A09.28.014
A09.28.003
A09.28.003
A12.28.002

A09.28.026
A09.28.026

A09.19.010
A09.19.012

A09.05.060
A09.05.061
A09.05.064
A09.05.063

A09.05.117
A09.05.097
A09.05.065

A09.05.139
A09.05.147
A09.05.146
A09.05.225
A09.05.160
A09.05.150
A09.05.203
A09.05.131
A09.05.210
A09.05.153
A09.05.087
A09.05.078.001

A09.05.078
A09.05.132
A09.05.154

A09.05.067
A09.05.069
A09.05.149
A09.05.135
A09.05.120.001

A09.05.297
A09.05.296
A09.05.224
A09.05.119
A09.05.058

rMT.1.83.3.
rMT.1.83.4.

rMT.11.1.
rMT.11.4.1.
rMT.11.4.2.
IMT.11.5.
rMT.11.6.1.
rMT.11.6.2.
MT.11.10.
rMT.11.7.1.
rMT.11.7.2.
rMT.11.3.1.
rMT.11.3.2.
rMT.11.9.1.
rMT.11.9.2.
rMT.11.8.1.
rMT.11.8.2.
MT.11.11.1.
MT.11.11.2.
rMT.11.2.1.
rMT.11.2.2.
rMT.10.2.
MT.11.15.
MT.11.12.1.
MT.11.12.2.
rMT.11.16.1

rMT.21.1.
rMT.21.9.
rMT.21.4.
IMT.26.44

rMT.16.8.

rMT.2.1.
rMT.2.2.
rMT.2.3.
IMT.2.4.
IMT.2.7.
IMT.2.6.
IMT.2.8.
[MT.2.5.

IMT.2.17.
MT.2.54.
MT.2.11.
IMT.2.52.
MT.2.18.
MT.2.50.
IMT.2.53.
IMT.2.12.
IMT.2.51.
IMT.2.16.
MT.2.14.
MT.2.10.

IMT.50.2.1368

IMT.2.9.
IMT.2.13.
IMT.2.15.

IMT.2.19.
TMT.2.22.
IMT.2.21.
MT.2.20.
[MT.2.55.

TMT.2.27.
MT.1.100.
MT.2.26.
IMT.2.25.
TMT.2.24.

LnHK (Moua)
LIMHK (HorTy)

03.02.5MOXMMWUYECKME UCC/IEAOBAHNA MOYM

pH (pa3osas)

Amunasa (pasosas)

Amunasa (cytoyHan)

Bunupy6buH (pasosas)

Intoko3a (pa3osas)

[ntoko3a (cyTouHas)

Kanbumii (TonbKo cyTouHan)

KpeaTuHuH (pa3oBas)

KpeaTuHWH (cyTouHas)
MukpoanbbymuH (anbbymuH) (pasosasn)
MuKpoanbbymuH (anbbymumH) (cytouHas)
MoueBas Kucnota (pasosas)

MoueBas Kucnota (cyTouHas)
MoueBuHa (pa3oBas)

MoueBuHa (cyTouHas)

Hatpwii, Kanwii (pa3osas)

Hatpwuii, Kannit (cytouHasn)

06wmit 6enok (pasosasn)

06wmit 6enok (cyToyHas)

Mpoba Pebepra (cyTouHas)

Mpoba CynkoBmua (Kanbumii Moun, Ka4ecTBeHHbIN TecT) (pa3osasn)

dochop HeopraHU4eckuii (pasosasn)
Ddochop HeopraHMYECKUiA (CyToUHan)

XMMUYECKMI1 aHaIN3 MOYEBOrO KaMHSA (CNEKTPOCKOMNMA, KOJIMYECTBEHHO)
03.03.5MOXUMUYECKME UCCIEAOBAHUA KANA

BYOXMMMYECKNI aHanus Kana
MaHKpeaTnyeckas snacrasa 1
Yrnesoabl

KanbnpoTeKkTUH B Kane

03.04.6BMOXMMWUYECKUE UCCNEAOBAHNA C/THOHbI

BMOXMMUYECKUIA aHaNWU3 CIHOHDI
04.rOPMOHA/NbHbIE NCCNEAOBAHUA

04.01.FTOPMOHA/NbHbIE NCCNEAOBAHNA KPOBU

04.01.01.lLuToBMAHanA xenesa

T3 06wt

T3 cBo60aHbIN

T4 obwnii

T4 cBo60aHbIN

TecT NornoLweHns TMPeOUAHbIX TOPMOHOB
TupeornobynunH
TVMPOKCUHCBA3bIBAOLWLMI TNO6YANH
TTr

04.01.02.[MonoBble rOpMOHbI
17-OH-nporectepoH
AHAPOCTEHANON TNIOKYPOHUS,
AHAPOCTEHANOH

AHTMMIONIEPOB FOPMOH (AMH/MIS)

TNo6Yy/NH, CBA3bIBAIOLLMIA NOIOBbIE FOPMOHbI

OurnapoTtectocTepoH

NHrM6uH B

ar

MaKponponakTuH, B T.4. [ponakTmuH
MporecTtepoH

MponaktuH

CBOB6OAHbIV TECTOCTEPOH

TecTocTepoH cBoboAHbIN (OnpeseneHue TectocTepoHa obuiero, ICMI 1 MHAeKca

cBO6OAHbIX aHAPOreHOB)
TectocTepoH

oCr

ScTpaguon

04.01.03.I'vno$unapHo-HagNO4YEYHUKOBAA cCUCTEMA

AKTT

AnbpocTepoH

[ArA-S

Koptuson

PeHMHOBaA aKTMBHOCTb
04.01.04.MeTab0113M KOCTHOM TKaHU
B-cross laps

Mapkép bopmmnpoBaHuA KOCTHOro matpukca P1INP

OcTeoKanbuuH
KanbunToHUH
MapaTtropmoH

04.01.05.Mogskenyao4Han xenesa / MenyaouHo-KuLeYHbI TpaKT

[e2BNe)}
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810
810

230
290
400
230
230
350
230
230
350
350
460
230
350
230
350
350
460
230
350
400
290
230
400
5180

1840
2010
810
2650

2010

460
460
520
580
860
860
860
580

630
1270
810
1960
810
1380
1380
630
860
580
630
1040

2240
580
630
630

810
630
580
580
1380

1090
1500
1040
900
630



A09.05.057
A26.06.033

A26.06.033

A09.05.056
A09.05.159

A09.05.205

A09.05.090
A09.05.089
A09.05.249

A09.05.157

A09.05.144
A09.05.145

A09.05.085
A09.05.124

A09.05.204
A09.05.066

A09.28.036
A09.28.034
A09.28.034
A09.28.034
A09.28.034

A09.28.034.002

A09.28.048
A09.28.064

A09.28.035

A09.28.035

A09.07.008

A09.07.011

A09.07.010
A09.07.011

A09.07.007
A09.07.007
A09.07.007
A09.07.007
A09.07.009
A09.07.011

A12.05.007
A12.05.008
A12.05.008
A12.05.006
A12.05.007.001

A09.05.051.001
A12.05.014
A09.05.047
A12.05.039
A12.05.043
A12.30.014
A12.05.027
A09.05.051.002
A12.05.028
A09.05.188

IMT.2.32.
IMT.2.62.

MT.2.35.

rMT.2.28.
rMT.2.31.
MT.2.29.
rMT.2.30.

IMT.2.36.
rMT.2.37.
FMT.2.39.
rMT.2.40.
IMT.2.42.
IMT.2.38.

IMT.2.43.
IMT.2.44.

IMT.2.46.
IMT.2.47.

IMT.2.49.
IMT.2.48.

rMT.12.1.
rMT.12.2.
rMT.12.6.1.
rMT.12.6.2.
rMT.12.7.1.
rMT.12.7.2.

IMT.12.10.1.

rMT.12.4.
rMT.12.12.

rMT1.12.8.1

rMT.12.3.
IMT.12.5.
MT.12.11.

MT.2.78.

MT.2.80.

IMT.2.77.
IMT.2.76.
IMT.2.79.
IMT.2.70.
IMT.2.73.
IMT.2.72.
IMT.2.74.
IMT.2.75.
IMT.2.71.
MT.2.69.

IMT.5.4.
IMT.5.3.
IMT.5.2.
IMT.5.1.
IMT.5.5.

IMT.6.8.
IMT.6.11.
MT.6.12.
IMT.6.3.
IMT.6.13.
MT.6.10.
IMT.6.5.
IMT.6.9.
IMT.6.4.
IMT.6.14.

[acTpuH

[acTponaHenb (CKPpUHUHT) (FacTpuH-17 6a3anbHblid, MencuHoreH-l, MencuHorew-ll,
Helicobacter pylori IgG

lacTponaHenb( ¢ HarpyskoW) (FacTpuH 17, FacTpuH 17-CTUMYAMPOBaHHbIN,
MencuHoreH |, MencuHoreH Il, H.Pylori 1gG)

NHcyanH

JlentuH

MpounHcynnH

C-nentug,

04.01.06.MpeHaTanbHaA AMArHOCTMKA

B-XTY

B-XI'Y cBOo6OAHBIN

Benok accounmpoBaHHbIii ¢ 6epemeHHoCTbiO (PAPP-A)

MnaueHTapHbIV NakToreH

MpeHaTanbHbIA CKPUHUHT || TpuMmecTpa (14-20 Hepens)

ScTpron cBo6OAHbIN

04.01.07.KatexonamuHbl

AZpeHanunH, HopaapeHaavH

AZpeHannH, HoOpaapPeHanvH, 4obamnH

04.01.08.bunoreHHble aMUHbI

fmctamuH

CepoTOHWH

04.01.09.%akTOpbI pOcTa

N®P-1(ComaTomeamH C)

CTr

04.02.TOPMOHA/IbHbIE UCCNELOBAHMNA MO4U

17-KC

17-KC xpomatorpaduyecknii metog, (CyTouHas moua)
AgpeHanuH+HopaapeHanvH (pasosas moya)
AgpeHanuH+HopaapeHanvH (cyTouHas mouya)
AppeHanuH+HopagpeHannH+JodamuH (pa3oBas moya)
AppeHanuH+HopagpeHannH+JodamuH (CyTouHaa moya)

AHanM3 MOYM Ha CoAepKaHNe NPOMENKYTOUYHbIX METaBONNTOB KaTEXONAMUHOB:
meTaHebpUH, HopmeTaHepPUH (CyToUHan moya)

OTA-S (cyTouyHaa moua)

ONNA (ae30KCMNUPUAMHONNH) B MOYe

KomnneKcHoe uccnefoBaHMe Ha KaTeEX0IaMUHbI, CEPOTOHUH U UX MeTabonTbI
(romoBaHUNMHOBaA, BAaHUAUAMUHAANEBASA, 5-TMAPOKCUMHAONYKCYCHAA KMCIOTbI)
(nnasma 347T)

KopTuson (cytouHas)

C-nentupg, (cytouHan)

CBO6OAHbIA KOPTU30N

04.03.FTOPMOHAJIbHbIE UCCNEAOBAHUA C/THOHbI

17-OH-NporecTepoH (cntoHa) (meTog BIXKX)

17-OH-MporectepoH, AHApocTeHAMOH, JernapoannaHapoctepoH, Koptuson,
KopTu3oH, MporectepoH, TecTocTepoH, IcTpaanon, (cBob. dpakumm B CtoHe)
(meTog, BIXKX)

AHApocTeHAMOH (cntoHa) (meTog, BIMKX)

[ernapoanuaHapoctepoH (catoHa) (metoa BIXKX)
[OernapoanuanapoctepoH, MporectepoH, cTpagunon, TectocTepoH (cBoboaHble dpa
MporectepoH cBo60oAHbIN (cntoHa) (meTog BIMKX)

CBob60AHbIVM KOPTU30A (ABa B3aTMA) (cntoHa) (meTog BIXKX)

CB060AHbI KOPTU30A (04HO B3ATUE) (CNtoHa) (MeToa BIMKX)

CB060AHbIM KOPTU30A (TpK B3ATMA) (CNtoHa) (MeToa BIXKX)

CB060OAHbI KOPTU30A (YeTbipe B3ATUA) (cAtoHa) (MeToa BIXKX)
TecTocTepoH cBo60AHbIN (cntoHa) (meTog BIMKX)

ScTpagmon cBoboaHbIN (cntoHa) (meTog BIMKX)
05.MMMYHOTEMATO/IOT'MYECKME NCCNEQOBAHNA

AHTUreHbl cuctembl KELL

AT K pesyc-dpakTopy (KauecTs)

AT K pesyc-dpakTopy (TUTp)

Ipynna kposwu, pesyc-daktop

deHoTUNMpPOBaHKe 3puTpoLmMToB No aHtureHam C, ¢, E, e, Cw , K, k
06.FTEMOCTA3MOJ/IOT'MYECKUE NCCNEOOBAHUA

D-anmep

AKTMBMPOBaHHOE Bpems pekanbuudukaumm nnasmol (ABP)

AHTUTPOMOWH I

A4YTB

BoaYaHOYHbIN aHTUKOAryNAHT

MHO (+NTB 1 NTH)

MpoTpombuHOBOE Bpems, MPoTPOMOBUHOBbLIN MHAEKC

POMK

TpombuHoBOE Bpems

Ddaktop VIII

10
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810

4080

6270
860
810

1090
690

810
810
980
860
2190
580

1380
1670

1090
1090

1090
630

1150
2010
1610
2300
1670
2240

3450
630
1320

3680
580
630
920

1350

5890
1350
1350
5090
1350
1790
1250
2200
2430
1350
1350

1380
690
750
460

1610

1270
230
580
290
810
290
290
230
290

1440



A09.05.050
A12.05.018
A09.05.125
A09.05.126

A09.05.202
A09.05.231
A09.05.201
A09.05.200
A09.05.232
A09.05.247

A09.05.300

A09.05.219
A09.05.245
A09.05.089
A09.05.196

A09.28.054
A09.05.300
A09.05.202
A09.05.246
A09.05.130
A09.19.014

A09.05.195
A09.05.130.001

A08.22.004
A08.22.004

A08.20.015

A08.20.015
A08.01.002

A08.20.017
A08.20.017.001

A08.20.017.002

A08.20.004

A08.20.013

A08.16.008
A08.16.007

A08.28.012

A08.09.011

A08.16.008

A08.30.016

A08.30.028

IMT.6.6.
IMT.6.7.
IMT.6.15.
IMT.6.16.

rMT.8.7.
MT.8.6.
rMT.8.8.
rMT.8.9.
rMT.8.22.
rMT.8.10.
[MT.8.25.
rMT.8.19.
rMT.8.17.
rMT.8.18.
rMT.8.12.1.
rMT.8.12.2.
rMT.8.1.

rMT.8.14.

rMT.8.13.
rMT.8.21.
MT.8.20.
rMT.8.11.
rMT.8.2.

MT.8.15.

rMT.8.4.

rMT.8.26.1

IMT.8.5.
rMT.8.3.

rMT.14.16.
rMT.14.19.

rMT.14.18.

MT.14.15.
IMT.14.14.

MT.14.11.
IMT.14.2.

IMT.19.102.1.

IMT.14.21.

IMT.14.13.

MT.14.3.

IMT.14.17.

IMT.14.6.
IMT.14.12.

IMT.14.10.

MT.14.1.

IMT.14.5.

MT.14.20.

IMT.14.9.

MT.14.8.

DdubpuHoreH

PUBbPUHONUTUYECKAA aKTUBHOCTb

Mpotenn C

MpoTeunH S.

07.0HKOANATHOCTUKA

07.01.0HKOMAPKEPbI

CA 125 (AN4HUKK)

CA 15-3 (Mono4Hble Xenesbl)

CA 19-9 (noasKenyno4Has »enesa, NPAMas U CUTMOBUAHAA KULLKA)

CA 72-4 (skenypok)

CA-242 (noaenyaouHan xenesa, TONCTbIN KULWEYHWUK, NPAMan KMLLKa)
Cyfra 21-1 (HEMe/NIKOKNETOUHbIW PaK Nerkux)

Cyfra 21-1 B moue

HE4 (anuTenmanbHblii pak AMYHUKOB)

pro-GRP

S-100 (Helpo-3HAO0KPUHHbIE OMYyX0K)

B-2 muKpornobynunH (nMmdoma, MHOXKECTBEHHAA MUEeNoMa)

B-2 muKpornobynuH (nMmdoma, MHOXKECTBEHHAA MUeNoMa)
Anboa-deTonpoTenH (NneveHb)

AHTUreH NNIOCKOKNETOYHOM KapuuHombl (SCC) (KapumMHOMA WeKn MaTku,
HOCOI/IOTKM, NMULLLEBOAA, YXa U Ap. SIOKann3aLuii)

AHTUreH paka mo4yeBoro nysbipsa (UBC) (moyeBoit ny3bipb)

MHaekc ROMA B nocTmeHonayse (3nuTenmanbHblii pak AUYHUKOB)
MHaekc ROMA B npemeHonayse (3NuTennanbHbli pak ANYHUKOB)
Helpocneunduyeckas eHonasa

06wmii NCA (MpocTaTUyeckuii cneuuduyecknii aHTUreH)

Onyxonesas M2 nupyBaTKMHa3a (KONOPEeKTanbHbIN pak)

MCA cBo60aHbIn/MCA 06wmit (and. AMarHocTMKa ageHOMbl U KapLMHOMbI
npeacTaTenbHOM Kenesbl)

MHAaeKe 300poBba NpocTaTthl (phi-uHAeKc). OLeHKa puUcKa HaMuua paka
npeacratenbHom xenesbl_MK

PIA (TOACTas KULWKa, NpAMas KMLWKa)

CBoboaHbIv MCA (npeacTatenbHan enesa)

07.02.uMTONOINA

07.02.01.MyHKTaTbI LLMTOBUAHOM XKenesbl

MccnepoBaHne NyHKTATOB WUTOBUAHOW XKenesbl

MccnenoBaHve NyHKTaTOB WMTOBUAHOM sKeNe3bl METOLAOM KUAKOCTHOM LUTOAOTMM

BD ShurePath

07.02.02.MyHKTaTbl MOIOYHOM Xene3bl U COCKOBbI KOXKMU

MccnepoBaHne NyHKTATOB KOXKM M MOJIOYHOM Kenesbl METOAOM KUAKOCTHOM
uutonornu BD ShurePath

MccnepoBaHne NyHKTaTOB MOIOYHOW Xenesbl

MccnepoBaHue cockoba Koxku

07.02.03.CocKobbl C LWEMKM MaTKMU U LEepBMKAbHOIO KaHana
MccnepoBaHme cockoboB € Wwerkn matkm (no ManaHukonay, Pap-Tecr)
MccnepoBaHmne cOCKOBOB C LWENKM MATKM U LLEPBUKANbHOTO KaHana
KOMMNEKCHbIA CKPUHWUHT PAKA LUEMKM MATKM: LiTonornyeckoe
uccnefoBaHMe cockob0B LEWKM MaTKU U LLePBUKAIbHOTO KaHana MeToA0M

MMAKOCTHOM UMTONOTUN BD SurePat
PACLUMPEHHbIV KOMMJIEKCHbBIA CKPUHUHT PAKA LLUEMKU MATKU:

LiTonoruyeckoe nccnegosaHme cockoboB LWeWKU MaTKU(MMAKOCTHas umTonorus:
nccnefoBaHne COCKOBOB WENKM MaTKM M LLePBMKaIbHOTO KaHaa C OKPacKoit no

Mananukonay (TexHonorua BD ShurePath),BMY Tunbi
16,18,31,33,35,39,45,51,52,56,58,59 reHotun. + Konnd. (Metoz Real-Time)
(konnu.).

CKPUHWMHT PAKA LLEMKN MATKMW: LiuTonornueckoe nccnesoBaHme cockobos

WeKM MaTKM U LLepBUKabLHOTO KaHana metogom KUOKOCTHOM LIUTONOMMN BD

SurePath FocalPoint
07.02.04.AcnupaT NoNOCTU MATKK
MccneposaHue acnmpaTa NONOCTM MATKK

LiuTonormyeckoe nccneposanue MANME/b-BUONCUN SHOOMETPUA meTogom

KUAKOCTHOM umntonormm BD SHURE PATH

07.02.05.9HA0CKONMYECKUI MaTepuan

MccnepoBaHme SHAOCKOMMYECKOro MaTepuana

MccnepoBaHue sHA0CKONMYeckoro maTtepuana Ha Helicobacter pylori
07.02.06.Llutonorna mouum

LinTonornyeckoe nccnenosaHe moum

07.02.07.UccnepoBaHme MOKPOTbI

MccnepoBaHne MOKPOTbI

07.02.08.0pyrne nccnenosaHuna

MccnepoBaHmne NyHKTATOB APYrUX OPraHoOB M TKaHe

MccnepoBaHmne NyHKTATOB APYrnX OPraHOB M TKaHEN MeTOA0M KUAKOCTHOM
uutonorum BD ShurePath

MccnepoBaHue cockoboB 1 OTNEYATKOB OMyX0ei U OMnyxoneBonoAobHbIX
06pasoBaHuii

MccnepoBaHve cockoboB 1 OTNEYaTKOB 3pO3UiA, A3B, PaH, CBULLLEN

KN NN NN NNINN

NN NNNN

O NNNNON

350
230
1950
2450

860
860
920
1040
1440
1500
2760
2070
2300
2300
810
810
460

1150
2130
2300
2300
1320
630
2130
1090
4030
750
860
810
1730
1730
810
810
1210
690

2070

3450

1730

810

2650

810
1040

860

920

810

1730

810
690



A08.30.027

A08.30.004

A08.22.003

A08.20.009

A08.20.009

A08.07.009

A08.30.046

A08.30.046

A08.18.003

A08.01.001

A08.20.007
A08.20.002.001
A08.20.011

A08.20.002.001
A08.20.002.001

A08.21.001

A08.21.001

A08.21.001

A08.07.002

A08.08.001

A08.28.005

A08.09.002

A08.06.004

A08.06.002

A08.06.002

A08.12.001

A08.30.046

A08.03.002

A08.03.002

A08.30.013

rMT.14.7.

rMT.29.21.

MT.15.31.

IMT.15.32.

MT.15.32.1.

MT.15.33.

IMT.15.34.

MT.15.34.1.

MT.15.35.

IMT.15.36.

IMT.15.39.1.
IMT.15.39.2.
IMT.15.37.

IMT.15.38.
'MT.15.39.

MT.15.40.2.

MT.15.40.1.

IMT.15.40.

IMT.15.41.

IMT.15.42.

IMT.15.43.

IMT.15.44.

IMT.15.45.

IMT.15.46.

IMT.15.46.1.

'MT.15.47.

'MT.15.48.

IMT.15.55.

MT.15.56.

X.12-039

'MT.50.105.1405.

MccnepoBaHve 3KCCyAaToB, TPACCyAaToB, CEKPETOB, IKCKPETOB
07.03.MMMYHOLINTOXMMMUSA

MMMYHOUMTOXMMUYECKNIM CKPUHUHT paKa Welrku maTku: pl6ink4, Ki67
(Ha3HauaeTca ONONHWUTENBHO UM BMECTE C KUAKOCTHOMN LUTONOTUEN:
uccnefoBaHUe COCKOOO0B LIEMKM MaTKM U LlepBUKaZIbHOTO KaHasia C OKPaCcKon no
ManaHwukonay (texHonorus BD ShurePath)

07.04.r1MCTONOINA

07.04.01.lLutoBMAaHanA kenesa

IMcTonornyeckoe uccnenoBaHue LWUTOBUAHOM Kenesbl

07.04.02.MonouHas xenesa

TMCTONOrMYECKOE UCCeA0BaHME MOIOYHOM enesbl (BUoNcHitHbIN maTepuan)

FMcToNnornyeckoe nccneaoBaHMe MOIOYHON Xenesbl (onepauuoHHbIii maTepuan)
07.04.03.CAntoHHble Kenesbl

l'McTonornyeckoe nccnefoBaHMe CNIOHHBIX Xenes
07.04.04.Xeny04HO-KULLIEYHDbIW TPAKT

FMcToNOrnYecKkoe Uccaea0BaHNE XKeNyA0UHO-KMULLEYHOTO TpaKTa (61oncuitHbIi
matepuan)

FMcTONOrMYEecKoe UCCNeA0BaHNE XKeNYA0UHO-KMULLEYHOTO TpaKTa (onepauuoHHbIi
matepuan)

07.04.05.Markue TKaHu

FMcTonornyeckoe nccaeaoBaHUe MATKUX TKaHel (CTeHKM paHeBbiX KaHANOB, TKaHb
CBULLEBbIX X008 U rpaHynaL,

07.04.06.Koxa

FMCTONOrMYECcKoe UCCAea0BaHNe KOXKHbIX U MOAKOXKHbIX HOBOOHPA30BaHMIA
07.04.07.MatKa / An4HMKM

FMcTonornyeckoe nccnegoBaHne MaTku ¢ NpUaaTKaMmm

FMcTonornyeckoe nccaegoBaHune LepBMKaibHOro KaHana

lMcTONOrMYecKoe ccneaoBaHue Wenku MaTkm

FMcToNnornyeckoe nccneaoBaHne sHAO0MEpUsA (AMarHocTMYeckoe BbickabavsaHue)
MMcTonornyeckoe nccnegosaxue sHgometpusa (MANMNENb-EUONCUA)
07.04.08.MpeacTatenpHan xenesa

FMcTonornyeckoe nccnegoBaHune 6uoncuu npeacTaTesbHow Kenesbl (6onee 12
o6pasuos)

FMcTonornyeckoe nccnegoBaHune 6uoncum NpeacTaTebHoOM Kenesbl (4o 12
o6pasuos)

FMcTonornyeckoe nccneaoBaHue NpeacTaTeNbHON XKenesbl (onepauyoHHbIN
matepuan)

07.04.09.MonocTb pTa

IMcTonornyeckoe uccnegoBaHue onyxonenonobHbix 06paszoBaHuMin NONOCTM pTa
07.04.10.Monoctb Hoca

FMcTonornyeckoe nccneaoBaHve 06pasoBaHmii nasyx Hoca

07.04.11.Moukn / MoyeBoit ny3bipb

lMcTonornyeckoe nccnefoBaHne NoveK, OpraHoB MOYEBbIAENUTENbHON CUCTEMbI
07.04.12./1erkoe

lMcTonornyeckoe nccnefoBaHne Nerkux

07.04.13.CeneseHka

lMcTonornyeckoe nccnefoBaHne ceneseHkm

07.04.14.lmmdaTnyeckme y3nbl

FMcTonornyeckoe nccnegosaHune aMmoatnyeckux y3nos (1-5 ammooysnos)

FMcTonornyeckoe nccnegosaHune aMmoatnyeckunx y3nos (6onee 5 numooysnos)
07.04.15.Cocyapl

lMcTonornyeckoe nccnefoBaHne cocynos

07.04.16.0pyraa nokanusauma

lMcTonornyeckoe nccneoBaHne maTepuana Apyrov NOKaaMsaLmm

I'McTonornyeckoe nccnegosaHne 6UONCUMHOTO MmaTeprana KOCTHOM TKaHM (onyxonmn
1 onyxonenogobHble 3a60/1eBaHNA KOCTU U CYCTAaBOB)

FMcTonornyeckoe nccneaoBaHue onepaLvoHHOro MaTepuana KOCTHOM TKaHu
(onyxonu n onyxonenoaobHobie 3a601eBaHNA KOCTU U CYCTaBOB)

McTonornyeckoe nccneposaHme sHaockonuyeckoro matepuana KKT npu
BOCMANUTENbHbIX 3a601eBaHUAX (KenyaoK - MHorodokycHasa buoncusa no
knaccmomkaumm OLGA 2010)/KMWweYHUK - cTaHAapTHas MHorodoKkycHas 6uoncus)

07.05.MMMYHOTMCTOXUMMUA

07.05.01.0npeaeneHune 1 OLEHKA NPOrHOCTUYECKMN 3HAYMMbIX MAapPKepoB B
3/10KaYeCTBEHHbIX SNUTENNANBHbIX OMYXONAX

EGFR (anuaepmanbHbiii GakTop pocTta)
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1780

3570

2300

2300

2300

2300

2300

2300

2880

2300

2300

4370

10350

2900

4830



A08.30.013.001
A08.30.038
A08.30.013
A08.30.013
A08.30.013
A08.30.034
A08.30.013
A08.22.003.001
A08.30.013
A08.30.013

A08.30.013

A08.01.001.002
A08.09.002.002
A08.06.002.001

A08.30.013

A08.23.002.001

A08.28.009.003

A08.20.003.002

A08.20.003.002

A08.30.013

A08.30.013

A08.21.001.002

A08.30.006

A08.30.006

A08.30.006

A08.30.036

A12.20.001
A12.20.001
A12.28.015
A12.20.001

A12.21.005

A26.09.001
A26.01.018
A12.09.010

A08.08.003

A09.04.003
A08.08.003
A12.21.003

A26.05.020.001
A26.05.020.002
A26.05.019.003
A26.05.019.001
A26.05.019.002

'MT.50.106.1405.
'MT.50.110.1405.
'MT.50.108.1405.
'MT.29.34.
'MT.29.38.
rMT.29.37.
FMT.29.25.
rMT.29.23.
rMT.29.22.
rMT.29.32.

rMT.29.33.

IMT.29.26.
IMT.29.24.
MT.29.30.

IMT.41.801

IMT.29.27.

IMT.29.31.

IMT.29.29.

IMT.29.48.

IMT.29.49.

MT.29.50.

IMT.29.51.

'MT.29.28.

IMT.29.41.

MT.29.39.

IMT.29.43.

IMT.29.5.

IMT.29.35.

MT.50.114.1405.

IMT.16.1.
IMT.16.1.1.
IMT.16.2.
IMT.16.1.2.

IMT.16.3.

[MT.16.15.
IMT.16.5.
MT.16.4.

IMT.16.17.

IMT.16.12.
MT.16.10.
'MT.16.14.

IMT.19.1.
IMT.19.44.
IMT.19.5.
MT.19.3.
MT.19.45.

HER 2/neu

Ki67

p53

VGFR

MIX-nccnepoBaHue Ha XpOHUYECKUiA aHaomeTpuT (CD-138)
UrX-nccneposaHue peuentusHoctn aHgomeTtpua: RE, RP
MIMMYHOTMCTOXMMUYECKOE UCCNeA0BaHNE KeNyA0UHO-KULIEYHOro TpaKTa
MIMMYHOIMCTOXMMUYECKOE UCCNeA0BaHNE LMTOBUAHON Kenesbl
MIMMYHOIMCTOXMMUYECKOE UCCNeA0BaHNE TMHEKONOTUYECKOro MaTepuana
MIMMYHOIMCTOXMMUYECKOE UCCNeA0BaHNE APYTUX OPraHOB U TKaHeN
MIMMYHOTMCTOXMMUYECKOE UCCNeA0BaHNE 3/10KaYeCTBEHHbIX onyxoneii 6e3
BbIIBIEHHOrO NEPBUYHOrO oOvara

AunddepeHumanbHas AMarHOCTUKA MENAHOLMTAPHbIX 06Pa30BaHUI KOXKM

VlMMyHOFMCTOXMMMLIeCKOe nccnenosaHme nerkoro

MMMYHOIMCTOXMMUYECKOE UCCAeA0BaHNE TMMbATUYECKUX Y3108
MMMYHOTMCTOXMMUYECKOE NCCNELOBAHME MOIOYHOM KENE3bI (ER, PR,
Her2/neu, Ki67)

MMMYHOIMCTOXMMUYECKOE UCCAeA0BAHNE MATKUX TKAHEN (MblleyHas, KMpoBas,
HEpBHAsA U CUHOBMAbHASA)

MIMMYHOIMCTOXMMMUYECKOE UCCAeA0BaHNE ONyX0iell FONI0BHOMO WM CNMHHOIMO
mo3ra

MMMYHOrUCTOXMMUYECKOE UCCe0BaHUe NOYEK U APYrMX OpraHoB
MOYEBbIAENUTENbHOM CUCTEMDI

KomnnekcHoe MMMYHOTMCTOXMMUYECKOe Uccae0BaHNe NP XPOHUYECKOM
aHgometpute (CD 138, CD 20, CD16,CD56)

PacwmpeHHoe KOMNIEKCHOe UMMYHOTMCTOXMMUYECKOE UCCNef0BaHNE SHAOMETPUSA
(CD 138, CD 20, CD16,CD56, ER, PR)

MMMYHOTMCTOXMMMYECKAn AMArHOCTUKa 3aboneBaHni Wekn matkm pléink4, Ki67
MIMMYHOTUCTOXMMUYECKOE UCCAeA0BaHNE KeNyA04HO-KULIEeYHOro TpakTa
(6MoNCUitHbIN/3HA0CKONUYECKINIA MaTepran)

MIMMyHOrMCTOXMMUYECKOe UccaefoBaHNe NpeacTaTeNbHOM Kenesbl
07.06.0HKO/TOTMYECKAA SKCNEPTU3A

MepecmoTp rotosbix TMCTO/IOTMYECKUX npenapaTos BeayLMmu Poccuinckumm
Skcneptamu (BTOPOE MHEHME), ueHa 3a cnyyait

MepecmoTp rotosbix TMCTONOTMYECKUX npenapaTos Bpayamu Slabopatopum
FemoTtect (BTOPOE MHEHWUE) (Kpome naTtonoruu KOCTHOM TKaHK, onyxonei LIHC,
numoo-nponundep

MepecmoTp rotosbix LLUTONOMMYECKUX npenapaTtos Beaywmmn Poccuiickumm
Jkcneptamu (BTOPOE MHEHMUE), ueHa 3a cayyai

07.07.40NONHUTENBHBIE YCIYTU

[ononHuTenbHoe N3roToBJeHWe rMCTON0rMYECKUX NpenapaTos

Lindposoe ckaHMpoBaHMe NpenapaToB Ha CKaHUpytoLei cucteme Aperio ScanScope
System AT (3a cnyuait)

07.08.®/1YOPECLEEHTHAA TMBPUAN3ALMA in situ (FISH)

Onpepenexune HER2 cTaTyca onyxonu MO/IOYHOW Kenesbl METO40M
dnyopecueHTHOM rMbpuamsaumu in situ (FISH)

08.MUKPOCKOMWUYECKUE MCCNEAOBAHUA

08.01.MMNKPOCKOMWYECKWUE NCCNELOBAHUNA YPOTEHUTAZIBHOIO TPAKTA
TMHEKONOrMYeckUin Ma3ok Ha baopy

Ma3sok Ha ¢paopy 13 Braranmwa

Ma3sok Ha ¢iopy 13 ypetpbl

Ma30okK Ha GI0py 13 LepBUKasbHOTO KaHana

08.02.MUKPOCKOMNNYECKME NCCNTEQOBAHUNA CMNEPMbI U CEKPETA NMPOCTATbI
CekpeT npocTaTbl

08.03.MWKPOCKOMUYECKUE UCC/IEQOBAHUA APYTUX NOKASIU3ALIMIA
AHanM3 MOKPOTbI Ha MUMKOBaKTepun Tybepkynesa

AHaNW3 Ha AeMoAeKc (PeCcHMULbI, KO¥Ka)

KAWHUYECKMI1 aHaNM3 MOKPOTbI

Mas30K Ha 3031HObUNbI OTAENAEMOTO CIM3UCTLIX 060104EK (Ma3Ku U3 HOCa, 3eBa,
yxa, OTAeNsemoro rnasa)

MWuKpoCcKonuyeckoe UccnesoBaHne CUHOBUANbHOW KUAKOCTU

PuHouuTorpamma

TecT Ha peTporpagHyo 3AKyAALMIO

10.AMATHOCTUKA MHDEKLIUIA

10.01.MUKPOBMNONOTUYECKMUE NCC/IEAOBAHUA

10.02.MuUP-ANATHOCTUKA

10.02.01.BupycHble renatutbl

Bupyc renatuTa B - (kau.)

Bupyc renatuta B - (konuny.) (MeTog Real-Time)

Bupyc renatuta C - (reHoTun.) (Metog Real-Time)

Bupyc renatuta C - (Kau.)

Bupyc renatuta C - (konuny.) (MeToa Real-Time)

21
21
21
21
21
21
21
21
21
21

21
21
21

21

21

21

21

21

21

21

21

21

21
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10750

16430

10750

11500

15530

6900

11500

16430

8050

3220

5750

2880

3910

28750
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460
460
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460
580
1500
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3740
2240
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3220



A26.05.023.001
A26.05.023.002
A26.05.026.001
A26.05.030.001
A26.05.019.003
A26.19.072.001

A26.05.021.002

A26.05.021.002

A26.05.053.001

A26.06.107

A26.23.033.001

A26.08.050.001
A26.30.017.001
A26.30.017.002
A26.05.011.001
A26.05.011.002
A26.08.049.001

A26.08.064.001

A26.05.046.001

A26.08.019.001

A26.19.076.001

A26.19.068.001

A26.01.006

A26.05.042.001
A26.05.039.001
A26.05.039.002

A26.08.074.001
A26.09.080.001
A26.28.028.001
A26.05.047.001
A26.30.026.001
A26.30.026.001
A26.30.026.001
A26.30.026.001
A26.05.013.001
A26.05.013.001
A26.19.070.001
A26.19.070.001
A26.16.004

A26.16.004

A26.08.058.001
A26.08.058.002
A26.28.009.001
A26.28.009.002
A26.05.017.001
A26.05.017.002

A26.30.018.001
A26.30.018.002

rMT.19.8.
MT.19.95.
'MT.19.10.
rMT.19.6.
MT.19.97.
IMT.19.54.2.

IMT.19.49.

FMT.19.96.

rMT.19.91.1.
'MT.19.56.1.
'MT.19.56.2.
rMT.19.91.2.
FMT.19.55.

IMT.19.107.

FMT.19.106.

FMT.19.38.

IMT.19.35.2.
IMT.19.71.2.
IMT.19.35.1.
IMT.19.71.1.
IMT.19.51.2.
IMT.19.51.1.

IMT.19.52.2.

IMT.19.52.1.

MT.50.8.2090.
rMT.19.151

IMT.19.54.

IMT.19.53.

MT.19.34.2.
MT.19.34.3.
MT.19.34.1.
MT.19.85.

MT.19.86.

MT.19.43.

MT.19.32.2.
MT.19.32.4.
MT.19.32.3.
MT.19.32.1.
MT.19.39.2.
MT.19.74.2.
MT.19.39.3.
MT.19.74.3.
MT.19.39.1.
MT.19.74.1.
MT.19.37.1.
MT.19.72.2.
MT.19.37.2.
MT.19.72.1.
MT.19.31.2.
MT.19.69.2.
MT.19.31.3.
MT.19.69.3.
MT.19.31.1.
MT.19.69.1.

MT.19.24.2.
MT.19.68.2.
MT.19.24.3.
MT.19.68.3.

Bupyc renatuta D - (Kau.)

Bupyc renatuta D (Kosinu.)

Bupyc renatuta G - (Kauy.)

Bupyc renatuta A - (Kau.)

Bupyc renatuta C (reHotun. 1a, 1 b, 2, 33, 4, 5a, 6) (kau.)
JHTepoBuMpyc(kan.) (Kay.)

10.02.02.BNY-nHberumm

BMY-1 (kau.) (MeTtoga Real-Time) (kau.)

10.02.03.PaHHAA AnarHoctuka renatuta B, C, BUY-1, BUY-2
PaHHAA guarHocTuka nHpekumini: PHK HCV, AHK HBV, PHK BUY-1, PHK BUY-2
(ynbTpauyBCTBMTENbHbIN MeToA) (Kau.)

10.02.04.KneweBble MHPeKUUU

Boppenua 6ypraopdepu (Borrelia burgdorferi) (kposb)(konny.)
Boppenua 6ypraopdepu (Borrelia burgdorferi) (kposb) (Kau.)
Boppenua 6ypraopdepu (Borrelia burgdorferi) (moua) (kau.)
Boppenusa 6ypraopdepu (Borrelia burgdorferi) (moua) (konny.)
Bupyc KneweBoro sHuedanuta (Metoa Real-Time) (kau.)

KomniekcHoe nccnepoBaHue Ha MHdEKLMK, NepeaaBaemble Kiewamu: 6oppennos,

Knew,eBoi aHuedanuT, 3panxmos, aHannasmos (buomaTtepman Kposb)
(KayecTBEHHbIM aHaNu3)

KomniekcHoe nccnepoBaHue Ha MHdEKLMK, NepeaaBaemble Kiewamu: 6oppennos,

Knew,eBon aHuedanuT, 3panxmos, aHannasmos (bromartepuman Kknewy)
(KayecTBEHHbIM aHanu3)

10.02.05.PecnupaTopHble MHeKUUn

BopaeTenna nepryccumc (Kau.)

Bupyc dnwreliHa-bapp (ma3ok) (Kau.)

Bupyc dnwreliHa-bapp (ma3ok) (koauy.)

Bupyc dnwreitHa-bapp (34TA) (kau.)

Bupyc dnwreitHa-bapp (34TA) (konny.)

MwuKonnasma NnHeBMOHMU, XNamMUANA NHEBMOHUM (Ma30oK)

MuKonnasma NHEBMOHMUK, Xnamuama nHesmoHuu (4TA)

Heliccepua meHuHrutugmc, Fremodunyc nHntoeHua, CTpENTOKOKKYC MHEBMOHMUM
(ma3ok)

Heliccepua meHuHrutugmc, Fremoodunyc nHdntoeHua, CTpENTOKOKKYC MHEBMOHMUM
(34TA)

Onpepenexune PHK Bupyca rpunna A (HIN1-swine) B KIMHUYECKOM MaTepuane
metogom MNLUP

KopoHasupyc, PHK(SARS-CoV-2, MNLP) ma3ok , Kau.

10.02.06.0cTpble KMULWEYHbIE MHDEKL MM

PoTasupycbl rpynnbi A (Rotavirus A), Hoposupycbl 2 reHotna (Norovirus 2 reHoTun)

n AcTpoBupycbl (Astrovirus) (Kau.)

LWurenna (Shigella spp.) n aHTeponHBasueHsble E. coli (EIEC), CanbMoHenna
(Salmonella spp.), Kamnuno6aktepmm (Campylobacter spp.) (kau.)
10.02.07.[pyrve 6akTepuanbHble U BUPYCHbIE MHOEKLUN
Bupyc Bapuuenna-3octep (ma3ok) (kau.)

Bupyc Bapuuenna-3octep (Moua) (Kau.)

Bupyc Bapuuenna-3octep (3A4TA) (kau.)

KpacHyxa (kau.)

KpacHyxa (konnu.)

Jlnctepua moHoumToreHec (Kau.)

MukobakTepum Tybepkynesa (Masok)

MukobakTepum Tybepkynesa (MokpoTa)

MukobakTepum Tybepkynesa (moua)

Mukobaktepun Tybepkynesa (34TA)

Tokconnasma MoHamM (Masok) (Kau.)

Tokconnasma MoHan (Masok) (Konany.)

Tokconnasma loHagM (Moua) (Kkau.)

Tokconnasma loHaM (Moua) (konwmu.)

Tokconnasma loHgmn (3A4TA) (kau.)

Tokconnasma loHgu (3A4TA) (konny.)

Xenukobaktep nunopu (kan) (Metog Real-Time) (kau.)
Xenukobaktep nunopw (kan) (Metog, Real-Time) (konny.)
Xenukobaktep nunopu (masok) (Metog Real-Time) (kau.)
Xenukobaktep nunopw (masok) (Metopg Real-Time) (konny.)
LintTomeranosupyc (masok) (kau.)

LintTomeranosupyc (Masok) (Konuu.)

LintTomeranosupyc (moua) (kau.)

Lintomeranosupyc (moua) (konuu.)

Lintomeranosupyc (SATA) (kau.)

Lintomeranosupyc (SATA) (konuny.)

10.02.08.Bupyc npocrtoro repneca

Bupyc repneca VI Tuna (ma3sok) (kay.)

Bupyc repneca VI Tuna (ma3ok) (Kosiuy.)

Bupyc repneca VI Tuna (moya) (kau.)

Bupyc repneca VI Tuna (moua) (konny.)

NN NNN u b bbb s D

W W NNNNW

N NNNNNWWWWNNNNNNNNNNNWWNNN

NN NN

520
980
520
520
2240
580

3390

2420

580
580
520
520
860

1440

3910

400
400
520
400
520
920
920

1090

1090

3110
1730

1500

1380

400
400
400
580
750
400
350
350
350
350
350
400
350
400
350
400
460
520
460
520
350
400
350
400
350
400

350
400
350
400



A26.05.033.001
A26.05.033.001
A26.26.012.001
A26.28.023
A26.05.035
A26.26.012.001
A26.28.023
A26.26.012.001
A26.26.012.001
A26.28.023.001
A26.28.023.001
A26.05.035.001
A26.26.012.001
A26.28.023
A26.05.035
A26.26.012.001
A26.28.023

A26.26.017.001
A26.26.017.001

A26.20.032
A26.20.032
A26.21.027.001
A26.21.027.001
A26.28.024.001
A26.28.024.001
A26.20.009.002
A26.20.009
A26.20.009
A26.20.009
A26.20.009

A26.20.009.002
A26.20.009.003

A26.20.009.003

A26.20.009.003

A26.20.009.002

A26.20.030.001
A26.20.030.001

A26.26.017.001
A26.26.017.001
A26.21.044

A26.21.044

A26.20.032

A26.20.032

A26.21.031.001
A26.21.031.001
A26.28.017.001
A26.28.017.001
A26.21.032.001
A26.21.032.002
A26.28.018.001
A26.28.018.002
A26.20.032

A26.20.032

A26.20.022.001
A26.20.022.001
A26.28.015.001
A26.28.015.001
A26.21.039.001

A26.21.030.001
A26.21.030.001
A26.28.016.001

rMT.19.24.1.
'MT.19.68.1.
'MT.19.108.2
'MT.19.108.3
fMT.19.108.1
'MT.19.109.2
'MT.19.109.3
rMT.19.23.2.
rMT.19.67.2.
fMT.19.23.3.
'MT.19.67.3.
rMT.19.23.1.
'MT.19.110.2
'MT.19.110.3
rMT.19.110.1
rMT.19.111.2
rMT.19.111.3

IMT.19.777.
rMT.19.77.

rMT.19.83.
rMT.19.84.
IMT.19.16.1.
IMT.19.60.1.
IMT.19.16.2.
IMT.19.60.2.
rMT.19.46.
IMT.19.25.
IMT.19.78.
IMT.19.26.
rMT.19.88.
rMT.19.92.
rMT.19.93.
rMT.19.27.

IMT.19.57.

IMT.19.47.

IMT.19.227.

MT.19.28.

MT.19.30.

MT.19.90.

MT.19.29.

MT.19.89.

MT.19.19.1.
MT.19.63.1.
MT.19.19.2.
MT.19.63.2.
MT.19.22.1.
MT.19.66.1.
MT.19.22.2.
MT.19.66.2.
IMT.19.79.

MT.19.80.

MT.19.17.1.
MT.19.61.1.
MT.19.17.2.
MT.19.61.2.
MT.19.18.1.
MT.19.62.1.
MT.19.18.2.
MT.19.62.2.
MT.19.81.

MT.19.82.

MT.19.21.1.
MT.19.65.1.
MT.19.21.2.
MT.19.65.2.
MT.19.50.1.
MT.19.50.2.
MT.19.20.1.
MT.19.64.1.
MT.19.20.2.

Bupyc repneca VI tuna (34TA) (kau.)

Bupyc repneca VI Tuna(34TA) (Konuny.)

Bupyc npocToro repreca 1 (Kay.) — masok

Bupyc npocToro repneca 1 (kay.) — moya

Bupyc npoctoro repneca 1 (kay.) — 4TA

Bupyc npocToro repneca 1 (konny.) - masok

Bupyc npocToro repneca 1 (konny.) - moya

Bupyc npoctoro repneca 1,2 (Ma3ok) (kau.)

Bupyc npoctoro repneca 1,2 (Ma3ok) (Koany.)

Bupyc npoctoro repneca 1,2 (moya) (Kau.)

Bupyc npoctoro repneca 1,2 (moyva) (Konuy.)

Bupyc npoctoro repneca 1,2 (34TA) (kau.)

Bupyc npocToro repneca 2 (Kay.) — masok

Bupyc npocToro repreca 2 (Kay.) — moya

Bupyc npoctoro repneca 2 (kay.) — 4TA

Bupyc npocToro repneca 2 (Konuy.) - Masok

Bupyc npocToro repneca 2 (Konuy.) - moya
10.02.09.KomnneKcHoe uccnepoBaHueHa rpnbol poaa KaHavaa
KomnnekcHoe uccnenosaHme Ha rpubbl poga KaHaunaa ¢ uaeHtTudunkaumei
B03byauTens (Kau.)

KomnneKkcHoe nccnenosaHus Ha rpmbsl poga KaHavaa (kad.)
10.02.10.YporeHutanbHble MHOEKLUN

baktepouabl (Bacteroides spp.) (Kau.)

BakTeponabl (Bacteroides spp.) (koany.)

Buosapbl Ureaplasma (U. Urealyticum, U. parvum) (ma3ok) (kau.)
Buosapbl Ureaplasma (U. Urealyticum, U. parvum) (ma3ok) (konny.)
Buosapbl Ureaplasma (U. Urealyticum, U. parvum) (moya) (Kau.)
Buosapbl Ureaplasma (U. Urealyticum, U. parvum) (moya) (Konuu.)
BMY 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59 - reHoTUM. (Kau.)
BMY Tun 16 (kau.)

BMY Tun 16 (Konuny.)

BMY Tun 18 (kau.)

BMY Tun 18 (konuu.)

BMY Tunbi 16, 18 (Kau)

BMY Tunbi 16, 18 (Konuu)

BMY Tunebi 16, 31, 35, 39, 59 (KayecTBEHHbIN)

BMY Tunel 16,18,31,33,35,39,45,51,52,56,58,59 reHotun. + konmny. (Metog, Real-
Time) (konny.)

BMY Tune! 16,18,31,33,35,39,45,51,52,56,58,59 Konny. (Metoa Real-Time) (Koanu.)
BMY, 16 Tunos (6, 11, 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 ¢
onpepgeneHnem reHoTtuna), MUP AHK (cockob, kon.)
BMY Tunbl 18, 33, 45, 52, 58, 67 (Ka4eCTBEHHbI)

BMY Tunbi 51,26 (kau.)

BMY Tunbi 51,26 (Konny.)

BMY Tunbl 6, 11 (kau.)

BMY Tunbl 6, 11 (Konny.)

[apaHepenna BarmHanuc (Masok) (Kau.)

lapaHepenna BarmHanuc (Masok) (koamu.)

[apaHepenna BarmHanumc (moya) (kau.)

lapaHepenna BarmHanumc (moya) (Konmy.)

KaHanaa anbbukaHc (Masok) (kau.)

KaHanaa anbbukaHc (Mas3ok) (konany.)

KaHaunaa anbbukaHc (Moua) (Kau.)

KaHaunaa anbbukaHc (Moya) (kosimu.)

JlaktobakTepumm (Lactobacillus spp.) (kau.)
NaktobakTtepum (Lactobacillus spp.) (konny.)
MuKonnasma reHUTannym (Masok) (kau.)

MwuKonnasma reHuTannmym (Masok) (konuy.)
MwuKonnasma reHutanmym (moua) (kau.)

MwuKonnasma reHuTanmym (moua) (Koamu.)
MwuKonnasma XoMUHKUC (Ma3ok) (Kau.)

MuKonnasma XoMUMHKUC (Ma3ok) (Koany.)

MuKonnasma xomuHUC (Mouya) (Kau.)

MuKonnasma XomuHUC (Moya) (Konuu.)

Mo6unyHkyc (Mobiluncus curtissi) (kau.)

MobunyHkryc (Mobiluncus curtissi) (konny.)

Heliccepus roHopeu (Masok) (Kau.)

Heliccepus roHopeu (Masok) (Koamu.)

Heliccepus roHopeu (Moya) (kau.)

Heliccepus roHopeu (Moya) (konuy.)

TpenoHema nannmaym (Masok) (Metog Real-Time) (kau.)
TpenoHema nannmaym (moya) (Metog Real-Time) (kau.)
TprxomoHac BarmHanuc (Masok) (Kau.)

TprxomoHac BarmHanuc (Masok) (konuy.)

TpuxomoHac BarmHanuc (moua) (kau.)
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350
400
460
460
460
480
480
350
400
350
400
350
460
460
460
480
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1500
980

350
400
400
460
400
460
1320
460
520
460
520
860
980
580

2420

1320

1250
580
460
520
460
520
350
400
350
400
350
400
350
400
350
400
350
400
350
400
350
400
350
400
350
400
350
400
350
400
350
350
350
400
350



A26.28.016

A26.21.033.001
A26.21.033.002
A26.28.019.001
A26.28.019.002
A26.26.007.001
A26.26.007.001
A26.28.014.001
A26.28.014.001

A26.20.048

A26.06.049.001
A26.06.041.002
A26.06.036.001
A26.06.082

A26.06.034.001
A26.06.034

A26.06.038
A26.06.040.002
A26.06.035
A26.06.039.001
A26.06.039.002

A26.06.041
A26.06.041.001
A26.06.041

A26.06.043.001
A26.06.043

A26.06.044.002
A26.06.044.001

A26.06.082.002
A26.06.082.002
A26.06.082.001
A26.06.082.003
A26.06.082.007
A26.06.082.007

A26.06.113
A26.06.113
A26.06.113
A26.06.018.003
A26.06.018.002
A26.06.018.001

rMT.19.64.2.
fMT.19.15.1.
'MT.19.59.1.
fMT.19.15.2.
'MT.19.59.2.
rMT.19.14.1.
'MT.19.58.1.
rMT.19.14.2.
'MT.19.58.2.

MT.50.2.2087.

IMT.27.39.

IMT.27.38.

rMT.28.92.

[MT.20.79.
MT.20.22.
MT.20.21.
MT.20.80.

MT.20.39.
MT.20.118.

MT.20.32.
MT.20.33.
MT.20.31.
MT.20.29.
MT.20.30.

MT.20.36.
MT.20.35.
'MT.20.34.

MT.20.37.
MT.20.38.

MT.20.82.
MT.20.81.

MT.20.26.
MT.20.25.
MT.20.24.
MT.20.23.
MT.20.28.
IMT.20.27.

MT.20.63.
MT.20.61.
MT.20.62.
IMT.20.41.
IMT.20.42.
IMT.20.43.

TpuxomoHac BarmHaauc (moya) (Konmy.)

Ureaplasma species (ma30k) (kau.)

Ureaplasma species (ma3ok) (konuy.)

Ureaplasma species (moua) (kau.)

Ureaplasma species (moua) (konwny.)

Xnamuams TpaxomaTmc (Masok) (Kau.)

Xnamuams TpaxomaTumc (Masok) (koimu.)

Xnamugua Tpaxomatuc (moua) (kau.)

Xnamugus Tpaxomatuc (moya) (konmu.)

10.02.11.0ueHKa 6MOLEHO3a YPOreHUTaIbHOIO TPaKTa

Pemodnop ckpuH (BroLEeHO3 yporeHUTanbHOTo TPAKTA Y KEHLWMH Ha 12 rpynn
MuKpoopraHuamos (Lactobacillus, Gardnerella vaginalis+Prevotella bivia+
Porphyromonas spp, Candida spp, Ureaplasma, Mycoplasma hominis, Mycoplasma
genitalium, Trichomonas vaginalis, Neisseria gonorrhoeae, Chlamydia trachomatis,
HSV-2, CMV, HSV-1)

Pemodnop-16 (MccneposaHne MUKPOPAOPbI YPOreHUTaIbHOTO TPAKTA Y KEHLIMH
16 nokasateneit: Lactobacillus, Enterocteriaceae, Streptococcus, Staphylococcus,
Gardnerella vaginalis + Prevotella bivia + Porphyromonas spp, Eubacterium, Sneathia
spp + Leptotrichia spp + Fusobacterium spp, Eubacterium, Sneathia spp.+
Leptotrichia spp. + Dialister spp., Lachnobacterium spp+Clostridium spp, Mobiluncus
spp+Corynebacterium spp, Peptostreptococcus spp, Atopobium vaginae, Candida
spp, Mycoplasma hominis, Ureaplasma (urealyticum+pavum), Mycoplasma
genitalium.

Pemodnop-8 (MccnepoBaHne MUKPODIOPbI YPOreHUTANbHOTO TPAKTA Y MKEHLLMH 8
nokasarenei: Lactobacillus, cem. Enterobacteriaceae, Streptococcus spp,
Gardnerella vaginalis+Prevotella bivia+Porphyromonas spp, Eubacterium spp,
Candida spp.)

10.02.12.JnarHocTnka 3aboneBaHuii ypoOreHTaIbHOro TpakTa

®/IOPOLIEHO3 KOMIM/EKCHbIN (c amarnoctukoi UMMM: AHK Bacteria, AHK
Lectobacillus spp, AHK Gardnerella vaginalis, ZIHK Atopobium vaginae; JHK
Enterobacteriaceae, [1HK Stapylococcus spp, Streptococcus spp; AHK Ureaplasma
parvum, HK Ureaplasma urealyticum, IHK Mycoplasma hominis; IHK Candida
albicans, HK Candida glabrata, JHK Candida krusei, iHK Candida Parapsilosis
tropicalls, IHK Neisseria gonorrhoeae, JHK Chlamydia trachomatis, AHK
Mycoplasma genitalium, JHK Trichomonas vaginalis

10.03.CEPOIOTUNA

10.03.01.CKpUHUHT

AT 1 AT K BUY 1/2 (CKPUHMHT , Kauy.)

lenatut C, anti-HCV cymm. (Kau)

lenatut B, HBs Ag (kau)

Cudwmnnc cym. AT (1gG 1 IgM) (kau)

10.03.02.Tenatnut A

Fenatut A, anti-HAV IgM (n/kon)

Fenatut A, anti-HAV cym. AT(n/kon)

10.03.03.fenatnt B

F'enatut B, anti-Hbe (n/kon)

lenatut B, anti-HBs (kon)

lenatut B, Hbe Ag (kau)

F'enaTut B, anti-HBV cor IgM (n/kon)

lenatut B, anti-HBV cor cymm. (kau)

10.03.04.Tenatut C

Fenatut C cnekTp aHTMTEN (Kau)

Fenatut C, anti-HCV 1gG aBuaHocTb (n/kon)

renatut C, anti-HCV IgM (n/kon)

10.03.05.fenatut D

lenatut D, anti-HDV IgM (kau)

l'enatut D, anti-HDV cymm. (Kau)

10.03.06.fenatnT E

l'enatut E, anti-HEV-IgG (kau

F'enatut E, anti-HEV-IgM (kau)

10.03.07.Cudpumnunc

Cudwmnuc I1gG (n/kon)

Cudunuc IgM (kau)

Cudumnuc RPR (n/kon)

Cudwnnunc TPHA (n/kon)

Cudunnc ummyHo6b10T IgG (Kau)

Cudunnc ummyHo6b10T IgM (Kau)

10.03.08.Xnamungmo3s

Xnamugus nHesmoHuu IgA (n/kon)

Xnamugus nHesmoHmu IgG (n/kon)

Xnamuaus nHesmoHmu IgM (n/kon)

Xnamugus tpaxomaruc IgG (n/kon)

Xnamuaus tpaxomaruc IgM (n/kon)

Xnamugus tpaxomaruc IgA (n/kon)
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400
350
400
350
400
350
400
350
400

2070

2700

1730

2650

520
460
350
350

460
810

460
630
630
460
460

1270
980
400

400
400

810
810

460
460
290
400
2010
2010

580
580
580
580
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A26.06.057
A26.06.057

A26.06.081.001
A26.06.081.003
A26.06.081.002

A26.06.022.001
A26.06.022.003
A26.06.022.002

A26.06.071.001
A26.06.071.003
A26.06.071.002

A26.06.005
A26.06.005

A26.06.067
A26.06.067

A26.06.045.001
A26.06.045
A26.06.045.002
A26.06.046.001
A26.06.045
A26.06.047.001
A26.06.045
A26.06.045
A26.06.046
A26.06.045.003

A26.06.029.002
A26.06.030
A26.06.031
A26.06.029.001

A26.06.084.001
A26.06.084.002

A26.06.056.001

A26.06.103

A26.06.103

A26.06.112.001
A26.06.112.002

A26.06.011.002
A26.06.011.001

A26.06.088.002
A26.06.088.001

A26.06.093
A26.06.094
A26.06.086
A26.06.086

A26.06.012
A26.06.012

A26.06.053

A26.06.121

A26.06.119

IMT.20.126.
MT.20.65.
MT.20.66.
IMT.20.47.
MT.20.46.

[MT.20.45.
IMT.20.44.

MT.20.76.
MT.20.77.
FMT.20.78.

[MT.20.58.
MT.20.59.
MT.20.60.

[MT.20.15.
[MT.20.16.
IMT.20.17.

IMT.20.104.
[MT.20.125.
[MT.20.105.
MT.20.102.
MT.20.103.

MT.20.50.
[MT.20.51.
[MT.20.52.
[MT.20.53.
[MT.20.54.
[MT.20.55.
[MT.20.83.
IMT.50.17.2007.
MT.50.15.2007.
'MT.50.16.2007.

rMT.20.71.1
MT.20.85.

MT.20.69.1
'MT.20.70.1

MT.20.56.
MT.20.57.

MT.20.72.
MT.28.799

MT.20.18.
'MT.20.88.

IMT.20.74.
MT.20.75.

MT.20.10.
'MT.20.11.

MT.20.123.
MT.20.124.

MT.20.9.
MT.20.8.
MT.20.95.
MT.20.93.
MT.20.94.

MT.20.127.
MT.20.128.

MT.20.115.

MT.20.6.

IMT.20.1.

10.03.09.Mukonnasmos

MuKonnasma nHeBMoHuM IgA
MwuKonnasma nHesmoHmK IgG (n/kon)
MwuKonnasma nHesmoHmm IgM (n/kon)
MwuKonnasma xomuHuc IgA (n/kon)
MuKonnasma xomuHuc IgG (n/kon)
10.03.10.Ypeannasmos

Ypeannasma ypeanutukym IgA (n/kon)
Ypeannasma ypeanutukym IgG (n/kon)
10.03.11.Tokconnaszmos

Tokconnasma IgG (kon)

Tokconnasma IgG asuaHocTb (n/kon)
Tokconnasma IgM (kon)
10.03.12.UutomeranosupycHasa MHdekuma
Lintomeranosumpyc I1gG (n/kon)
Lintomeranosupyc IgG asuaHoctb (n/kon)
Lintomeranosumpyc IgM (n/kon)
10.03.13.KpacHyxa

KpacHyxa 1gG (kon)

KpacHyxa IgG aBugHocTb (n/Kkon)
KpacHyxa IgM (n/kosnuu)
10.03.14.PecnvpaTopHble BUPYCHble MHGEKLMMU
AneHoswupyc IgG (n/kon)

AneHoswupyc IgM (n/kon.)

AneHosupyc IgA (n/kon)

PecnupaTopHbIi CUHUMTUAbHbIN BUpYC 18G (n/Kkon)
PecnupaTopHbIi CUHUMTUANbHbIN BUpYC IgM (n/kon)

10.03.15.fepnec

Bupyc npocroro repneca 1 1gG (kon)

Bupyc npocToro repneca 1 IgM (n/kon)

Bupyc npocToro repneca 2 1gG (n/kon)

Bupyc npocroro repneca 2 IgG asugHocTb (n/kon)
Bupyc npocToro repneca 2 IgM (n/kon)

Bupyc npocToro repneca VI Tuna IgG (n/kon)
Bupyc npocToro repneca VIl Tuna IgG (n/kon)
Bupyc npoctoro repneca 1,2 1gG (kon)

Bupyc npocToro repneca 1,2 1gG aBugHocTb (n/kon)

Bupyc npocToro repneca 1,2 IgM (n/kon.)
10.03.16.B3b-uHdpeKuma

Bupyc dnwreliHa-bapp 1gG K kancugHomy Al (kon)

Bupyc dnwreltHa-bapp 1gG K paHHemy Al (kon)

Bupyc dnwTeitHa-bapp 1gG Kk agepHomy AT (n/kon)
Bupyc dnwreliHa-bapp I1gM K kancugHomy AT (Kon)

10.03.17.BeTpaHas ocna

Bupyc Bapuuenna-3octep IgG (n/kon)
Bupyc Bapuuenna-3octep IgM (n/kon)
10.03.18.Kopb

Kopb I1gG (kon)

CKPUHMHIOBbI KOMM/IEKC Ha KOpb
10.03.19.Kokntow

Bopaetenna neptyccuc IgG (n/kon)
Bopaetenna neptyccuc IgA (n/kon)
10.03.20.MapoTut

MapoTunT IgG (n/Kkon)

MapoTuT IgM (n/kon)

10.03.21.KneweBoit boppennos
Boppenwnos IgG (n/kon)

Boppennos IgM (n/kon)
10.03.22.KneweBoi sHUepanut

Bupyc Kknewiesoro aHuedanwmra IgG (n/kon.)
Bupyc Knewiesoro aHuedpanwmrta IgM (n/kosn.)
10.03.23.UepcmHmo3

MepcuHmnos IgA (n/kon)

MepcnHmnos IgG (n/kon)

MepcuHusa ncesgoTybeprynesa (n/kon)
MepcuHus aHTepokonnTuka, cepotun 03 (n/kon)
MepcuHus aHTepokonuTuka, cepotun 09 (n/kon)
10.03.24.bpyuennes

Bpyuennes I1gG (kau.)

Bpyuennes IgM (kau.)
10.03.25./leMwmaHmnos

Jlewmanmnos, 1gG (n/kon)
10.03.26.fenbmMnHTO3bI

Ackapugos IgG (n/kon)

LnddepeHumanbHan anarHocTka renbmMmnHTo308 IgG (n/kon) (Tokcokapos IgG,
Onuctopxos IgG, TpuxuHennes IgG, IXMHOKOKKO3 IgG)
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A26.06.062
A26.06.080
A26.06.119
A26.06.024
A26.06.077
A26.06.097
A26.06.098
A26.06.098
A26.06.006
A26.19.020
A26.06.033

A26.06.033
A26.06.033

A26.06.026
A26.06.077
A26.06.077

A26.06.032

A26.06.118.001

A26.06.103

A12.06.048

A12.30.012.005

A12.06.001

A12.30.012.006

A12.30.012.006

A12.30.012.006

A12.30.012.006

IMT.20.3.
IMT.20.2.
IMT.20.4.
IMT.20.5.

rMT.20.13.

rMT.20.91.
'MT.20.89.
'MT.20.90.

'MT.20.129.

FMT.20.117.
rMT.20.14.
'MT.20.86.
rMT.20.87.
'MT.20.238

MT.20.106.
MT.20.67.
IMT.20.12.
MT.20.49.
IMT.20.7.
[MT.20.64.
[MT.20.116.
[MT.20.48.
[MT.50.2.1362
IMT.50.83.1295.
[MT.50.45.921
IMT.20.154

IMT.20.165

IMT.20.172.
MT.20.170.

IMT.17.51.

IMT.27.960.

IMT.17.61.

rMT.17.9.

FMT.17.50.

TMT.17.54.

TMT.17.47.

MT.50.2.2002.

rMT.17.43.

TMT.17.44.

Onuctopxos IgG (n/kon)

Tokcokapos IgG (n/kon)

Tpuxunennes IgG (n/kon)

IXMHOKOKKO3 1gG (n/kon)
10.03.27.CanbmoHennes

CanbmoHennes (rp.A, B, C, 4, E, cymm., n/kon)
10.03.28.lLurennes

LWurenna 3oHHe (n/kon)

LWurenna dnekcHepa 1-5 (n/kon)

LWurenna dnekcHepa 6 (n/kon)
10.03.29.Acneprunnes

Acneprunnes IgG (kau.)
10.03.30.XennkobakTepHan MHOEKLMA
Onpegenexune aHtureHa HELICOBACTER PYLORI B kane (MDA)
Xenukobakrtep nunopwu IgG (kon)

Xenukobakrtep nunopwu IgA (kon)

Xenukobakrtep nunopu IgM (kon)

13C-ypeasHblit gbixaTeNbHbI TeCT
10.03.31.4pyrve nHderumm

Amebuas IgG (n/kon)

BptowHoi Tnd (Kau)

BptowHom Tmd (n/kon)

KaHanaa anbbukaHc IgG (Kau)

Nambamos (cymm. AT, n/kon)

MukobakTepum Tybepkynesa (cymm. AT, Kau)
CobinHow TMd (n/kon)

TpuxomoHuas IgG (kau)

Bopaertenna nepryccuc v napaneptyccuc (n/kon.)
Bopaetenna neptyccuc IgM (n/kon)

AT v KopuHOo6aKTepumn ANdTEPUN (CKPUHHUHT)
KopoHasupyc SARS-CoV-2, aHTuTena IgG (n/kon.)
KopoHasupyc SARS-CoV-2, HeliTpanumsytowme aHTuTena IgG kK RBD aomeHy S-6enka
(Architect, Abbott) (kon.)

Bupyc rpunna tuna B IgM (kon)

Bupyc rpunna tuna A IgM (n/kon)
11.MMMYHONOIMYECKMUE UCCNELOBAHMA
11.00.01.0CHOBHblE CKPUHHUHFOBbIE MaHENN

TyMOpanbHbI UMMYHUTET (MMMYHOTN06YAMHBI IgA, IgM, IgG, IZE, umpKkyaupytoLme
MMMYHOKOMMNIEKCbl, KOMMOHEHTbI)

MIMMYHHbI# cTaTyC (CKPUHUHT) (ParouuTapHas akTUBHOCTb JIEAKOLUTOB, KNETOUHBIN
UMMYHUTET, UMMYHOTN06YAWH IE 061wmii, uMMyHOrnobyauHel IgA, IgM, I1gG)

MIMMYHHbI# CTaTyC paclumpeHHbli (MMMYHOPErynaTOpHbI MHAEKC,
MMMYHOr106yuHbI IgA, IgM, 18G; MmmyHornobynuH IgE obwymii; darouutapHan
AKTMBHOCTb 1eiikoumnToB; JleikouuTapas dopmyna; T-nmoountsl (CD3+); T-xennepsbl
(CD3+CD4+); T-uutoTOKCHYecKue KneTku (CD3+CD8+); T-perynatopbl KNeTku
(CD4+CD25+CD127neg); T-akTnBMpOBaHHble KneTku (CD3+HLA+DR+CD38+); NK-
knetkn (CD16+/56); NK akTuBMpoBaHHble KneTkm (CD3-CD8+CD38+); NK v B-
aKTMBMPOBaHHble KneTkn (CD3+HLA-DR); B-numoountsl (CD19+); B-kNeTKM namatu
(CD19+CD5-CD27+); B1-numdouuTsl (CD19+CD5+); B2-numdoumtsl (CD19+CD5-
);0npegnenenvie nHtepdepoHos ("anbda", "ramma", "CbIBOPOTOUHBINA, CMOHTAHHBbIN);
Lnpkyanpytowme nmmyHokomnaekcbl; KomnoHeHTbl kKomnnemeHTta C3 n C4; T-
AKTUBHbIE KNETKM C MapKepom paHHeit akTusHocTu (CD3+CD25+); T-xennepsbl
AKTMBMPOBAHHbIE C MAPKEPOM paHHel akTUBHOCTU (CD3+CD4+CD25+)

Onpepenerune nHtepdepoHos ("anbda”, "ramma", "cblBOPOTOUHBIN", CNOHTAHHBbIN
KnetouHblii UMmyHUTET (T-numboumnTbl, T-xennepbl, T-LUTOTOKCUYECKUE KNETKM,
MMMyHOperynaTopHblii MHAEKC, B)

11.00.02.l0N0NHUTENBHbIE KOMMNIEKCHI

AKTUBUPOBAHHblE iuMmbounTbl (T-rumdouuTsl, T-xennepsl, T-LUTOTOKCUYECKME
KNETKM, UMMYHOPErYNATOPHbIN MHAEKC)

MIMMYHOPEerynaTopHbIN MHAEKC A8 OLEHKU UMMYHHOTO cTaTyca v 3¢deKTMBHOCTU
Tepanuu (MMMyHOPErynaTopHbIi MHAeEKC, T-niumooumuTtbl, T-xennepsol, T-
LMTOTOKCUYECKME)

MccnepoBaHmne napameTpoB MMMYHHOTO CTaTyca: onpejeneHne abcontoTHbIX
Konnuyects CD4+CD8+CD3 numdouuTos y naumeHTos ¢ BUY (CNNAI Ha npoToyHOM
uutodaroopumeTp)

Nccneposanue cybnonynauumn B-numdouutos

(CD19+CD5+, CD19+CD5-, CD19+CD5-CD27+)

KneTtouHble peuentopbl AMMGONAHON TKaHU

afB-T 1 y6-T: (CD3+0B-TcR+yS-TcR, CD3+yS-TcR+aB-TcR-)
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A12.30.012.006
A12.30.012.006

A09.05.054.003
A09.05.054.004
A09.05.054.002
A09.05.054.001

A12.05.109

A12.05.108
A09.05.075.001
A09.05.075.002

A09.05.074

A12.30.012.007
A12.06.073

A12.06.077
A12.06.077
A12.06.077
A12.06.077

A12.06.078
A12.06.078
A12.06.078
A12.06.078

A12.06.079
A12.06.079
A12.06.079
A12.06.079
A12.06.079
A12.06.079
A12.06.079

A12.06.046
A12.06.018
A12.06.017
A12.06.045

A12.06.020
A12.06.039
A12.06.020

A12.06.020

A12.06.023

A12.06.013

A12.06.029
A12.06.030
A12.06.030
A12.06.065
A12.06.065
A12.06.029

A12.06.036

IMT.17.42.

IMT.17.56.
IMT.17.53.

'MT.50.12.1385.
'MT.50.13.1385.
'MT.50.13.2007.

rMT.17.2.
rMT.17.1.
rMT.17.37.
MT.17.40.
IMT.17.38.
rMT.17.39.

'MT.50.10.1385.
'MT.50.11.1385.

IMT.17.5.
IMT.17.57.

MT.17.58.
rMT.17.4.
rMT.17.60
rMT.17.6.
IMT.17.41.

rMT.17.13.
IMT.17.14.
rMT.17.16.
MT.17.15.

rMT.17.22.
MT.17.25.
rMT.17.23.
IMT.17.24.

IMT.17.27.
rMT.17.29.
MT.17.30.
MT.17.36.
IMT.17.32.
MT.17.33.
MT.17.35.

IMT.26.3.
MT.26.40.
MT.26.1.
IMT.26.2.

MT.26.30.

IMT.26.29.

'MT.26.28.

IMT.26.183.

IMT.26.82.
IMT.26.176.
IMT.26.201.

IMT.26.161.

IMT.26.162.

IMT.26.6.
IMT.26.5.
IMT.26.4.
'MT.50.21.2181
'MT.50.20.2181
IMT.50.1.2202.
IMT.50.4.1289.

IMT.26.163.

OugeHKa coCTOAHUA T-KETOYHOro 3BeHa UMMYHUTeTa:
(T-numdouuTbl (CD3+CD19-), T-xennepsl (CD3+CD4+CDA5+)
PaHHAA akTMBaUMA T-KNETOK U T-perynaTopHble NMMGOLUTDI
LIMTOKMHbI (PpaKkTOp HEKPO3a ONYX0/U, MHTEPNENKUH-10, UHTePNENKNH-6)
11.00.03.UHAMBUAYANbHBIE UMMYHO/IOTMYECKUE TECTbI
NmmyHorno6ynuH IgM

MmmyHOorno6ynuH 1gG

MMmMmyHOr106ynuH IgA

MNmmyHOrno6yauH IgE obwmii

MmmyHornobynunel IgA, IgM, IgG

NHTepnelikuH 1 6eTa

NHTepnekuH 10

NHTepNenKuH 6

NHTepNeKkuH 8

KomnoHeHT KomnnemeHTa: C3

KomnoHeHT KomnnemeHTa: C4

KomnoHeHTbl KomniemeHTa C3, C4

JleiKkouMTapHO-T-IMMPOLMTAPHBIN MHAEKC (BMECTe C KneT. MMMyHUTeTOM)
JIMU Kanbd-Kanuda (BmecTe ¢ neikoumnt. ®-noit.)

Copeprkanue UMK I1gG, IgM

T-xennepsbl (CD3+CD4+)

darounTapHan aKTMBHOCTb NEMKOLUTOB

®HO/TNFa (PakTop HEKPO3a Onyxoan)

11.00.04.4yBCTBMTENIBHOCTL K NpenapaTam UHTeppepoHa: (HasHa4yaTb TONbKO
BMECTe C uccnegoBaHmem "OnpeaeneHme nHtepdepoHos"):

FammadepoH (MHrapoH)

NHTpOH

PeanbanpoH

PeadepoH (BudepoH)

11.00.05.4yBCTBUTENBHOCTb K MHAYKTOPaM MHTEpdEPOHa (HasHa4yaTb TOIbKO
BMECTe C uccnegoBaHmem "OnpeaeneHme nHtepdepoHos"):

AMUKCUH

Karouen

Heosup

LunknodpepoH

11.00.06.4yBCTBMTENIBHOCTL K UMMYHOMOAYNATOPAM (Ha3Ha4yaTb TO/IbKO BMeCTE C
uccnegosaHuem "OnpepeneHune nHTepdepoHos"):

lanasut

UmmyHan

NmmyHobaH

MmyHOpUKC

Jlukonup,

MoANOKCUAOHUM

TumoreH

12.AYTOUMMYHHAA OUATHOCTUKA

12.00.01.lLuToBNAHAA Kene3a

AT K peuentopam TTT (kon)

AT-MAT (aHTUTENa K MUKPOCOManbHOM Gpakuum TMpouuUToB) (Koa)

AT-TT (kon)

AT-TNO (kon)

12.00.02.Mogxenyao4Has xenesa

AT - GAD (kon)

AT K 6eTa-KaeTKam NoAKeNYL0UYHOW Kenesbl (Kon)

AT K MHCyAuHY (Kon)

AHTUTENIA K OCTPOBKOBbLIM KNETKAM NOAKeNyA04HOM xenesbl (ICA) metogom HPUD
(n/kon.)

AHTUTENA K TUPO3UMH docdaTasze (IA-2)

AT K OCHOBHbIM aHTUreHam OCTPOBKOBbIX KneToK (GAD/IA-2)
AT K 5K30KPUHHOWM YaCTN MOAMKENYAOHHOM sKene3bl (n/kon.)
12.00.03.Cepaue

AHTUTENIA K MUOKapAy C onpeaeseHneM TUna ceeyeHus
12.00.04.TpombouuTOneHus

AHTUTENA K TPOMbOUWTam, meToa HPUD
12.00.05.AHTUDOCHONNMUAHDINA CUHAPOM

AT K KapanonumnuHy (ckpwmH. I1gG, 1IgM, IgA)

AT K pochonunnupam 1gG (kon)

AT K pochonunugam IgM (kon)

AHTUTENa K aHHeKcuHy V IgG

AHTUTENa K aHHeKcuHy V IgM

AT K KapaunonunuHy IgA (kon)

AT K ®C-npoTpombuHoBOMYy Komnaekcy (PS-PT), 1gG n IgM
12.00.06.AyTOMMMYHHbIV renatut

AHTUTENIA K MMKPOCOMaMm neveHn-noyku (LKM-1) metogom HPUD Ha TporiHom
cybcTpate
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A12.06.024
A12.06.024

A12.06.024
A12.06.059

A12.06.055
A12.06.055
A12.06.066

A12.06.010.001
A12.06.010.002
A12.06.061

A12.06.010.001
A12.06.012.002

A12.06.040

A12.06.010
A12.06.010
A12.06.026
A12.06.035
A12.06.026

A12.06.010

A12.06.051

A12.06.057
A12.06.061
A12.06.009
A12.06.009
A12.06.033

A12.06.028

A12.06.038

A12.06.071

A12.06.037
A12.06.037

A12.06.037
A12.06.037
A12.06.037
A12.06.053

A12.06.062
A12.06.063

A12.06.052

MT.50.4.1385.
IMT.20.167.

IMT.26.127.

FMT.26.184.
'MT.50.24.2181

'MT.26.26.
rMT.26.27.
FMT.26.165.
'MT.26.196.
FMT.26.197.
'MT.50.25.2181
'MT.50.26.2181

rMT.26.11.
'MT.26.10.
rMT.26.12.

'MT.26.200.
'MT.26.205.

IMT.26.21.
IMT.26.18.
MT.26.20.
MT.26.19.

IMT.26.9.
'MT.50.13.2181
MT.26.23.
IMT.26.22.
IMT.26.25.
IMT.50.4.2215.
IMT.26.182.
IMT.26.203.
IMT.26.202.

IMT.50.2.2215.

IMT.26.13.

MT.26.7.

IMT.26.14.
IMT.26.15.
IMT.26.16.
MT.26.17.

IMT.26.24.
IMT.26.170.

IMT.26.198.
'MT.50.23.2181

'MT.26.31.
'MT.26.36.
'MT.26.38.
IMT.26.37.
IMT.26.171.
IMT.26.195.
'MT.50.27.2181

'MT.26.33.

IMT.50.51.2181

IMT.50.22.2181
IMT.26.191.
IMT.26.192.
IMT.26.174.
IMT.26.175.

'MT.26.34.
IMT.26.160.

'MT.26.35.

AHTUTENA K LUTOMIa3MAaTUHECKOMY aHTUIeHY NeYyeHn

AT K rnagkoi myckynatype (ASMA) (n/kon)

AT K aHTUreHam ayTOMMMYHHbIX 3a6oneBaHuit neyenn (PDC-AMA-M2, M2-3E,
SLA/LP, LC-1, LKM-1, Sp-100, PML, gp210, Ro-52)

AT K acvanornmkonpotemHosomy peuentopy (aHTM-ASGPR)
OnpegeneHvie cogepkaHuna nogknacca 1gG4
12.00.07.Uenvakus

AT K ravnaguHy IgA (kon)

AT K rnmaguHy 1gG (kon)

AT K aHgomum3uto IgA n I1gG (EMA) (kau)

AT K Ae3ammanpoBaHHbIM NenTuaam ravaguna IgA

AT K A€3aMUAMPOBAHHbIM NenTUaAaM raMaauHa lgG

AT K TKaHEeBOI TpaHcrayTaMuHase, IgA (kon.)

AT K TKaHeBOW TpaHcrnyTammuHase, 1gG (n/kon.)
12.00.08.CrcTeMHan KpacHaa BOMYaHKa

AT Kk gycnupanbHoit JHK (kon. IgG)

AT K ogHocnmpanbHoit AHK (kon. IgG)

AT K 3KCTparmpoBaHHbIM AgepHbiM Al (Kon)

AT k asycnupanbHoi iHK Ha Crithidia lucilia, nogrsepskgeHve HPU® (n/kon.)
AT k aumooumtam (n/kon.)

12.00.09.CucTeMHan cknepoaepmua
AHTULEHTPOMepPHbIe AT (kon. IgG)

AT K aHTureHy Scl-70 (kon. 1gG)

AT K HyKkneocomam (Kon. 1gG)

AT K uMtonnasmatudeckomy Al Jo-1 (kon. 1gG)
12.00.10.AyToMMMyHHble 3a6oneBaHua KT
AHTUHYKNeapHble AT (Ko_n. 18G)

cBeyeHun

AT K BHyTpeHHemy dakTopy (Kon)

AT K muUTOXOHAPWAM (KON. I8G)

AT K napuetasbHbiM Knetkam (kon. 1gG)

AT k Saccharomyces cerevisiae (ASCA) IgA

AT k Saccharomyces cerevisiae (ASCA) IgG

AT K aHTUreHy GP2, IgG u IgA (npu 6onesHu KpoHa) (kon.)
AT K 60KaNOBUAHBLIM KNETKAM KULedHuKa (n/kon)

MMMYHOBNOT aHTUHYKNEeapHbIX aHTUTen (aHTureHbl Sm, RNP/Sm, SS-A (60 ka/52
k[a), SS-B, Scl-70, PM-Scl, PCNA, CENT-B, Jo-1, dsDNA/ructoH/, Hykneocomsl, Rib
12.00.11./lekapcTBeHHan BOAYaHKa

AT K ructoHam (kon. 1gG)

12.00.12.MapKepbl ayTOMMMYHHbIX 3ab60/1eBaHNi1, accoLmmpoBaHHbIx ¢ CKB
AT K 6eTa-2-rnMKkonpoTenHy (ckpuH. 1gG, IgM, IgA)

AT K uutonnasmatmyeckomy Al SS-A (RO) (kon. 1gG)

AT K uutonnasmartuyeckomy Al SS-B (La) (kon. I1gG)

AT K aKcTparupyemomy agepHomy Al Sm (koa. 1gG)

AT K aKcTparmpyembim sgepHbim AT RNP\Sm (kon. 1gG)
12.00.13.AyToMMMYyHHble 3aboneBaHuA noyek

AT Kk 6a3anbHoi membpaHe rnomepynspHoro annapara (kon. 1gG)

AHTUTENA K peuenTopy pocdonmnnasbl A2 (MembpaHO3HbIN rnomepynonodpuT)
AT K CTepoVANpoAYLMPYIOLWMM KNeTKam HaanouyeuHuka (ACMK) (n/kon.)
AT k Clq pakTOpy KOMMNNEMeHTa

12.00.14.Monosas cdepa

AHTUCnEepmanbHble AT (kon)

AT K TKaHV AMYHKKA, Ig A (Kau)

AT K TKaHV AMYHKKA, 18G (Kau)

AT K TKaHM AIMYHKKa, IgM (Kau)

AHTuTENa K XY 1gG, 1gM (n/Kon.)

AT K cTepoua-npoayLmpyowmm Knetkam andka (ACKMN-Testis)

AT K CTepouA-npoayLmpyowmMm KneTkam andHunka (ACKM-Ovary)
12.00.15.CucTemMHble BaCKyAUTbI

AT K uutonnasme Heitpodunos (AHUA) (n/kon. 1gG)

AHTUHENTPOGUNbHbIE UUTONIA3MaTUYECKNe aHTMTena, IgG (ANCA), Combi 6
AT K KneTkam cocyaumcroro aHgotenua (HUVEC)

AT K mmenonepokcmaase (aHTM—-MnNoO)

AT K npoTenHase-3 (aHTu-MP-3)

AT K uutonnasme HerTpodumnos (AHLA) IgA

AT K uutonnasme Heitpodunos (LAHUA/NAHLIA) IgG meTogom HPUD
12.00.16.PeBMaTonaHbIV apTpUT

AHTU-MCV (AHTUTENA K LUTPYNNIMHUPOBAHHOMY BUMEHTUHY) (Kon. 18G)
AHTUKepaTMHOBbIE aHTUTENA

AHTUTeNa CCP (AHTUTENA K LUKAMYECKOMY LIMTPYAINH COAEpKaLlemy nentuay)
(kon)

15

15
15
15

15
15
15
15
15

15

w w ww

w wwww

13
15
15
15
15
15

15

1610
1840

1700
1700
1850

750
750
1210
990
990
1200
1200

980
1040
1040

1500
1720

1040
1040
1040
1040

1090

1730
1210
1550
860

1250
1250
2100
1860

4360

1090

1090
1090
1090
1090
1090

1380

2800
1300
1300

980
690
750
750
1090
1390
1490

1210

3100
1690
1300
1300
1200
1490

1840
2650

2760



A09.04.003

A09.05.122

A12.06.074
A12.06.025

A12.06.064
A12.06.021

A12.06.037
A12.06.029

B03.040.001

A12.06.030

A12.06.009
A12.06.009

A12.06.023

A12.06.009
B03.040.001

A12.06.030
A12.06.024

A09.28.030.002
A09.05.106.003

'MT.26.81.

'MT.26.206.
'MT.26.207.
FMT.26.115.

IMT.26.114.

FMT.20.113.
FMT.26.177.
'MT.26.180.
FMT.26.181.
FMT.26.178.
FMT.26.179.
FMT.26.173.

IMT.26.166.

FMT.26.168.
FMT.26.169.
'MT.26.210.
'MT.26.208.
'MT.26.188.

IMT.26.209.

IMT.26.117.
IMT.26.116.
IMT.26.167.
IMT.26.118.

IMT.26.121.

IMT.26.120.
IMT.26.119.

IMT.26.66.
IMT.26.77.

IMT.26.52.

IMT.26.76.
MT.26.63.
MT.26.60.

IMT.26.71.

MT.26.79.
IMT.26.74.

IMT.26.54.

MT.26.58.
IMT.26.68.

IMT.26.53.

IMT.26.55.

IMT.26.67.
IMT.26.78.

'MT.26.56.

IMT.26.62.
IMT.26.61.
IMT.26.72.

'MT.26.75.
'MT.26.73.
'MT.26.59.

'MT.26.65.

AHTUNEPUHYKNeapHbI daKTop

AT K Sa-aHTUreHy

AT peBmaTonaHoro dpaktopa, IgA
KpucTtannbl CMHOBMANbHOW KUAKOCTN

OnuromepHbIii MaTpUKCHbIN 6enok xpawa (COMP) (aMarHocTMKa octeoapTposa)
12.00.17.3a60n1eBaHNA KOXKM

AT K MEXXKNEeTOYHOMY BELLECTBY U 6a3anbHON MembpaHe KOXKM (Kau)

AT K 6a3anbHo membpaHe KoKu meToaom HPUD

AT K 6enky BP 180

AT K 6enky BP 230

AT K aecmornevHy 1

AT K gecmornevHy 3

AT K 4eCMOCOMaM KOXXM MeTogoM HPUD

12.00.18. Capkongo3

AKTUBHOCTb aHIMOTEeH3UH-NpeBpaLyatoLLero pepmeHTa (AMarHocTMKa capkomaosa)
12.00.19. HeBponornyeckne ayToMMmyHHble 3aboneBaHuA

AHTUTENA K aLEeTUNXONMHOBOMY pelienTtopy (AxP)

AHTUTENA K CKeNeTHbIM Mbiwuam (ACM)

AT K Kanuesbim KaHanam (LGI1 u CASPR2) (n/kon.)

AT k MUSK peuentopy

AT Kk NMDA ratotamatHomy peuenTtopy

AT K aHTUreHam MuUesIMHa METOAOM HenpsaMOoN MMMyHobatoopecueHuum (n/kon.)
NHAaekc anbbymuHa (npoHuuaemocts MI6) (1MKBOP M KPOBb)

ONUrOKNOHANbHbBIN UMMYHOT106Y1MH I1G (1MKBOP M KPOBb)

OnpepeneHue akBanopuHa - 4 (NMO) knacca IgG

12.00.20. Cuctema KomniemeHTa

1gG-MMMYHHble KomnaeKcbl (MeTog ceasbiBaHua ¢ Clq (C1g-1gG)

AyTOMMMYHHasA MMMYHOKOMMNEKCHaA natonorusa (komnaemeHt CH-50 n C1Q-IgG-
MK)

NHrn6utop C1INH (gMarHocTMka KpanmBHMULLbI MU aHTMOHEBPOTUYECKOTO OTeKa)
06wan remoanTUYEecKan cnocobHOCTb CbiBOPOTKM (CH-50)

12.00.21.KomnneKcHas AMarHoCTMKa ayTOMMMYHHBIX M CUCTEMHbIX 3a6oneBaHNi
AHTUHENTPOGUNbHBIE aHTUTENA
AHTUTENA K KapAMOAUNMHY Knaccos IgG n IgM

AHTUTENA K OCHOBHbIM aHTUreHam CKB (aHTuTena Kk aocJHK 1 Hykneocomam)
AHTUdOCHONMNUAHBIE aHTUTENA

BbifaiBNeHMe aHTUTeN K peTUKYANHY Knaccos 1gG u IgA

[narHocTmka ayToMMMyHHOrO nopaskeHus novek (AHUA, BMK, AH®)
[unarHoctuka 6bicTponporpeccupytolLero rnomepynoHedputa (AHUA v aHTUTeNa K
BMK)

[narHocT1Ka BoCnanuTenbHbIXx MMoKkapauonatnin (Mio u AMA)

[narHocTnka BTOPUYHOro aHTMdochonnnmaHoro cuHapoma (AK/1n AH®)

[lnarHocTvKa rpaHyiemaTo3HbIx Backyintos (AH® 1 AHLA)

[1arHoCT1Ka Ny3bIpHbIX 4€PMATO30B (ayTOAHTUTENA K aHTUTEHAM KOXKM)
[nddepeHumanbHan gnarHoctrka 60ne3Hn KpoHa v A3seHHoro koauta (AHLIA IgG
1 ASCA IgA)_new

KombuHuposaHHoe ob6cnesoBaHMe Npu BOCNanUTeNbHbIX 3aboneBaHmAX
kuweyHuka (AHLIA 18G/1gA, ASCA (IgG/IgA)

KomnieKcHbI TeCT ANArHOCTUKM PacCesHHOro CKAepo3a (0IMroKNoHaNbHbIN 1gG 1
cB060AHbIE NETKME Lenm)

O6cnenoBaHve Npy BOAYaHOYHOM HedpuTe

O6cneposanue npu CKB (AHD, acAHK v AK/)

MonHoe ceponoruyeckoe obcnenosaHune npu uennakuu (ASA, TTT, APA, ATA)
Pa3BepHyTaa guarHoctmka aHtudochonmnuaHoro cuHgpoma (AH®, aHTuTena K
Kapauonunuy IgG/IgM, 6eta2

Pa3sBepHyTas ceposornsa ayTouMMyHHbIX 3a601eBaHWI NeveHn

PassepHyToe ob6cnenoBaHMe Npu NOMHEBPUTAX (CKPUHMHT NapanpoTenHa, AH®,
AHLIA, ENA, aHTM-GM1, GD1b, GQ)

Pa3sBepHyTOe ceponormyeckoe obcnefoBaHve NPy NOAUMMUO3UTE C KOMMEHTapUEM
(AH®, ENA, aHT1-Mi-2, Ku, Pm)

CBoboAHbIE Nerkue Kanna u nambaa uenv UMMyHornobynnmHoB B moye

CBoboaHble nerkve Kanna/nam6aa uenv MMMyHOr106yIMHOB B CbIBOPOTKE KPOBU
CeobogaHble nerkve nambaa/kanna uenm MMMyHor106yMHOB B
uepebpocnuHanbHow kuakoctv( CBoboaHble Nambaa-Lenn MIMMyHOT106yIMHOB B
CMUHHOMO3rOBOM XMAKOCTU CBOBOAHbIE Kanna-Lenyu MMMyHOrn1o6yanHOB B
CMUHHOMO3rOBOM KMAKOCTH
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1190
1650
1300
1460
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2300
1850
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2390
5600
1250
6200
5500
4200
1820
1650
5020
2920
1450
2550
2150
1550
3680
2190
2300
5410
1610
3910
3220

2760
3910

3110
3910

2880

4950

5980

2530

4260

6790

4490
6900

5980

5980
1500

1610

1550



A12.06.024 FMT.26.64. CKPUHUMHT ayTOMMMYHHOTO nopaskeHua nedern (AH®, AMA, ATMA, LKM, ATK) 15 3910
IMT.26.70. CKPUHUHT 6onesHel coeguHuTenbHoi TkaHu (AH® n ENA-cKpuH) 15 2420
A09.28.028 MT.11.14. CKPUHWUHT M-TPAOMEHTA (6enka beHc-AoHca) B MOYE 15 2420
IMT.26.57. CKpUHUHT uennakum (AAT 1IgG n TTI2 IgA) 15 2990
A09.28.028 MT.26.80. TunuposaHue M-rpaaueHTa (6enka beHc-[oHca) B mouye 15 4490
MT.26.69. YToyHeHue guarHosa uenmakum (ASA n TTT) 15 3450
MT.26.51. dnekTpodopes 6enK0B MOUM C ONpeseneHrem TMna NPoTeMHYpUn 15 1960
MT.26.171 AHTuTena n XYy 1gG, gM (n/kon.) 8 1040
o FMT.26.187. AHTUHeWpoHasbHble aHTuTeNa (AHTK-Yol, Hu, Ri, PNMA2 (Ma2/Ta), CV2,
AMoOUPU3NH), AUarHOCTUKa NapaHeonnacTUYECcKUX sHLedanMToB 9 5400
A12.06.010 MT.26.111. AHTUHYKNeapHble aHTUTeNa Npu ckaepogepmuu (Scl-70, CENP A, CENP B, RP 11, RP
155, pnbpuanapuH, NOR 90, Th/To, PM-Sc 100, PM-Scl 75, Ku, PDGR, Ro-52) u 9 3850
A12.06.030 MT.26.112. AHTudochonnnuaHble aHTuTena (AT 6eTa-2-rnnkonpoTenHy IgM, IgG, aHHeKcuHy V
1gM, 18G, npoTpombuHy IgM, 1gG, KN,®C, X, DU, DK, CP), ummyHob10T 9 5090
AT npu noammuosute: AT K Mi-2, Ku, PM-Scl100, PM-Scl75, SRP, aHTUCUHTETa3Hble
A12.06.025 FMT.26.186. aHTuTena (Jo-1, PL-7, PL-12, EJ, OJ) n aHTuTena k Ro-52 9 4100
0 MT.26.185. [narHoctka BocnanuTebHbiX NoaMHeBpuToB (AT K raHrnnosngam GM1,GM2,
GM3, GM4, GD1a, GD1b, GD2, GD3, GT1a, GT1b, GQ1lb, cynbdatnay) IgG/IgM 9 5500
A09.28.030.002 rMT.26.73.1. CeoboaHble nerkue Kanna u nambaa uenu MMMyHorno6yiMHOB (CyTouHas moya) 15 1400
A09.28.028 MT.11.14.1. CKpUHUHT M-TpagueHTa (6enka beHc-[KoHca) (cyTouHas moya) 15 2100
A09.05.106 MT.50.19.2181 o
CKPWUHWHT NapanpoTeMHEMUIA B CbIBOPOTKE KPOBM C MOMOLLbIO MMMYHObUKCaLWUn 15 1890
A09.28.028 MT.26.80.1. TunuposaHue M-rpaaueHTa (6enka beHc-[»oHca) (cyTouHasa moua) 15 3600
A09.05.106 [MT.50.28.2181
TunupoBaHWe NapanpoTenHa B CbIBOPOTKE KPOBM C MOMOLLbI0 UMMYHOdUKCaLMK 15 4000
FMT.26.51.1. dneKkTpodopes 6e1K0B MOUM C ONpeseNeHnemM TUNa NPOTEMHYPUM (CyToYHas moya) 15 1750
MT.26.319. |Kanb|‘IpOTeKTMH (S100 A8/A9) B KpoBM | 9 3100
13.AMATHOCTUKA ANNEPTUN
13.01.TEXHONOIMA IMMUNOCAP
13.01.01.1 3TAN MepBuHYHbIE TECTbI HA ANNEPTUIO (CKPUHUHT)
Cmecb annepreHoB NULy (ANYHbIN 6e10K, MONOKO, TPECKa, NeHWLa, apaxmc, cos)
A09.05.118 FMT.40.2. IgE (FX5, ImmunoCAP) 5 2010
Cmecb MUKpocKonmyeckux rpnbos (Penicil. notatum, Cladosporium herbarum,
A09.05.118 FMT.40.1. Asper. fumigatus, Candida a 5 2010
A09.05.118 rMT.40.57. Cmech MACHbIX NPOYKTOB: CBUHMHA, roBaaunHa, Kypuua IgE (FX73, ImmunoCAP) 4 1550
A09.05.118 rMT.40.33. Cmecb dppykToBas Nol: anenbcuH, abaoko, 6aHaH, nepcuk IgE (FX15, ImmunoCAP) 5 1550
A09.05.118 MT.40.65. TpunTasa IgE (ImmunoCAP) 6 4080
A09.05.118 MT.40.63.1. ®daamaton (ImmunoCAP) KanunnspHas KPoBb 4 2760
A09.05.118 MT.40.63. ®dagmaton IgE (ImmunoCAP). 4 2760
A09.05.118 TMT.40.64.1. daguaron nerckuii (ImmunoCAP) no 5-tu set, kanwuisipHast KPOBb 5 2760
A09.05.118 T'MT.40.64. ®dagunaron nerckuid (ImmunoCAP) no 5-tu et 5 2760
A09.05.118 IMT.40.5. Cmecb annepreHoB nnecenn (Penicillium notatum, Cladosporium herbarum,
Aspergillus fumigatus, Alternaria alternata), IgE, 06wy, pe3ynbtat (MX1,ImmunoCAP) 5 2010
13.01.02.2 3TAI BbisiBNeHWE UHANBUAYANBHOTO annepreHa
A09.05.118 IMT.41.48. Alternaria alternata IgE (M6, ImmunoCAP). 5 860
A09.05.118 IMT.41.19. Aspergillus flavus IgE (M228, ImmunoCAP). 5 860
A09.05.118 IMT.41.7. Aspergillus fumigatus IgE (M3, ImmunoCAP). 4 860
A09.05.118 [MT.40.324. Botrytis cinerea IgE (M7, ImmunoCAP) 4 860
A09.05.118 IMT.41.11. Candida albicans IgE (M5, InmunoCAP). 4 860
A09.05.118 IMT.41.5. Cladosporium herbarum IgE (M2, ImmunoCAP). 4 860
A09.05.118 MT.41.1. Helmintosporium halodes IgE (M8, ImmunoCAP). 5 860
A09.05.118 MT.41.9. Mucor racemosus IgE (M4, ImmunoCAP). 5 860
A09.05.118 MT.41.3. Penicillium notatum IgE (M1, ImmunoCAP). 5 860
A09.05.118 MT.41.15. Pityrosporum orbiculare IgE (M70, ImmunoCAP). 5 860
A09.05.118 MT.41.13. Rhizopus nigricans IgE (M11, ImmunoCAP). 5 860
A09.05.118 MT.41.173. Ab6pukoc IgE (F237, ImmunoCAP). 4 860
A09.05.118 rMT.41.473. Am6po3us Bbicokas IgE (W1, ImmunoCAP). 5 890
A09.05.118 MT.41.183. AnenbcuH IgE (F33, ImmunoCAP). 4 890
A09.05.118 [MT.41.283. Apaxuc IgE (F13, ImmunoCAP). 4 860
A09.05.118 MT.41.181. Apbys3 IgE (F329, ImmunoCAP).. 5 860
A09.05.118 [MT.41.185. BaHaH IgE (F92, ImmunoCAP) 4 860
A09.05.118 MT.41.103. Bobbl coesbie IgE (F14, ImmunoCAP). 4 890
A09.05.118 MT.41.243. Bpokkonu IgE (F260, ImmunoCAP). 5 860
A09.05.118 MT.41.189. BuHorpag, IgE (F259, ImmunoCAP). 4 860
A09.05.118 MT.41.187. BuwwHa IgE (F242, ImmunoCAP). 5 860
A09.05.118 MT.41.463. Bs3 IgE (T45, ImmunoCAP). 4 860
A09.05.118 MT.41.379. FosaauHa IgE (F27, ImmunoCAP) 4 890
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rMT.41.113.
rMT.41.199.
rMT.41.279.
rMT.41.191.
FMT.41.393.
FMT.41.295.
rMT.41.193.

[MT.41.85.

IMT.41.115.
IMT.41.151.
IMT.41.153.
IMT.41.233.
IMT.41.261.
IMT.41.201.

IMT.41.37.
IMT.41.77.

IMT.41.409.
IMT.41.465.
FMT.41.289.
TMT.41.483.
IMT.41.207.
IMT.41.139.
IMT.41.109.
IMT.41.481.
IMT.41.445.
IMT.41.213.
IMT.41.469.
IMT.41.167.
IMT.41.263.
IMT.41.219.
IMT.41.215.
IMT.41.221.
IMT.41.269.
IMT.41.259.
MT.41.411.

MT.41.89.
IMT.41.97.
MT.41.101.
MT.41.99.

MT.41.375.
'MT.41.385.
MT.41.241.
'MT.41.485.
MT.41.277.
MT.41.237.
MT.41.69.

MT.41.78.

MT.41.223.
MT.41.471.
MT.41.475.
MT.41.479.
MT.41.55.

MT.41.91.

MT.41.477.
MT.41.239.
MT.41.377.
MT.41.143.
MT.41.423.
MT.41.145.
'MT.41.203.
MT.41.459.
'MT.40.66.

MT.40.67.

"MT.41.900.
'MT.41.405.
MT.41.387.
MT.41.265.
MT.41.155.
MT.41.165.
MT.41.257.
MT.41.121.
MT.41.281.
MT.41.141.
MT.41.285.
MT.41.251.
MT.41.255.

lopox IgE (F12, ImmunoCAP).
IperindpyT IgE (F209, ImmunoCAP).
[peukuit opex IgE (F256, ImmunoCAP).
Ipywa IgE (F94, ImmunoCAP).
[LomawHsas noinb (Hollister-Stier Labs.) IgE (H2, ImmunoCAP)
[Lpoxxu IgE (F45, ImmunoCAP).

[ObiHn IgE (F87, ImmunoCAP).

MenTok anubiit IgE (F75, ImmunoCAP).
Kakao IgE (F93, ImmunoCAP).

Kanbmap IgE (F258, ImmunoCAP).
Kam6ana IgE (F254, ImmunoCAP).
Kanycra IgE (F216, ImmunoCAP).
Kaptodens IgE (F35, ImmunoCAP).

Kuswu IgE (F84, ImmunoCAP).

Knew, gomawHeit noiam Euroglyphus maynei IgE (D74, ImmunoCAP)

Ko3sbe monoko IgE (F300, ImmunoCAP).
Komap IgE (171, ImmunoCAP).

Kocrep IgE (G11, ImmunoCAP).

Kode IgE (F221, ImmunoCAP).

Kpanuea agyaomHas IgE (W20, ImmunoCAP).
KpacHas cmopogamHa IgE (F322, ImmunoCAP).
KpeseTku IgE (F24, ImmunoCAP).

Kykypysa IgE (F8, ImmunoCAP).

JNlebepa yeuesunuesnaHas Ige (W15, ImmunoCAP).
JNlewwmHa IgE (T4, ImmunoCAP).

JlumoH IgE (F208, ImmunoCAP).

JlucoxsocT nyrosoii IgE (G16, ImmunoCAP).
JNlococs IgE (F41, ImmunoCAP).

Jlyk IgE (F48, ImmunoCAP).

ManwuHa IgE (F343, ImmunoCAP).

MaHgapvH IgE (F302, ImmunoCAP).

MacnvHa IgE (F342, ImmunoCAP).

MwuHaans IgE (F20, ImmunoCAP).

Mopkosb IgE (F31, ImmunoCAP).

MoTbinb IgE (173, ImmunoCAP).

Myka rpeyHeBas IgE (F11, ImmunoCAP).
Myka oBcaHas IgE (F7, ImmunoCAP).

Myka pkaHas IgE (F5, ImmunoCAP).

Myka aumeHHas IgE (F6, ImmunoCAP).

Msco kponuka IgE (F213, ImmunoCAP).
OscsaHuua nyrosas IgE (G4, ImmunoCAP).
Oryped, IgE (F244, ImmunoCAP).

OpayBaHuuK IgE (W8, ImmunoCAP).

Opex Kewwbto IgE (F202, ImmunoCAP).

MNepev, IgE (F218, ImmunoCAP).

MNepo Kypuupl IgE (E85, ImmunoCAP).

MNepo yTku IgE (E86, IMmunoCAP).

MNepcuk IgE (F95, ImmunoCAP).

MofopPOXKHUK NaHueToBUAHbIN IgE (W9, ImmunoCAP).
NoaconHeuHuk IgE (W204, ImmunoCAP).
MNonbiHb IgE (W6, ImmunoCAP).

MomeT BoHUCTOTO Nonyraiiunka Igk (E77, ImmunoCAP).
Puc IgE (F9, ImmunoCAP).

Pomatuka IgE (W206, ImmunoCAP).

CaxapHas cBekna IgE (F227, ImmunoCAP).
CBUWHWMHa IgE (F26, ImmunoCAP)

Cenbpap IgE (F205, ImmunoCAP).

Cemsa nogconHevHuka Igk (K84, ImmunoCAP).
Ckymbpus IgE (F206, ImmunoCAP).

Cnwuga IgE (F255, ImmunoCAP).

CocHa BeiimyTosa IgE (T16, ImmunoCAP).
CTanNOKOKKOBBIN 3HTEPOTOKCHH A IgE (M80, ImmunoCAP)
CTanNOKOKKOBBIN 3HTEPOTOKCHH B IgE (M81, ImmunoCAP)
CtanNOKOKKOBBINM 3HTEPOTOKCHH TSST IgE (M226, ImmunoCAP)
TapakaH pbixkuit IgE (16, ImmunoCAP).
Tumodeeska nyrosas IgE (G6, ImmunoCAP).
Tomar IgE (F25, ImmunoCAP)

Tpecka IgE (F3, ImmunoCAP).

TyHew IgE (F40, ImmunoCAP).

ToikBa IgE (F225, ImmunoCAP).

daconsb IgE (F15, ImmunoCAP).

®ducrawwkm IgE (F203, ImmunoCAP).

dopens IgE (F204, ImmunoCAP).

dyHayk IgE (F17, ImmunoCAP).

LiBeTHas KanycTa IgE (F291, ImmunoCAP).
YecHok IgE (F47, ImmunoCAP).
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860
860
860
860
860
980
860
890
860
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A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

A09.05.118

A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

A09.05.118
A09.05.118

A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

A09.05.118

A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

B03.002.004
B03.002.004

B03.002.004
B03.002.004
B03.002.004

B03.002.004

A09.05.118
A09.05.118
A09.05.118

A09.05.118
A09.05.118
A09.05.118

A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

A09.05.118

MT.41.47.

MT.41.231.
'MT.41.399.
'MT.41.395.
MT.41.457.

MT.41.391.
MT.41.905.
'MT.41.906.

'MT.41.25.
'MT.41.26.
MT.41.27.
'MT.41.28.
MT.41.23.

MT.40.274.

'MT.41.38.

"MT.40.211.
MT.40.215.
MT.40.213.
MT.40.214.
'MT.40.289.
MT.40.311.

'MT.40.306.
'MT.40.316.
MT.40.321.
'MT.40.310.
"MT.40.349.
MT.40.357.
'MT.40.358.
'MT.40.359.
"MT.40.360.
'MT.40.305.
'MT.40.346.
MT.40.347.
'MT.40.302.
'MT.40.303.

'MT.40.307.
MT.40.301.
"MT.40.300.
'MT.40.348.
"MT.40.308.
"MT.40.309.
MT.40.318.
MT.40.319.
MT.40.361.
'MT.40.363.
MT.40.362.

MT.41.616.

MT.41.616.

MT.41.601.
MT.41.604.
'MT.41.603.

MT.41.602.

MT.41.525.
MT.41.531.
'MT.41.520.

MT.41.521.
MT.41.529.

MT.41.517.
MT.41.518.
MT.41.522.
'MT.41.530.
'MT.41.528.
MT.41.519.

MT.41.526.

[N

SnuTenunit MopcKoit ceuHku IgE (E6, ImmunoCAP).
fA6noko IgE (F49, ImmunoCAP)

A4, ocbl 06bIkHOBeHHOM IGE (13, ImmunoCAP).

A4, nuensl gomawHei IgE (11, ImmunoCAP)..

ficeHb BbiCOKM IgE (T25, ImmunoCAP).

[omawHsas noinb (Greer Labs.Inc.) IgE (H1, ImmunoCAP)

[omawHas nbiib (Greer Labs.Inc.) IgG (H1, ImmunoCAP)

JomawHas nbiib (Hollister-Stier Labs.) 1gG (H2, ImmunoCAP)

Knew, gomawHei noinn Dermatophagoides farinae IgE (D2, ImmunoCAP)

Knew, gomawHei noiinm Dermatophagoides farinae 1gG (D2, ImmunoCAP)

Knew, gomawHei noinn Dermatophagoides microceras IgE (D3, ImmunoCAP)
Knew, gomawHei noinn Dermatophagoides microceras 1gG (D3, ImmunoCAP)
Knew, gomawHei noinn Dermatophagoides pteronyssinus IgE (D1, ImmunoCAP)
Knew, gomawHei noinn Dermatophagoides pteronyssinus 1gG (D1, ImmunoCAP)
Knew, gomawHei noinun Euroglyphus maynei IgG (D74, ImmunoCAP)

13.01.03.3 3TAMN OnpeaeneHne anneprokoOMNOHEHTOB
13.01.03.3.1.MporHo3 adpdekTnBHOCTU ACUT
Anneprus Ha anuo IgE (ImmunoCAP).

Ambpo3us - gas ACUT IgE (ImmunoCAP).

3nakosble Tpasbl - a8 ACUT IgE (ImmunoCAP).

MNonbiHb - ansa ACUT IgE (ImmunoCAP).

CopHble Tpasbl - s ACUT IgE (ImmunoCAP)

Alternaria alternata rAlt al IgE (M229, ImmunoCAP)
Tumodeeska nyrosas rPhl pl, rPhl p5b IgE (G213, ImmunoCAP)

AnbbyMWH CbIBOPOTKM KoLlwKku nFel d2 IgE (E220, ImmunoCAP)
AnbbymuH cbiBOpoTKM cobakm nCan f3 IgE (E221, ImmunoCAP)
Am6po3ua nAmb al Igk (W230, ImmunoCAP).

Apaxwuc rAra hl Igt (F422, ImmunoCAP).

Apaxwuc rAra h2 Igt (F423, ImmunoCAP).

Apaxwuc rAra h3 IgE (F424, ImmunoCAP).

Apaxuc rAra h8 PR-10 IgE (F352, ImmunoCAP).

Apaxuc rAra h9 LTP IgE (F427, ImmunoCAP).

Bepésa rBet v2, rBet v4 IgE (T221, ImmunoCAP).
Beta-naktornobynuH IgE (F77, ImmunoCAP).

Kapn (Mapsanbbymun) rCyp cl IgE (F355, ImmunoCAP).
KoHanbbymuH saitua nGal d3 IgE (F323, ImmunoCAP).

JlInzoumm anua nGal d 4 IgE (K208, ImmunoCAP).

MMHOpPHbIE KOMMOHEHTbI Mbl/bLibl U MPOAYKTOB PaCTUTE/IbHOTO NPOUCXOXKAeHUA IgE (G214,
ImmunoCAP)

OBanbbymuH sliua nGal d2 IgE (F232, ImmunoCAP)

Osomykoug, anua nGal d1 IgE (F233, ImmunoCAP).

Omera-5 MuaguH nweHuupl rTri al9 Ige (F416, ImmunoCAP)
MonbiHb nArt v1 IgE (W231, ImmunoCAP).

MNonbiHb nArt v3 LTP IgE (W233, ImmunoCAP).

Cobaka rCan f1 Igk (E101, ImmunoCAP)

Cobaka rCan f2 Igk (E102, ImmunoCAP)

Cos rGly m4 PR-10 IgE (F353, ImmunoCAP).

CbIBOPOTOYHbIV anbbymuH nBos dé6 IgE (E204, ImmunoCAP)
TponomunosuH kpeseTtok rPen al IgE (F351, ImmunoCAP).

13.02. TEXHOJIOTUA ALLERGY EXPLORER 2

Anneprouvn ALEX 2 (300 anneprokomnoHeHToB, Allergy Explorer 2)
Anneprouvn ALEX 2 (300 anneprokomnoHeHToB, Allergy Explorer 2). kanunnsipHas KpoBb

13.03. TEXHO/IOTUA ALLERGY-Q

ATonuyeckan naHenb, IgE (44 anneprena, Allergy-Q-ummyHo610T)

Mynbtu-nanens, IgE (107 anneprexa, Allergy-Q-ummyHo6,10T)

MNuwesan naHenb, IgE (72 anneprena, Allergy-Q-ummyHo610T)

AcTMma 1 puHUT,PecnupaTtopHas naHensb, IgE (64 anneprena, Allergy-Q-ummyHo610T)

13.04.TEXHONIOTMA DR. FOOKE

AnbTepHapwa anbTepHarta, IgE (Alternaria tenuis (alternata), M6, Dr. Fooke)
Am6p0o31s nonbiHHOAMCTHas, IgE (Ambrosia artemisiifolia, W1, Dr. Fooke)

Bepesa 6enas, IgE (Betula pendula, T3, Dr. Fooke)

BbITOBbIE annepreHbl, MUKCT 2: krnewy goMaluHel nbinu (D. pteronyssinus, d1), knewm
fomatuHer nbinu (D. farinae, d2), snutenwii kowku (e1), anutenuii cobaku (Do
[ntoteH, IgE (Gluten, F79, Dr. Fooke)

[HomaiHsas nbiib, mukeT 1 (Greer Labs, Inc.): knewwm gomalunen nbinm (D. pteronyssinus, d1,
D. farinae, d2), pbkuit TapakaH (Blatella germanica, i6), IgE (h1

Kneww gomawHei noinu, IgE (Dermatophagoides farinae, D2, Dr. Fooke)

Kneww somawHei noinu, IgE (Dermatophagoides pteronyssinus, D1, Dr. Fooke)
Kowka: rfFel d1, IgE (Cat, Dr. Fooke)

Monoko Koposbe, IgE (Milk, F2, Dr. Fooke)

Myka nweHnyHas, IgE (Wheat, F4, Dr. Fooke)

MnecHesble rpubbl, MyKCT 1: 3onoTUCTLIA Nnernumunn (Penicillium chrysogenum, m1),
TpaBssHon knagocnopuii (Cladosporium herbarum, m2), abimswmin acneprunn (Aspe
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A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

B03.002.004

B03.002.004

B03.002.004

B03.002.004

A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

A09.05.118
A09.05.118
A09.05.118
A09.05.118

A09.28.055

A09.28.055.001

A09.28.055.001
A09.28.055.001
A09.28.055.001
A09.28.055.001
A09.28.055.001
A09.28.055.001

A09.28.055

A12.30.012.009

A27.05.031

A27.05.036

MT.41.532.
'MT.41.533.
MT.41.523.
MT.41.524.
MT.41.527.

MT.41.511.

MT.41.512.

MT.41.513.

MT.41.514.

MT.41.491.
MT.41.498.
MT.41.421.
MT.41.492.
MT.41.493.
MT.41.419.
'MT.41.490.

'MT.41.500.
MT.41.501.
MT.41.504.
MT.41.507.
MT.41.502.
'MT.41.506.

'MT.40.339.
'MT.50.44.2217.
'MT.41.508.
'MT.41.503.
MT.41.510.

MT.1.91.1

IMT.1.99.1

MT.1.92.1
IMT.1.96.1.
MT.1.97.1
MT.1.93.
MT.1.94.1
MT.1.95.1

IMT.1.98.1

'MT.50.38.2181
MT.50.38.2182

MT.GNP028
MT.GNPO53
MT.19.94.

MT.GNP021
MT.GNP043
MT.GNP023
MT.GNP022
MT.GNPO66

MonbiHb 06bIKHOBEHHAA, IGE (Artemisia vulgaris, W6, Dr. Fooke)

Tumodeeska nyrosas, IgE (Timothy, G6, Dr. Fooke)

SnuTenuii Kowkw, IgE (Cat dander, E1, Dr. Fooke)

Snutenuii cobakw, IgE (Dog epithelium, ES, Dr. Fooke)

AnuHbiit 6enok, IgE (Egg White, F1, Dr. Fooke)

13.05.TEXHONOIMA RIDA AINEPTOCKPUH PA3BEPHYTbIE MAHENN

MaHenb neguatpuyeckas (RIDA-MMMyHO6m0T) (7 pecnupaTopHbix U 13 NuLweBbIX
annepreHo) IgE (knew Dermatophagoides pteronyssinus,knety Dermatophagoides
farinae,6epéaa,cmechk TpaB,rpubok Alternaria alternata,koluka (3nuTenuin u LwepcTb),cobaka
(anuTenuin n LWepcTb),kopoBbE MOSOKO,anbda-nakransbymvH,6eTa-nakTornodynmH, AandHbIN
6ernoK, AMYHbI XKENTOK,Ka3enH, MOPKOBb,kapTodherb, NECHON Opex,apaxyc, NileHn Has
MykKa,coeBble 606bl1,6b14MiA CbIBOPOTOUHbIN anbbymuH)

MaHenb nuweBbix annepreHos (RIDA-uMmyHo6:0T) (20 nuweBbIx annepreHos) IgE
(opexu: NecHoiA, rpeLkuin, apaxvc, MUHAanb;6enkn KopoBbLEro Moroka, B TOM Yncne
Ka3euH;sIMYHbIN BEnoK 1 XXenToK;0BOLLM: KapToderb, CenbAepei, MOPKOBb,

TOMaTbI; TPecka;kpabbl;PPyKTbI: anenbCuHbl U SOMOKW;NLLEHNYHAS U PXaHas MyKa;KyHXyTHOe
cemsi;coeBble 606bl)

MaHenb pecnupatopHbix annepreHos (RIDA-ummyHo6moT) (20 pecnupatopHbix) IgE

(knew Derm. pteronyssinus,knely Derm. farinae,nbinbua onbxu,nbinbua 6epésbl,nbinbua
NeLuHbI, NbinbLa Ay6a,nbirnbLa CMecu Tpas,NbifbLa PXu,NblibLa NombIHY, MbinbLa
NOAOPOXKHMKA, LLIEPCTb KOLLKM,LUEPCTh MoLaan, epcTb Cobakm,LLepcTb MOPCKOW
CBUHKW,LLIEPCTb XOMSIKa,WepcTb kponuka,Penicillium notatum,Cladosporium
herbarum,Aspergillus fumigatus,Alternaria alternata)

YHusepcanbHas naHens (RIDA-umMyHo6n0T) (13 pecnmpaTtopHbix U 7 NULLEBbIX
annepreHoB) IgE  (knewwm gomawwxen nbinv(Dermatophagoides pteronyssinus n
Dermatophagoides farinae);nbinbua onbxu, 6epésabl, NELLMHbI, PXW, NOMbIHW, MOJOPOXHUKA U
CMecu Apyrvx LUBETYLLMX TPaB;LLEepPCTb N NEPXOTb KOLLKW, NoWwaan n cobaku;nnecHeBbIi
rpubok Alternaria alternata;opexu: necHo, apaxuc;6enok KopoBbEro MOoKa; ANYHbI
6ernok;MOpPKOBb;NLIEHNYHAs MyKa;CoeBble 600bI)

13.06.ANNEPTNA HA NEKAPCTBEHHbIE CPEACTBA

13.06.01.TexHonorna ImmunoCAP

enatnH koposuit IgE (C74, ImmunoCAP).

WHCcynvH Yenoseyeckuii IgE (C73, ImmunoCAP).

Natekc IgE (K82, ImmunoCAP).

MNenunumnnnunt G IgE (C1, ImmunoCAP)

Nexunumnnnund V IgE (C2, ImmunoCAP)

®opmanbaerna/dopmanut IgE (K80, ImmunoCAP).

Xnoprekcuaut IgE (C8, ImmunoCAP).

13.06.02.TexHonorua Dr. Fooke

AnkypoHuym IgE (C53, Dr. Fooke)

ApTUKauH 1 YabTpakauH IgE (C68, Dr. Fooke)

BeHsokauH IgE (C86, Dr. Fooke)

BynuBakawuH, AHekauH 1 MapkauH IgE (C89, Dr. Fooke)

JnpokauH v AcunokawH IgE (C82, Dr. Fooke)

MenvBakavH v NMonokawuH IgE (C88, Dr. Fooke)

MecTHble aHecTeTukM 1 MuopenakcanTsl IgE (Dr. Fooke). Ankypornym IgE (C53, Dr. Fooke)
MpokauH n HoeokauH IgE (C83, Dr. Fooke) MenusakauH u MonokawH IgE (C88, Dr. Fooke)
BynusakauH, AHekanH n MapkauH IgE (C89, Dr. Fooke) TetpakauH n lukaunn IgE (C210, Dr.
Fooke)

HanpokceH (c110)

MNpunokaunH u LntaHecr IgE (C100, Dr. Fooke)

MNpokaunH 1 HosokauH IgE (C83, Dr. Fooke)

TeTpakauH v [lukauH IgE (C210, Dr. Fooke)

14. TOKCUKONOIMYECKUE UCCNTEOOBAHUA

AHanu3 mouu "BpeaHble NPUBbLIYKK" (aIKOTONb, HUKOTUH, HAPKOTUYECKME U
NCUX0aKTUBHbIE BellecTBa - 6onee 800 npeacTaButeneit)

MccnepoBaHne Moun Ha BbifiBAEHUE yNOTpebAeHNUA CUHTETUYECKUX KaHHABUHONA0B
"Cnaiicos"

KonunuectseHHoe onpeaeneHne amdpetramMmHa 1 ero Nnpon3BoAHbIX B MoYe
KonnuectseHHoe onpeaeneHne 6apbutypatos B Moye

KonnuectseHHOe onpeaeneHne 6eH3041a3enmMHoOB B MoYe

KonnuectseHHOe onpeaeneHne KaHHabuHoOUA0B B moye

KonnuectBeHHOe onpeaesneHne KoKavHa 1 ero MeTabonunTos B moye
KonnyectseHHoe onpegeneHne onmaTos B Moye

MpeaBapuTeNbHbIA aHANU3 MOYM HA BbiABAEHME 9 FPyNn HAPKOTUYECKUX U
NCUXO0AKTUBHbIX BELLECTB (ONKMaThbl, KaHHabWHOMABI, ampeTamunH, meTambeTamuH,
KOKaWH, 3KCTasu)

JIEKAPCTBEHHbIA MOHUTOPUHT

Banbnpoesas kucnota (kon)

Banbnpoesas Kuciota (nocne npvema npenapata) (Kon)

15.TEHETUYECKUE NCCNIEQOBAHUA

15.02.KOMIMEKCbI TEHETUYECKMX MCCNEOOBAHUI
15.02.01.TepaneBTnYeckune nccnenosaHuna

bonesHb KpoHa

BPOHXMANbHAA ACTMA (6a308Bbii1)

BbisBneHune annenn 27 nokyca B HLA (HLA-B 27)

leHeTVKa KOMMAEeKC NPOTPOMBUH

fmnepToHna

MHrMbuTop aKkTMBaTopa nnasmuHoreHa

JleiiaeHoBCKaA MyTaums

MYKOBMCUMNAO03
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4720
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A27.05.009
A27.05.033

A27.30.015
A27.05.034

A27.05.035

A27.05.018

A27.05.028

A27.05.040
A27.05.046

A12.05.013
A12.05.013

A27.05.050
A27.05.050
A27.05.050
A27.05.050

IMT.GNPO55
IMT.GNP052

IMT.GNP032
IMT.GNP026
IMT.GNP0O8
IMT.GNP030
TMT.GNP046
IMT.GNP045
IMT.GNP044
IMT.GNP025

IMT.GNP135

IMT.GNP0O50
IMT.GNPO61
IMT.GNP049
IMT.GNPO51
IMT.GNP0O60

IMT.GNP034

IMT.GNP020
TMT.GNP048
IMT.GNPO57
IMT.GNP0O19

IMT.GNP029
IMT.GNPO11

TMT.GNP047
IMT.GNP069
IMT.GNP035

MT.20.120.
IMT.20.119.

rMT.19.41.
rMT.19.42.
'MT.19.40.

MT.GN0020
MT.GNOO16
MT.GN0299

MT.GNO190

MT.GNO191

MT.GNO049
MT.GNOO050
MT.GNO091
MT.GNO168
MT.GNO167
MT.GN0242
MT.GN0243
MT.GNO0245
MT.GNO0244
MT.GNO0246
MT.GN0247
MT.GN0248
MT.GN0249
MT.GN0252
MT.GN0250
MT.GN0251
MT.GN0324
MT.GNO0325
MT.GNOOOS
MT.GNO0O6
MT.GN0024
MT.GN0021
MT.GN0023
MT.GN0022
MT.GNO0O8
MT.GNOO009

MT.GNOO0O7

HACNEACTBEHHbIA TEMOXPOMATO3

HelpoceHcopHan HecMHAPOManbHasa TyroyxocTb (GJB2). Moanmopdusm: 35DelG

HenepeHocrMOCTb 1aKTO3bI

OcTeonopo3s

CuHgpom XKunovbepa

CnuHanbHaa ammoTpodus

Tpombodunums - 6a3osbiit

Tpomb0odUNNA - CKOUHUHT

TPOMBO®UNNA pacwumpeHHan

PeHnnKeToHypua

leHoTMNUpoBaHue 4 myTauuii reHa CYP21A2 npu Heknaccudeckom popme
BPOXAEHHON rMnepnaasum Hafno4ye4yHKoB
15.02.02./1eKapCTBEHHbI MOHUTOPUHT

MeTabonunam BapdapmrHa - 6a3oBbIit

METABONN3M KNONUAOTPENA

Tpombodunua - opanbHble KOHTPALENTUBbI
YyBCTBUTENIBHOCTb K BUTaMUHY [1

YYBCTBUTE/IBHOCTb K IEYHEHUIO UPUHOTEKAHOM
YyBCTBUTENBHOCTb K IEYEHUNIO XPOHUYECKOTO renaTuta pubaBUpMHOM 1
MHTEPdEPOHOM

15.02.03.0HKOreHeTnKa

HenonnnosHbIM paKk TONCTOM KMLWKK

PaK MmonoyHoM Kenesbl U ANYHUKOB - 6a3oBasn

PAK MOJIOYHOW XEE3bl U AUYHUKOB (pactumpeHHbiii)
PaK TONCTOM KULWWKM 1 Xenyaka

15.02.04.300p0Bblii 06pa3 KU3HK
MpeapacnonoKeHHOCTb K aIKOron3my

CK/IOHHOCTb K OXUPEHUIO

15.02.05.Penpoaykuma

MeTabonunsm ponatos

MY CKOE EECNI04MNE

dakTop Asoocnepmum (AZF)

15.02.06.KapuoTtunmpoBaHue

AHanus KapuoTuna (c potorpacdueii xpomocom) 1 naumeHTa
AHanus kapuotuna 1 naupeHTa

15.02.07.TunnposaHue reHos HLA |

Jlokyc DQA 1

Jlokyc DQB 1

JNokyc DRB 1

15.04.MHANBUAYAJTbHbIE TEHETUYECKWUE MCC/TIEAOBAHUA
ANKK1: Glu713Lys; DRD2: TaqglA

BupycHbIit oHKoreH AKT1: Glul7Lys (E17K)

DaKTOp BbIXKMBAHUA MOTOPHbIX HEMPOHOBSMN1: EX7DEL

3-rmapoKcna-3-meTUNrnyTapun-koaHsum A peaykrasa HMGCR: rs12654264

3-rMAPOKCUA-3-MEeTUATNYTapua-Ko3H3UM A peayktaza HMGCR: T/G SNP 29
CDH1: C-160A (C-285A)

CDH1: C2076T; Ex13-89T>C

CYP1A1: CYP1A1*2A (Mspl Polymorphism)

HLA-komnnekc, rpynna 9 HCGY: rs3823375

HLA-komnnekc, rpynna 9 HCGY: rs6904029

MutY romonor 1 (E.coli) MUTYH: Gly396Asp (Gly382Asp)

MutY romonor 1 (E.coli) MUTYH: Tyr165Cys (Y165C)
N-auetunTtpaHchepasa 2 NAT2: C481T

N-auetnntpaHcoepasa 2 NAT2: lle114Thr (T341C)
N-auetuntpaHchepasa NAT2: Argl97GIn (G590A)
N-auetuntpaHchepasa NAT2: Gly286Glu (G857A)
N-auetuntpaHcohepasa NAT2: Lys268Arg (A803G)

NOD-nozo6Hbii peuentop 2 NOD1: T-160C (G796A)
NOD-nozo6Hbii peuentop 2 NOD2: 3020InsC

NOD-nofo6HbiN peuentop 2 NOD2: Arg702Trp (R702W)
NOD-nozo6Hbii peuentop 2 NOD2: Gly908Arg (G908R)
T-KNeTouHbIW NnraHg youkeutnuHa-1 UBASH3A: rs11203203
T-KNeTouHbIW NuraHa yonkeutnuHa-1 UBASH3A: rs2839511
ApayumH 1 anbda ADD1: G1378T

ApnyumH 2 (6eta) ADD2: C1797T

ALEHOMAaTO3HbI MOAUNO3 TONCTOM KnwwKK APC: 1061Del5
ALEHOMAaTO3HbI MOAUNO3 TONCTOM KuwwKu APC: 1309Del5
ALEHOMATO3HbI NOANNO3 TONCTOM KnwKK APC: Glu1317GIn (E1317Q)
AZleHOMaTO3HbI NOANNO3 ToNCTOM KnwKu APC: lle1307Lys (11307K)
AannoHekTtuH ADIPOQ: G276T

AannoHektuH ADIPOQ: T45G

AnkoronbaervaporeHasa 1B (knacc 1) ADH1B: ADH1B*2 (Arg48His; Argd7His)
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3110
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6330
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A27.05.009
A27.05.010

A27.30.014
A27.30.014
A27.30.014

A27.05.006

A27.05.030

A27.05.003

IMT.GNO017
IMT.GNO076

'MT.GNOO15
rMT.GNO014
IMT.GNOO13
rMT.GN0026
IMT.GN0027
IMT.GN0025
IMT.GNOO11
rMT.GNO010
IMT.GNO012
rMT.GNO170
IMT.GNO169
IMT.GNO166
IMT.GNO0172

IMT.GN0189

IMT.GNO048

IMT.GNO003
IMT.GN0002
IMT.GNO001
IMT.GNO159
IMT.GNO161
IMT.GNO160
IMT.GNO162
IMT.GN0148
IMT.GNO147
IMT.GNO146
IMT.GNO107
IMT.GNO109
IMT.GN0108
IMT.GNO111
IMT.GNO110
IMT.GNO112
IMT.GNO113

IMT.GN0292
IMT.GNO211
MT.GNO212

MT.GNO045
MT.GNO085
MT.GNO081
MT.GNO080
MT.GNO079
MT.GN0082
MT.GNO083

MT.GNO334

MT.GNO336

MT.GNO332

MT.GNO333

IMT.GNO335

MT.GN0149
MT.GN0217
MT.GNOO077
MT.GN0221
MT.GN0220
MT.GN0219
MT.GNO0239
MT.GN0238
MT.GN0240
MT.GNO301
MT.GN0225

IMT.GN0293

MT.GN0294
MT.GN0295

MT.GN0296

AnbgervapernaporeHasa 2 ALDH2: ALDH2*1/*2 (Glu504Lys; E504K)

Anbda-5-HUKOTUHOBDIN X0NMHepruyeckuii peuentop CHRNAS: Asp398Asn (D398N)
AHrnoteHsuH Il peyenTop, Tn 1 AGTR1: A1166C

AHrvnoteHsunHoreH AGT: AGT, -6A haplotype (-6G-A)

AHrnoteHsunHoreH AGT: Met235Thr (M235T; Met268Thr; M268T)
AnonunonpoteunH C-1ll APOC3: C-482T

AnonunonpoteunH C-1Il APOC3: C3238G

AnonunonpoteunH C-1Il APOC3: T-455C

berta-2-agpeHopeuentop ADRB2: GIn27Glu (Q27E)
bera-2-aapeHopeuentop ADRB2: Gly16Arg (G16R)
bera-3-aapeHopeuentop ADRB3: Trp64Arg (W64R)

FemoxpomaTos HFE: Cys282Tyr (C282Y)

Femoxpomatos HFE: His63Asp (H63D)

I'ManypoHaH-cBA3biBatoWwmMin npotenH 2 HABP2: Gly534Glu (G534E)
[NaBHbIA KOMMIEKC IMCTOCOBMECTMMOCTH, Knacc |, A HLA-A: rs6457110

[NaBHbI KOMMAEKC TMCTOCOBMECTUMOCTH, Knacc |, J (ncesgoreH) HLA-J: rs4959039

Inuko3undochaTMamaMHO3UTON-CBA3AHHbIN 6enok CD14: C159T; T-259C; C260T
InukonpoTtenH-P ABCB1: ABCB1*8 (C1236T)

InukonpoTtenH-P ABCB1: C3435T

rnukonpoTenH-P ABCB1: MDR1*2 (ABCB1*7; G2677T/A)

FnyTaTMoH S-TpaHcdepasa Mol GSTM1: null genotype

[nyTaTMoH S-TpaHcdepasa Mul GSTP1: Alall4Val (A114V)

[nyTaTMoH S-TpaHcdepasa Mul GSTP1: lle105Val (1105V)

rnyTaTMoH S-TpaHcdepasa Tetal GSTT1: null genotype

[T® umknorngponasa 1 GCH1: rs10483639

[T® umknorngponasa 1 GCH1: rs3783641

[T® umknorngponasa 1 GCH1: rs8007267

OurnaponvpummnamH germgporeHasa DPYD: DPYD*2A (IVS14+1G>A)
OurnaponvpumnamH gerngporeHasa DPYD: DPYD*9A (Cys29Arg; C29R)
OurnaponvpumnamH germgporeHasa DPYD: Met166Val (M166V)
[odamuHosblit peyentop D1 DRD1: Ddel Polymorphism (DRD1_48A/G)
LOodamuHoBsbii peuentop D1 DRD1: rs686 (¥*62C>T)

OodamuHosblit peyentop D2 DRD2: 141CIns/Del (-141CIns/Del)
[OodamunHoBblii peuentop D2 DRD2: rs6277

MHrmbutop aktueatopa nnasmuHoreHa SERPINEL: 4G/5G (PAILl: 4G/5G; Ins/Del G)
MHTerpuH, anbda 2 ITGA2: C807T

MHTerpuH, 6eta 3 (TpombouuTapHbIi rankonpoTemH Illa) ITGB3: PIA1/PIA2
(Leu33Pro; T1565C; HPA-1b)

KanbumToHUHOBbLIN peuenTtop CALCR: C1377T (Pro447Leu)
Katexon-O-metuntpaHchepasa COMT: A-98G (-118A>G)

KonnareH tTvn |, anbda 1 COL1AL: 1663Ins/DelT

KonnareH tun |, anbda 1 COL1AL: G-1997T

Konnarex tun |, anbda 1 COL1AL: Spl-polymorphism (G2046T)

Konnarex tun Ill, anbdpa 1 COL3AL: G2092A (Ala698Thr; A698T)

KonnareH Tun V, anbda 1 COL5A1: C267T (BstUI-polymorphism)

KomnneKc anokcua-peaykrassl ButamuHa K, cyéveamHmua 1 VKORC1: C1173T
(C6484T)

KomnneKc anokcua-peaykrassl ButamuHa K, cybveamHmua 1 VKORC1: C2255T
(C7566T)

KomnneKc anokcua-peaykrassl BuTamuHa K, cy6bveamHmua 1 VKORC1: C381T (T-
4931C)

KomnneKc anokcuna-peaykrassl ButamuHa K, cy6bveamHmua 1 VKORCL: G-1639A
(G3673A)

KomnneKc anokcua-peaykrassl ButamuHa K, cybbveamHmua 1 VKORC1: G6853C
(G1542C)

KoHHeKcuH 26 GJB2: 35DelG

Jlakrasa LCT: T-13910C (C/T-13910)

JlekTuH, C-Tvn CLEC7A: Tyr238Ter (Y238X)

JlenTuHoBbIN peuentop LEPR: GIn223Arg (Q223R)

JlenTuHoBbIN peuentop LEPR: Lys109Arg (K109R)

JlenTuHoBbIN peuentop LEPR: Lys656Asn (K656N)
MeTtunentetparugpodonatpeaykraza MTHFR: A1298C (Glu429Ala)
MeTtunentetparugpodonatpeaykraza MTHFR: C677T (Ala222Val)

MeTnoHuH cuHTasa MTR: Asp919Gly (A2756G)

MuToxoHApUHanbHan cynepokeuaancmyTtasa 2 SOD2: Vall6Ala (V16A)
MoHoamuHokcuaasa A MAOA: 30-bp VNTR (L/H)

HelpoTpaHCMUTTEPHBIM NepeHocunk godamuHa SLC6A3: 3'UTR 9/10 VNTR (40-bp
VNTR)

HelpoTpaHCMUTTEPHBIN NepeHocumk AodammHa SLC6A3: G2319A
HelpoTpaHCMUTTEPHBIN NepeHocumk dodammHa SLC6A3: intron 8 VNTR
HeMpoTpaHCMUTTEPHDIN NepeHoCcYnK cepoToHmHa SLC6A4: Long/Short (L/S; 44-bp
Ins/Del)
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A27.05.048

A27.30.015

A27.05.052
A27.05.052
A27.05.052
A27.05.052
A27.05.040
A27.05.040
A27.05.040
A27.05.040
A27.05.040
A27.05.049
A27.05.049
A27.05.049
A27.05.049

A27.05.036

A27.05.036

A27.05.036

A27.05.036

A27.05.036

A27.05.036

A27.05.036

A27.05.036

A27.05.036

A27.05.036

A27.05.036

A27.05.023

'MT.GNOO36
IMT.GN0268
'MT.GNO316
'MT.GNO106

IMT.GN0326

IMT.GN0277
IMT.GNO307

IMT.GNO345

IMT.GN0282
IMT.GN0284
IMT.GN0285
IMT.GN0287
IMT.GN0288
IMT.GNO039
IMT.GNO038
IMT.GNO040
IMT.GNO041
TMT.GNO042
IMT.GN0234
IMT.GN0235
IMT.GN0232
IMT.GNO233
IMT.GNO035

IMT.GNO060

IMT.GNOO61

IMT.GN0062

IMT.GNO0O64

IMT.GNO069

IMT.GNO056

IMT.GNOO66

IMT.GNO059

IMT.GNOO55

IMT.GNO067

IMT.GNOO57

MT.GN0241
MT.GNO0329
MT.GN0328
MT.GNO330

IMT.GNO142

MT.GNO143
MT.GNO0145

IMT.GNO144

MT.GN0281

MT.GN0230
MT.GNO114

MT.GNO314

IMT.GNO315

IMT.GNO300

IMT.GNO154

IMT.GNO155

IMT.GNO153

HelpoTponHbiii dakTop mosra BDNF: Val66Met; V66M
OnunonaHblv peuentop M1 OPRM1: Asn40Asp (N40D; A118G)
Onyxonesbivi npotenH P53 TP53: Arg72Pro (Ex4+119C>G)
MnaueHTapHbIM M NpocTatnyeckuii DLG DLGS: Arg140GIn (R30Q)

MonunenTug 1A cemerictea YO®-rntokypoHunTpaHcdepasbl 1 UGT1AL: UGT1A1*28
MpoonvomenaHokopTuH POMC: Arg236Gly (R236G)
MpoTenH 2, NoA06HbIN TPaHCKPUNLUMOHHOMY dakTopy 7 TCF7L2: IVS3C>T

MpoTeunH 6, cxogHbil ¢ C1g n pakTopom Hekposa onyxonent CLQTNF6: rs5756546
MpoTenH-Tpo3nHdocdartasa 22 PTPN22: Arg620Trp (R620W)

MpoTooHKoreH RET: Cys611 (Cys611Trp)

MpoTtooHKoreH RET: Cys618 (Cys618Ser/Arg)

MpoTooHKoreH RET: Cys620 (Cys620Arg/Tyr/Phe/Trp/Ser)

MpoTooHKoreH RET: Cys634 (Cys634Gly/Tyr/Ser/Phe/Arg/Trp)

Pak monouHolt xenesbl 1 BRCA1: 4153DelA

Pak monouHolt xenesbl 1 BRCA1: 5382InsC

Pak monouHoit xenesbl 1 BRCA1: A1708E/V; Ala1708Glu/Val

Pak monoyHoit xenesbl 1 BRCAL: Arg1699Trp; R1699W

Pak monouHolt xenesbl 2 BRCA2: 6174DelT
PaK NpAMOW KMLWKK, HEMOAMNO3HbIM (Tyn 2
PaK NpAMOW KMLWKK, HEMOAMNO3HbIM (Tyn 2
PaK NpAMOW KMLWKK, HEMOAMNO3HbIM (Tyn 2
PaK NpAMOW KMLWKK, HEMOAMNO3HbIN (Tyn 2
PerynsaTtop anonto3a BCL2A1: G141A
Perynatop TpaHcmem6bpaHHOW NPOBOAMMOCTM Npy MyKoBucumao3se CFTR:
1677DelTA (2-bp Del, 1677TA)

MLH1: Ala681Thr

MLH1: G-93A (93G>A)
MLH1: His329Pro (H329P)
MLH1: Pro648Ser

Perynatop TpaHcmem6bpaHHOM NPOBOAMMOCTM Npu MyKoBucumao3se CFTR: 2143DelT
Perynatop TpaHCcMeM6bpaHHOM NPOBOAMMOCTM Npy MyKoBucumao3se CFTR: 2184InsA

Perynatop TpaHcmem6bpaHHOM NPOBOAMMOCTM Npu MyKoBucumao3se CFTR: 3821DelT
Perynatop TpaHcmem6bpaHHOW NPOBOAMMOCTM Npu MyKoBucumao3se CFTR:
3849+10kbC>T

Perynatop TpaHcmembpaHHOM NPOBOAMMOCTM Npy MyKoBucumao3se CFTR:
Argl117His (R117H)

Perynatop TpaHcmembpaHHOW NPOBOAMMOCTM Npy MyKoBucumpao3se CFTR:
Asn1303Lys (N1303K)

Perynatop TpaHcmembpaHHOW NPOBOAMMOCTM Npy MyKoBucumao3se CFTR:
Del_lle507; Delta 1507

Perynatop TpaHcmem6paHHOM NPOBOAMMOCTU Npu MyKosucumao3se CFTR: F508Del;
delta508

Perynatop TpaHcmem6bpaHHOM NPOBOAMMOCTM Npu MyKoBucumao3se CFTR: L138Ins
Perynatop TpaHcmem6bpaHHOM NPOBOAMMOCTM Npy MyKoBucumao3se CFTR:
Trp128Ter (W1282X)

Pepyktasa MTRR: lle22Met (A66G)

PeuenTtop ButammHa D VDR: A-3731G (Cdx2)

PeuenTtop sutamuHa D VDR: b/B (Bsml Polymorphism; IVS10+283G>A)

Peuentop ButamuHa D VDR: Fokl Polymorphism; Ex4+4T>C

PeuenTtop ramma-amuHobyTMpoBoi KucioTbl A (anbda 1) GABRAL: rs2279020

PeuenTtop ramma-amuHobyTMpoBol KucaoTbl A (anbda 2) GABRA2: rs279871
PeuenTtop ramma-amuHobyTMpoBoi KucioTbl A (anbda 6) GABRA6: C1236T

PeuenTtop ramma-amuHobyTMpoBoi KucioTbl A (anbda 6) GABRAG: rs3219151
PeuenTop ramma, akTusupyembiit nponndepatamu nepokcucom PPARG: Prol2Ala
(P12A)

Peuentop menaHokopTuHa (4 Tvn) MC4R: Val103lle

PeuenTop akTogmcnnasmnHa A2 EDA2R: rs1352015

CynepcemeicTBo peLenTopa dakTopa Hekpo3a onyxoneit, nentug 11b TNFRSF11B:
Asn3Lys (G1181C)

CynepcemeicTBo peLenTopa dakTopa Hekpo3a onyxoneit, nentug 11b TNFRSF11B:
T245G (245T>G)

Cynpeccop 1 UMTOKMHOBOM curHanusaumm SOCS1: rs243327

TpombouuTtapHsbiit rankonpoTeunH lb, anbda-noannentug GP1BA: Ins/Del (VNTR A, B,
C, D)

TpomboumTapHbIi ravkonpoTteuH Ib, anbda-noannentug GP1BA: T-5C; Kozak
sequence

TpomboumnTapHbIi rankonpoTteunH Ib, anbda-noannentug GP1BA: Thri61Met
(T161M)
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A27.05.002

A27.05.018

A27.05.011
A27.05.035
A27.05.035
A27.05.035
A27.05.035
A27.05.035
A27.05.035
A27.05.035
A27.05.035

A27.05.004

A27.05.045

A27.05.045

A27.05.046
A27.05.046
A27.05.046
A27.05.046

A27.05.031
A27.05.031

A09.28.087

A27.05.012.001

A27.05.012.

A26.01.011

A26.01.015

A26.01.033

A26.01.022

A26.01.023

'MT.GN0298
IMT.GNO122
IMT.GNO123

IMT.GN0124

IMT.GNO121
IMT.GNO313
IMT.GN0272
IMT.GNO271
IMT.GNO275
IMT.GN0270
IMT.GNO276
IMT.GN0274
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MT.GNP096
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IMT.166.0.03.28.11.

0

IMT.166.0.03.30.11.

0

IMT.166.0.03.15.11.

0.

MT.155.0.03.28.00.

0

MT.155.0.03.30.00.

0.

DaKTOp BbIXKMBAHUA MOTOPHbIX HelMpoHoB SMIN1: EX8DEL

dakTop Koarynauum Il (TpombuH) F2: G20210A

dakTop Koarynauum Il (TpombuH) F2: Thrl65Met (T165M)

dakTop Koarynauun V (F5 dakTtop JleiipgeHa) F5: Factor V Leiden (G1691A;
Arg506GiIn)

dakTop Koaryaauum Xl (noamnentug Al) F13A1: Val34Leu (Val35Leu)

®dakTop Hekpo3a onyxoneit TNF: TNF-308 (G-308A)

deHnnanaHuHrnapokcmnasa PAH: Argl58Gin (Argl58Pro)
deHnnanaHMHrnapokcmnasa PAH: Arg252Gly (Arg252Trp)
deHnnanaHMHrnapokcmnasa PAH: Arg408Gin (R408Q)
deHunanaHnHrnapokcmnasa PAH: Argd08Trp

deHnnanaHMHrnapokcunasa PAH: lle65Asn (1le65Thr; lle65Ser)
deHunanaHnHrngporcmnasa PAH: IVS10-11g>a

deHunanaHnHrnapokemnasa PAH: IVS12+1g>a

deHnnanaHMHrnapokcmnasa PAH: Pro281Leu (P281L)

dubpuHoreH (KoarynaumoHHbiv dpaktop 1) FGB: C-148T

DdubpuHoreH (KoarynaumoHHbiv dpaktop 1) FGB: G-455A (G-467A)
DONNUKYNOCTUMYNMPYIOLLMIA TOPMOH, 6eTa nonunenTtug FSHB: Tyr76Ter (Tyr94Ter;
Y76X; Y94X)

XemoknH RANTES CCL5: G-403A; G-470A

Xvmasa 1 CMAL: G-1903A (BstXI-polymorphism)

Liutoxpom P450, cemeitctBo 2, noacemericteo C, noannentug 9 CYP2C9: CYP2C9*2
(Arg144Cys; R144C)

Liutoxpom P450, cemeitctBo 2, noacemericteo C, noannentug 9 CYP2C9: CYP2C9*3
(lle359Leu; 1359L)

Liutoxpom P450, cemeiictso 2, noacemeiicteo E, nonmnentug 1 CYP2E1: C-1053T
(CYP2E1*5B)

Liutoxpom P450, cemeiictBo 2, noacemericteo E, nonmnentua 1 CYP2E1: G-1293C
(CYP2E1*5B)

YeKnonHT-KMHa3a 2 CHEK2: 1-bp Del, 1100C (1100DelC)

YeKnonHT-KMHa3a 2 CHEK2: Arg181His (R181H)

YeKnonHT-kMHa3a 2 CHEK2: Glu239Lys/Ter (E239K/X)

YeKnonHT-KMHa3a 2 CHEK2: 1le157Thr (1157T)

JHAO0TeNNaNbHAA CMHTa3a oKcmAaa asoTa, Tun 3 NOS3: 4b/a VNTR polymorphism
(4a/4b)

DHA0TENMANbHAA CMHTa3a OKCnAaa asoTa, Tun 3 NOS3: T-786C
dnokcuarmgponasa 1 EPHX1: His139Arg (A416G)

dnokcuarugponasa 1 EPHX1: Tyr113His (Y113H)

ScTporeHoBbI peuenTtop 1 ESR1: Btgl Polymorphism (G2014A)

ScTporeHoBbIi peuentop 1 ESR1: Pvull (T-397C)

TunuposaHue HLA DQ2/DQS8 npu uenmakmm

OnpepeneHue akcnpeccum reHa PCA3

ScTporeHoBbI peuentop 1 ESR1: Xbal Polymorphism (A-351G)

HewnHBasuBHbIV NpeHaTanbHbIM TecT (HUMT) NaHopama CTaHAapT c onpeaeneHus
nona

HewnHBasWBHbIV NpeHaTanbHbIM TecT (HUMT) NaHopama CtaHaapT 6e3 onpeaeneHms
nona

HenHBasMBHbIM NpeHaTanbHbIi TecT (HUMT) NaHopama PaclumpeHHbIl ¢
onpegeneHus nona

HeunHBasWBHbIM NpeHaTanbHbIi TecT (HUMT) NaHopama PacwmpeHHbIl 6e3
onpegeneHvs nona

OnpegfeneHvie Nona NioAa no KpPoBM MaTepu

OnpegneneHve pesyc-bakTopa Naoga nNo KPoBKU matepu

[LwnarHoctvka Ph-HeraTMBHbIX XPOHUYECKUX MUeNonpoadepaTmsHbix 3ab6onesaHmii.

MyTaums AHyc-KkuHa3sbl 2 JAK2 Val617Phe (KonnyecTBeHHbIM aHanus)

[wnarHoctvka Ph-HeraTMBHbIX XPOHUYECKUX MUeNonpoandepaTmsHbix 3a6onesaHmii.

MyTaums AAHyc-KkuHasbl 2 JAK2 Val617Phe (KauecTBEHHbIV aHanm3)
CuHapom MaptuHa — Benn (reH FMR1 v meTuAnpoBaHue Ans My>KUnH)
17.MUKPOBUONOTNMYECKAA ANATHOCTUKA
17.01.TON-UCCNEOOBAHUA

17.01.01. MMKPOCKONWYECKME NCCNIEAOBAHNA

MVIKpOCKOI‘IM“IeCKOe nccnegosaHme BonoC Ha I'pM6bI
MVIKpOCKOI‘IM“IeCKOe nccnegosaHue cockoba ¢ KoXku Ha I'pM6bI

MUKPOCKOMUYECKOE UCCAEA0BaHME COCKOBA C HOTTEBOM NAACTUHBI Ha rpUbbl
17.01.02. MUKOJIOTUYECKUE NCCNEOOBAHUA

MUKONOrMYECKOe UCCea0BaHKe BONOC Ha aepmaTtomuueTsl (Trichophyton spp.,
Microsporum spp., Epidermophyton spp.)

MUKONOrMYECKOe UCCNeA0BaHNE COCKOBa C KOXM Ha AePMaTOMULLETbI
(Trichophyton spp., Microsporum spp., Epidermophyton spp.)
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A26.01.023

A26.19.086

MT.155.0.03.15.00.

0.

MT.124.0.05.19.01.

0.

MT.124.0.05.19.01.

3.

MT.123.0.05.19.01.

0

MT.123.0.05.19.01.

3.

MT.141.0.05.19.01.

0.

MT.141.0.05.19.01.

3.

'MT.130.0.05.19.01.

0

MT.120.0.05.19.01.

0.

rMT.183.0.

MT.120.0.05.19.01.

3.

'MT.170.0.01.39.01.

3.

MT.170.0.01.39.02.

3.

MT.140.0.01.05.01.

0.

MT.120.4.01.05.01.

0.

'MT.120.4.01.05.01.

3.

MT.139.0.01.05.01.

0.

IMT.121.0.01.26.01.

0.

MT.140.0.01.26.01.

0.

MT.120.4.01.26.01.

0

MT.120.4.01.26.01.

3.

MT.139.0.01.26.01.

0.

MT.121.0.01.27.01.

0.

MT.140.0.01.27.01.

0.

MT.120.4.01.27.01.

0.

MT.120.4.01.27.01.

3.

MwuKonormyeckoe nccnegoBaHme cockoba ¢ HOrmeBoi NAaCTUHbI Ha
nepmatomuuetsl (Trichophyton spp., Microsporum spp., Epidermophyton spp.)
17.01.03. MMKPOBMONOTUYECKUE MCCNELOBAHUA
17.01.02.01.MUKPOBMUONTOTNYECKAA ANATHOCTUKA MUKPO®/IOPbI HKENYOKA U
KUWEYHUNKA

Mukpo61onoruyeckas AMarHoCTMKa AMCOAKTEPMO3a KMLLIEYHMKA C OonpeaeneHnem
YYBCTBUTENbHOCTY BO36YAUTENA K aHTUBaKTepUasibHbIM NpenapaTtam
Mukpo61onoruyeckas AMarHoCTMKa AMCOAKTEPMO3a KMLLIEYHMKA C OnpeaeneHnem
YyYBCTBUTENIbHOCTY BO36YAUTENA K aHTUBaKTepUabHbIM Npenapatam u
6akTeprodaram

Moces Ha Bo36yauTeneit kuwedHon rpynnsi (Shigella spp., Salmonella spp.) c a/6
YYBCTBUTENIBHOCTH

Moces Ha BO36yauTeneit kuweuyHom rpynnbl Shigella spp., Salmonella spp.) c a/6 1
$aro4yBCTBUTENBHOCTHIO

Moces Kana Ha 3010TUCTbIV cTadMNOKOKK (Staphylococcus aureus) c onpeaeneHvem
YYBCTBUTENbHOCTY BO36YAUTENSA K aHTUBaKTepUasibHbIM NpenapaTtam

Moces Kana Ha 3010TUCTbIV cTadMNOKOKK (Staphylococcus aureus) c onpeaeneHvem
YYBCTBUTENIbHOCTY BO3BYAUTENA K aHTUBaKTepHUabHbIM Npenapatam u
6akTeprodaram

Moces Kana Ha Knoctpuamm (Clostridium difficile) c onpegeneHnem
YYBCTBUTENIbHOCTY BO36YAUTENSA K aHTUBaKTepUasbHbIM NpenapaTtam

Moces Kana Ha MUKPODIOPY C ONpeaeseHnem YyBCTBUTENbHOCTU BO36YAUTENs K
aHTUGaKTepMasbHbIM Npenapatam

KomnieKkcHas AMarHoCTvKa KuieyHbix MHbekuuii (Moces kana Ha MuKkpodopy,
Moces Ha rpmbbl p.Candida, PoTtaBupyc (Rotavirus, gnapeiHbiii cMHAPOM),
aHTUreHHbIV TecT, AaeHoBupyc (Adenovirus, AMapeliHblii CUHAPOM), aHTUTEHHbIN
TecT, 1ambanm (Giardia liamblia, gnapeiHblii cMHAPOM), aHTUTEHHBIN TecT , TOKCUH
A (Clostridium difficile, nceBaomembpaHHbI KONUT), aHTUFEHHbIN TECT

Moces Kana Ha MUKPODIOPY C ONpeaeseHnem YyBCTBUTENbHOCTU BO3BYAUTENs K
aHTMbaKTepuasbHbIM Npenapatam u 6akteprodaram
17.01.02.02.MUKPOBMOTOTMYECKAA ANATHOCTUKA MUKPO®/IOPbI
MOYEMNO/IOBOM CUCTEMbI

KomniekcHoe nccneaosaHme MUKPOQIopbl YPOreHUTaibHOro TPaKTa ¢
onpeaeneHnem HyBCTBUTENbHOCTU BO36YANTENA K aHTUBAKTEPUaNbHbIM
npenapartam u 6aktepnodparam

KomniekcHoe nccneposaHme MUKPOQIopbl YPOreHUTaiIbHOro TPaKTa ¢
onpeaeneHnmem YyBCTBUTENbHOCTU BO36YANTENA K PaCLUMPEHHOMY CMEKTPY
aHTUBaKTepMasbHbIX MpenapaTam

Moces u3 Bnaranunwa Ha mukonaasmy xommuuc (Mycoplasma hominis) ¢
onpeaeneHnem YyBCTBUTENbHOCTU BO36YANTENA K aHTUBAKTEPUANbHBIM
npenaparam

Moces 13 Bnaranuwya Ha MUKPodIopy C OnpeaeseHNeM YyBCTBUTENbHOCTU
B036yAuTENA K aHTUBaKTEPUabHbIM NpenapaTam

Moces 13 BNaranuwya Ha MUKPodIopy C OnpeaeseHNeM YyBCTBUTENbHOCTU
B036yAuTeNs K aHTUBaKTEpManbHbIM Npenapatam v 6akreprodaram

Moces 13 Bnaranuwa Ha ypeaniasmy ypeanutmkym (Ureaplasma urealiticum) ¢
onpeaeneHnem YyBCTBUTENbHOCTU BO36YAUTENA K aHTUBAKTEPUANbHBIM
npenaparam

Moces 13 ypeTpbl Ha aHaspobHY MUKPOdIOPY C OnpeaeneHMem YyBCTBUTEIbHOCTH
B036yAuTENA K aHTUBaKTEpPUabHbIM NpenapaTam

Moces 13 ypeTpbl Ha MUKOMNIa3My xoMuHKC (Mycoplasma hominis) c onpeaenernnem
4YBCTBUTENBHOCTM BO36YAMTENA K aHTUBAKTEPUANbHBIM Npenapatam

Moces 13 ypeTpbl Ha MUKPOGIOPY C ONpeaeneHuem YyBCTBUTENBHOCTH
B036YyAMTENA K aHTUBAKTEPUaNbHbIM NpenapaTam

Moces 13 ypeTpbl Ha MUKPOGIOPY C ONpeaeneHuem YyBCTBUTENBHOCTH
B036yAMTENA K aHTUBAKTepUaNbHbIM Npenapatam u 6aktepuodaram

Moces 13 ypeTpbl Ha ypeannasmy ypeanutukym (Ureaplasma urealiticum) ¢
onpeaeneHnem Y4yBCTBUTENbHOCTM BO3BYANTENS K aHTUBAKTEPUANbHbIM
npenaparam

Moces U3 LEePBMKAZIbHOTO KaHasa Ha aHaspobHy0 MUKPOdIOPY C onpeseneHnem
YYBCTBUTENbHOCTM BO36YAUTENA K aHTUBaKTepUasibHbIM NpenapaTtam

C onpeaeneHnem YyBCTBUTENbHOCTU BO3BYAUTENA K aHTUBaKTepUanbHbIM
npenaparam

Moces 13 LePBUKANbHOTO KaHana Ha MUKpodIopy C onpeseneHnem
YYBCTBUTENbHOCTY BO36YAUTENA K aHTMBaKTepUaibHbIM NpenapaTtam

Moces 13 LePBUKANbHOTO KaHana Ha MUKpodIopy € onpeaeneHnem
YyBCTBUTENIbHOCTU BO36YAUTENA K aHTUBaKTepMUasbHbIM Npenapatam u
6akTeprodaram
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MT.139.0.01.27.01.

0.

MT.120.1.06.24.01.

0

MT.120.1.06.24.01.

3

MT.120.4.09.22.01.

0.

MT.120.4.09.22.01.

3.

MT.121.0.01.06.01.

0

MT.120.6.01.06.01.

0.

MT.120.6.01.06.01.

3.

MT.120.6.01.12.01.

0

'MT.120.6.01.12.01.

3

IMT.121.0.01.07.01.

0

MT.120.6.01.07.01.

0.

MT.120.6.01.07.01.

3.

MT.120.6.01.13.01.

0.

MT.120.6.01.13.01.

3.

MT.141.0.01.10.01.

0.

MT.120.2.01.10.01.

0

MT.120.2.01.10.01.

3.

'MT.142.0.01.10.01.

0.

IMT.141.0.01.16.01.

0.

'MT.120.2.01.16.01.

0

'MT.120.2.01.16.01.

3

MT.120.3.07.35.01.

0.

MT.142.0.01.10.01.

3.

MT.120.5.04.08.01.

0.

MT.120.5.04.08.01.

3.

MT.120.5.04.09.01.

0.

MT.120.5.04.09.01.

3.

Moces 13 LepPBUKANbHOTO KaHasia Ha ypeannasmy ypeanntukym (Ureaplasma
urealiticum) c onpegeneHvem YyBCTBUTENBHOCTY BO3BYAUTENA K
aHTMGaKTepMasbHbIM Npenapatam

MoceB MoYM Ha MUKPOD/IOPY C OnpeaeneHUem YyBCTBUTENbHOCTM BO3ByANTENA K
aHTUGaKTepMasbHbIM Npenapatam

Moces MoYM Ha MUKPOGD/IOPY C ONpeaeneHem YyBCTBUTEIbHOCTM BO3ByANTENA K
aHTMBaKTepuasbHbIM Npenapatam u 6akteprodaram

Moces cekpeTa NpocTaTbl Ha MUKPOGNOPY C ONPeaeeHNeM YyBCTBUTENbHOCTH
B036yAuTENA K aHTUBaKTEPUaIbHBIM NpenapaTam

Moces cekpeTa NpocTaTbl Ha MUKPOGNOPY C ONPeaeeHNemM YyBCTBUTENbHOCTH
B036yanTeNs K aHTMbaKTepManbHbIM Npenapatam u 6aktepnodaram
17.01.02.03.MUKPOBMO/TOTMYECKAA ANATHOCTUKA MUKPO®/IOPbI
OTAENAEMOIO YXA U TNA3A

Moces 13 1EBOTO rNasa Ha aHa3pPoBHY0 MUKPOGAOPY C onpeaeseHnem
YYBCTBUTENbHOCTY BO36YAUTENA K aHTUBaKTepUasibHbIM npenapaTtam

Moces 13 71€BOTO rnasa Ha MUKPOGAOPY C ONPeaeIEHNEM YYBCTBUTENbHOCTH
B036yAuTENA K aHTUBAKTEPUAIbHBIM Npenapatam

Moces 13 1€BOTO rnasa Ha MUKPOGNOPY C ONpPeaeIeHNEM YYBCTBUTENbHOCTH
B036yanTeNs K aHTMbaKTepManbHbIM Npenapatam u 6aktepnodaram

Moces 13 1EBOTO yxa Ha MUKPOGDIOPY C ONpeaesieHNeM YyBCTBUTENbHOCTU
B036yAuTENA K aHTUBAKTEPUA/IbHBIM NpenapaTam

Moces 13 1EBOTO yxa Ha MUKPOGDIOPY C ONpeaesieHNeM YyBCTBUTENbHOCTH
B036yanTeNs K aHTMbaKTepManbHbIM Npenapatam u 6aktepnodaram

Moces 13 NPaBoro rn1asa Ha aHaspobHy0 MUKPOGIOPY C onpeaeneHnem
YYBCTBUTENIbHOCTY BO36YAUTENSA K aHTUBaKTepUasbHbIM NpenapaTtam

Moces 13 NPaBoro rnasa Ha MUKPoOdIopy C onpeaeneHNeM YyBCTBUTEIbHOCTY
B036yAuTENA K aHTUBAKTEPUAIbHBIM NpenapaTam

Moces 13 NPaBoro rnasa Ha MUKPOdIopy C onpeaeneHMeM YyBCTBUTEIbHOCTH
B036yanTeNs K aHTMbaKTEepManbHbIM Npenapatam u 6aktepnodaram

Moces 13 NPaBoro yxa Ha MUKPOd/Iopy C onpeaeneHmem YyBCTBUTEIbLHOCTH
B036yAuTENA K aHTUBAKTEPUAIbHBIM NpenapaTam

Moces 13 NPaBoro yxa Ha MUKPOd/Iopy C onpeaeneHmem YyBCTBUTEILHOCTH
B036yanTeNs K aHTMbaKTEpManbHbIM Npenapatam u 6akteprodaram
17.01.02.04.MUKPOBUOTOTMYECKAA ANATHOCTUKA MUKPO®/TIOPbI BEPXHUX N
HUXHUX AbIXATENIbHbIX MYTEN

Moces 13 3eBa Ha 30/10TUCTbIN CTadUNOKOKK (Staphylococcus aureus) ¢
onpeaeneHnem HyBCTBUTENbHOCTU BO36YAUTENA K aHTUBAKTEPUANbHBIM
npenaparam

Moces 13 3eBa Ha MUKPOGAOPY C ONPeAeNeHNEM YyBCTBUTEbHOCTM BO3BYANUTENSA K
aHTUBaKTepMasbHbIM NpenapaTam

Moces 13 3eBa Ha MUKPOGAOPY C ONPeAeNeHNEM YyBCTBUTEbHOCTM BO3BYANUTENSA K
aHTUbaKTepuasbHbIM Npenapatam u 6akteprodaram

Moces 13 3eBa Ha NMOrEHHbIN CTPENTOKOKK (Streptococcus pyogenes) ¢
onpeaeneHnem YyBCTBUTENbHOCTU BO36YANTENA K aHTUBAKTEPUANbHBIM
npenaparam

MoceB 13 Hoca Ha 30/10TUCTbIN CTadUNOKOKK (Staphylococcus aureus) ¢
onpeaeneHnem HyBCTBUTENbHOCTU BO36YANTENA K aHTUBAKTEPUANbHBIM
npenaparam

Moces U3 HOCa Ha MUKPOGIOPY C ONpPeaeNeHNeM YyBCTBUTEIbHOCTM BO3ByAnUTENSA K
aHTUBaKTepMasbHbIM NpenapaTam

Moces U3 HOCa Ha MUKPOGIOPY C ONPeaeNeHNeM YyBCTBUTEIbHOCTM BO3ByanUTENs K
aHTUbaKTepuasbHbIM Npenapatam u 6akteprodaram

Moces MOKPOTbI Ha MUKPODNOPY C ONpPeaeNeHnem YyBCTBUTENbHOCTU BO3ByauTens
K aHTMBaKTepManbHbIM Npenaparam

Moces Ha NMOreHHbIN CTPENTOKOKK (Streptococcus pyogenes) ¢ onpeaeneHvem
YyBCTBUTENIbHOCTM BO3BYAUTENA K aHTUBaKTepUabHbIM NpenapaTam u
6akTeprodaram

17.01.02.05.MUKPOBMO/TIOTNYECKAA ANATHOCTUKA MUKPO®/I0PLI TPYAHOIO
MOJIOKA

lMoces rpyAHOro MO/IOKa JIEBOW FPyAM HAa MUKPOdIOPY C onpeaeneHmem
YYBCTBUTENbHOCTM BO36YAUTENA K aHTUBaKTepUasIbHbIM NpenapaTtam

lMoces rpyAHOro MO/IOKa JIEBOW FPyAM HAa MUKPOdIOPY C onpeaeneHmem
YyBCTBUTENIbHOCTM BO3BYAUTENA K aHTUBaKTepUabHbIM NpenapaTam u
6akTeprodaram

lMoces rpyAHOro MoIOKa NPaBoit rpyan Ha MUKPObAOpY € onpeaeneHvem
YYBCTBUTENbHOCTM BO36YAUTENA K aHTUBaKTepUasbHbIM NpenapaTtam

lMoces rpyAHOro MoIOKa NPaBoit rpyan Ha MUKPObAOpY € onpeaeneHvem
YyBCTBUTE/IbHOCTM BO3BYAUTENA K aHTUBaKTepUabHbIM Npenapatam u
6akTeprodaram

17.01.02.06.MUKPOBMO/TIOTMYECKAA ANATHOCTUKA MUKPO®/10PbI PAHEBOIO
OTAENAEMOTIO
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A12.20.001
A26.26.023
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A26.09.025
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A26.05.016.001
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A26.09.002
A26.21.004
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A26.19.001
A26.19.078

A26.08.005
A26.26.004
A26.09.010

A26.02.001

MT.121.0.01.21.01.
0.
MT.120.7.01.21.01.
0.

MT.120.7.01.21.01.
3.

MT.122.0.10.31.00.
0.

IMT.168.0.
'MT.166.0.
IMT.167.0.
IMT.165.0.

MT.153.0.
IMT.152.0.

MT.155.0.

IMT.154.0.

rMT.133.0.
MT.170.0.
IMT.124.0.
IMT.134.0.
IMT.151.0.
MT.171.0.01.05.01.
0.
rMT.171.0.
IMT.120.5.
rMT.120.9.
MT.120.0.
IMT.120.1.
IMT.121.0.
IMT.122.0.

IMT.173.0.

IMT.123.0.
MT.150.0.
IMT.144.0.
MT.137.0.
MT.143.0.
MT.136.0.
MT.135.0.
IMT.141.0.
MT.132.0.
MT.129.0.
MT.126.0.
MT.130.0.

IMT.145.0.

IMT.147.0.
IMT.131.0.
MT.146.0.
MT.140.0.
IMT.142.0.
IMT.127.0.
MT.138.0.
MT.148.0.
MT.139.0.
IMT.172.0.
MT.128.0.
MT.125.0.

IMT.120.2.
IMT.120.6.
IMT.120.3.

IMT.120.7.

Moces OTAENAEMOrO paHbl HA aHa3PO6HY0 MUKPOdIOPY C onpeseneHnem
YYBCTBUTENbHOCTU BO36YAUTENA K aHTUBaKTepUasibHbIM npenapaTtam

Moces 0TAEAEMOr0 paHbl HA MUKPOQIOPY C ONpeseneHnem YyBCTBUTEIbHOCTH
B036yAuTENA K aHTUBaKTEpPUabHbIM NpenapaTam

Moces 0TAENAEMOrO paHbl HA MUKPOQIOPY C ONpeseneHNem YyBCTBUTEIbHOCTH
B036yanTeNs K aHTMbaKTepManbHbIM Npenapatam u 6aktepnodaram

17.01.02.07.MUKPOBUOOTMYECKAA ANATHOCTUKA KPOBU N NMYHKTATOB

MoceB KpOBM Ha a3pOb6HY0 U aHaspPOB6HY MUKpodaopy

17.02. OCHOBHbIE NCCNEQOBAHUA

17.02.01.MWUKPOCKOMWUYECKMUE NCCIEQOBAHNA

MMWKpOCKONMYecKoe nccneaoBaHe Maska C OKpackoi no Fpamy (c oueHKoi no
wKane HblogskeHTa)

MMKpOCKOMMYecKoe nccnegosaHme Ha rpubbl

MMKpOCKOMMYecKoe nccneaoBaHme HaTMBHOMO Maska C OKpackoi no Mpamy
MMWKpPOCKOMMYeCcKoe nccneaoBaHue HaTMBHOMO matepuana
17.02.02.MUKONOTMYECKMUE NCCNELOBAHNA

MuKonornyeckoe nuccnefoBaHme Ha acneprunnbl (Aspergillus spp.)

KomnneKcHoe MrKosiornyeckoe nccnegosanue Ha rpubol( Candida spp,Aspergillus
spp.,Cryptococcus spp)

MuKonormdeckoe uccnegosaHmne Ha gepmaromuuetsl (Trichophyton spp.,
Microsporum spp., Epidermophyton spp.)

MuKoMIorMyeckoe nccnegoBaHme Ha KpUNTOKOKK (Cryptococcus neoformans)
17.02.03.MUKPOBNONOITMYECKUE MCCNEQOBAHUA

[MarHoCTVKa NULLEBbIX TOKCUKOMHbEKLMIA

KomniekcHoe nccnepoBaHme MUKPOdIopbl ypOreHUTaibHOro TpakTa
MuKpo61onormyeckas AMarHoCTMKa AMCHaKTEPUO3a KMLLEYHUKA
MuKpo6MOIorMyecKkas AMarHoOCTUKA KMLWEYHbIX MHbEKLMI
MuKpo61oormyeckas AMarHoCTMKa Xonepbl

MuKpo6M1oLeHO3 BRaraavLa ¢ onpeseseHnem HYyBCTBUTENbHOCTU BO36yauTens K
aHTUBaKTepMasbHbIM Npenapatam

MuKkpo6uroueHo3 Braranva

Moces rpyAHOro Mo/IOKa Ha MUKpodiopy

Moces enun Ha mukpodaopy

Moces Kana Ha mukpodopy

Moces Moun Ha MUKpodIopy

Moces Ha aHa3pob6HYy0 MMKpobaopy

Moces Ha a3pobHyIo M aHasPO6HY MUKpodIopy

Moces Ha 6eTa-remoIMTUYECKMIA CTPENTOKOKK rpynnbl B (Streptococcus agalactiae)
Moces Ha Bo36yauTenei kuwedHol rpynnbl (Shigella spp., Salmonella spp
Moces Ha Bo36yauTens 6otyansma (Clostridium botulinum)

Moces Ha Bo36yauTens andrepun (Corynebacterium diphtheriae)

Moces Ha rapaHepennés (Gardnerella vaginalis)

Moces Ha remodunbHyto MHdpekumto (Haemophilus influenzae)

Moces Ha roHopeto (Neisseria gonorrhoeae)

Moces Ha rpubbl p.Candida

Moces Ha 3010TUCTbIN cTaduNoKoKK (Staphylococcus aureus)

Moces Ha nepcuHmno3 (Yersinia spp.)

Moces Ha kKamnunobakTepros (Campylobacter spp.)

Moces Ha KuweyHyto nanouky (Escherichia coli 0157:H7)

Moces Ha Knoctpuamm (Clostridium difficile)

Moces Ha Kok/tow 1 napakoktow (Bordetella pertussis, Bordetella parapertussis)
Moces Ha nernoHennés (Legionella)

Moces Ha ncTepunos (L.monocytogenes)

Moces Ha meHUHTUT (Neisseria meningitidis)

Moces Ha muKonnasmy xomunuc (Mycoplasma hominis)
lMoceB Ha MMOreHHbIM CTPENTOKOKK (Streptococcus pyogenes)
Moces Ha canbmoHennes (Salmonella spp.)

Moces Ha TpuxomoHo3 (Trichomonas vaginalis)

Moces Ha Ty6epkynes (Mycobacterium tuberculosis)

Moces Ha ypeannasmy ypeanutukym (Ureaplasma urealiticum)
MoceB Ha ypeannasmy ypeaauTMKym 1 MUKONNa3My XOMUHUC
Moces Ha wurennes (Shigella spp.)

Moces Ha awepuxmnos (Escherichia spp.)

MoceB OTAENAEMOr0 BEPXHUX AblXaTeNbHbIX NyTel Ha MUKpodopy (Hoc, 3eB)
MoceB 0TAENAEMOrO N33, yLel Ha MUKpobaopy

MoCeB OTAENAEMOrO HUKHUX AbIXAaTENbHbIX NyTel Ha MUKpodaopy (Tpaxesn, 6PoHXM)
MoceB OTAENAEMOrO PaHbl Ha MUKPOdIOPY
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A26.21.026
A26.26.009

A26.30.004.001
A26.30.006
A26.30.004.004

A26.30.004.010

A26.30.004

A26.30.004

A26.19.090
A26.08.074

A26.19.093

A26.19.097

A26.19.096
A26.19.090

A26.19.089

A26.08.070
A26.20.042

A26.19.081

A26.19.095

rMT.120.4.
rMT.120.8.

rMT.01.
MT.03.
rMT.02.

MT.05.

MT.06.

rMT.09.

rMT.08.
rMT.07.
rMT.04.
MT.157.0.
MT.163.0.
IMT.176.0.

IMT.158.0.

MT.159.0.
MT.175.0.

IMT.156.0.

IMT.162.0.
IMT.161.0.

IMT.160.0.

rMT.186.0.

Moces OTAENIAEMOr0 YPOreHUTaAbHOro TpaKTa Ha MUKpodopy
Moces NyHKTaToOB HAa MUKpodaopy
17.02.04. AONONHUTENbHbLIE UCCEAOBAHUA

OnpegeneHune Y4yBCTBUTEIbHOCTM BO36YANTENA K aHTUBAKTEpUanbHbIM Npenapatam

(aam)

OnpegeneHune 4yBCTBUTEILHOCTM BO36yauTeNs K 6akTepmodaram
OnpegeneHune 4yBCTBUTEIbHOCTM BO36YANTENA K PACLUIMPEHHOMY CMEKTPY
aHTUBaKTepPUasbHbIX MPenapaTos

OnpegeneHune Y4yBCTBUTEILHOCTM K aHTMBaKTepuanbHbim npenapartam ESBL-
WTaMMOoB

OnpegeneHune Y4yBCTBUTEIbHOCTM K aHTMBaKTepuanbHbIM npenapatam MRSA-
WTaMMOB

OnpegeneHune Y4yBCTBUTEILHOCTM K aHTUBaKTepManbHbIM NpenapaTtam BCero
CMEeKTpa BblAeNEHHON MUKPOdIopbI

OnpegeneHune Y4yBCTBUTEIbHOCTM K aHTUMMKOTMKAM C UCMO/Ib30BaHUEM TeCT-
cuctem "Fungitest”

OnpegeneHune YyBCTBUTEIbHOCTM K aHTUMMKOTUYECKMM NpenapaTtam
darotunusaums ctadpuIoKoKKa

17.02.05.AHTUTEHHbIE TECTbI, SKCMNPECC-AHA/IN3bI

ApeHosupyc (Adenovirus, guapenHblit CUHAPOM), aHTUrEHHbIN TecT
MHdntoeHua A+B (Influenza A+B, rpmnn), aHTUreHHbIV TecT

MccnepoBanme Ha Escherichia coli 0157:H7 (guapeiHblit cCMHAPOM), aHTUrEHHbI
Tect

Kpuntocnopuaun napsym (Cryptosporidium parvum, AvapeliHbiii CUHAPOM),
AHTUrEHHBbIN TecT

Nlam6aumm (Giardia liamblia, anapeiiHblii CMHAPOM), aHTUTEHHBIN TeCT
O6HapyKeHWe poTaBMpPyCOB 1 afEeHOBMPYCOB, aHTUTEHHbIN TECT

PoTaBupyc (Rotavirus, anaperHblii CUHAPOM), aHTUTEHHbIN TeCT
CTpenToKoKKa rp.A (Streptococcus pyogenes), aHTUreHHbli Tect
CTpenToKoKKa rp.B (Streptococcus agalactiae), aHTUreHHbIl TecT

TokcuH A (Clostridium difficile, nceBaomembpaHHbI KONUT), aHTUrEHHbI TECT

TokcuH A 1 B (Clostridium difficile, nceBgomembpaHHbI KOAWUT),aHTUTEHHbIV TECT
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