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-1.KOMIMJIEKCHbIE MICCNEAOBAHUA
-1.-1.0BLME ANATHOCTUYECKUE KOMIMJEKChI

AHemua(OAK paclmpeHHblit 1O 1 peTukynouuTamm (BeHo3Has Kposb), CO3,
DeppuTtnH, OXKCC, CbiBOpOTOUHOE Keneso, TpaHcheppwH, Butamun B12, donatsl)
AHTndOoCchonmnuaHblit cuHapom(AT Kk pochonmnugam IgM (kon.), AT Kk
dochonnnunaam 1gG (kon.), AT K kKapanonunuuy (kon.), AT K npoTpombuHy (kon.),
Bon4YaHOUHbIN aHTUKOArynsaHT, AT K 6eTa-2-ranMkonpoTemnHy (Kon.))

Briomapkepbl GYHKLMOHANbHOM CNOCOBHOCTM NeveHu(paclumnpeHHslin) (Anbda-2-
makpornobynuH, Fantornobux, AnonmnonpotenH Al, Famma-I'T, Buampy6ut O,
ANT, ACT, Tpuranuepuapl, X-O, Mnioko3a)

Bromapkepbl GYHKLMOHANbHOM CNOCOBHOCTM NeYeHU(CKpUHUHT) (Anbda-2-
MakpornobynuH, Fantornobux, AnonunonpoteuH Al, famma-IT, Bunmpybux
ob6wuit, ANT)

BUOXUMUA PACLUMPEHHASA(Intoko3a (dTopma), TMKMPOBAHHbIM remornobuH
(HbAIc), CbiBOpOTOUYHOE Kene3o, AnaHuHamuHoTpaHcdepasa (ANT),
AcnapTatamuHoTtpaHcdepasa (ACT), BunavpybuH obwmii, XonectepuH obwmii,
Tpuravuepunabl, O6wmii 6enok, KpeatmHuH, MouesrHa, Moyesas KUCNOTa,
docdarasa wenouHasn, lamma-IT, Amunasa, AnbbymuH, JlaktataernaporeHasa
(NAr), Kanui (K+), Hatpuii (Na+), xnopuabl, Kanbumin 06wwmit)

Broxvumua 6a3oBan(06Lw. 6enok, KpeaTuHuH, XonectepuH, MoueswHa, [ntoKko3a,
ANT, ACT, Bunnpy6uH o6y, ColBOPOTOUHOE Keneso)

Buoxvumms 21 (AcnaptatamuHoTtpaHcdepasa (ACT) , AnaHMHamuHoTpaHcdepasa
(ANT), AnbbymuH, Amunasa, Bunmpybux Henpamoi (BuavpybuH npamoit,
BunnpybuH o6wmit), Famma-IT, FMknposaHHbIv remornobud (HbAlc), Mntokosa
(dTOopMA), NUHaekc ateporeHHocTH (XC obwwia, JINBM), Kanuit (K+), HaTpuii (Na+),
xnopuabl, KpeaTtuHwuH, /laktatgernaporeHasa (/14r), Mouesas kKucnora,
MovyesuHa, O6wmit 6enok, C-peakTnBHbIN 6e10K, CbiIBOPOTOMHOE Keneso,
Tpuravuepuabl, Pocdarasa wenouHasn, Xonectepun-/MHMN

BbinageHune Bonoc(CKpuHUHT) (Kanbumii 06w, LUuHK, TTT, ColBOpOYHOE Keneso,
CeneH (kposb))

FEMOCTA3MOIPAMMA(Koarynorpamma) (A4TB, AHTUTpOM6UH Ill, TpombUHOBOE
Bpems, PubpuHoreH, MpoTpomb. Bpems u MpoTpomb. Haekc, MHO, A4YTB)
FocnutanbHblit komnnekc(AT u AT K BUY 1/2, Cudumnuc cym. AT (IgG v IgM), Fenatut
B, HBs Ag, lenatut C, anti-HCV cymm.)

FOCMUTA/IbHbI KOMMNEKC PACLUMPEHHbIM(061wmit aHanus Kposm ¢
neiikouuTapHoi dopmynoit, CO3, AT u AT K BUY 1/2 (cKpuHUHT, Kau.), Cudunuc
cym. AT (IgG u IgM) (kau), FenaTut B, HBs Ag (kau), lrenatut C, anti-HCV cymm. (kau),
Ipynna Kposw, pesyc-pakTtop, Mtokosa (GpTopua), FMMKMPOBaHHbI remornobuH
(HbAlc), ®ubpuHoreH, MHO (+MTB 1 MTU), O6wmit 6enok, KpeaTnHunH, MoyesuHa,
XonectepuH 06w, BunnpybuH obwmii, AnaHnHamuHoTpaHchepasa (A/T),
AcnapTtatamuHoTpaHcoepasa (ACT), Kanuit (K+), HaTpuii (Na+), xnopuabl.
ExkerogHoe npodunaktmueckoe obcnegosanue(renatut C, ANT, ACT, Buanpy6buH o.,
KpeaTuHuH, MouesuHa, Mntokosa, Fenatut B, AT n AT k BUY 1/2, XonecTepwH o.,
OAM, CO3, OAK c 1®, Cudwnaunc)

MBC(dakTopbl p1cka u neyenne)(MAMKMpoBaHHbIN remornobuH (HbAlc),Mniokosa
(dTopuma),UHaekc aTeporeHHocT (XC obwmid, JINBM),Kanuii (K+), HaTpwit (Na+),
xnopuabl, MHO (+NTB u NTU),KpeatnHnH,MouesunHa,XonectepuH-
JINHN,XonectepuH-1MNBIM.

JIUNUAHbIA KOMNAeKc(anarHocTka atepockneposa) (MHaekc ateporeHHocTH (XC
o6wui, INBM), Xonectepun-/INHM, XonectepuH-/INOHMN (B Tom uncne
TPUrAULEPUAbI))

MEPLIATE/IbHASI APUTMMUA(XonectepuH-/INOHN (8 Tom uncne
Tpuranuepuabl),XonecrepuH-INHMN,Mouesuna,KpeatuiuH,MHO (+MTB 1
MTW),Kanuit (K+), HaTpuit (Na+), xnopuapl,Mo3roBoi HaTpuitypeTudeckuin nentug,
(NT-proBNP),D-aumep)

MeTtabonunueckuin npodpunb(C-nentna, Koptmson, MNiokosa (dropua),
Mua.ateporeHHocTu (XC obwmit, INBM), UHcyauH, X-NIMHN, NlentuH, T4 c.., X-
JINOHI (B T.4. TpUrAULEPUAbI), TTT)

Ocreonopo3(Kanbuuii 06WuiA, KanbLmii MOHU3NPOBaHHbIN (Ca++), OCTUOKANbLMH,
napatropmoH, docdop HeopraHnyeckuii, B-cross laps, 4NN (pasosas moua)
MeyeHb(ANTT, ACT, docdaTasa wenoyHan, Bunnpybun Henpamoit, Famma-IT,
XonectepuH o6, O6wuit 6enok, NpoT. Bpem., MpoT. UHAEKC)

MoaxenyaoyHan xenesa(AMunasa naHkpeatuyeckas, Miokosa, Konporpamma,
Jlvnasa)

Moukn(06wmit aHanmns moun, dochop HeopraHmyeckuin, Kanuit (K+), Hatpuii (Na+),
Xnop, Maruuit, KpeatiuH, MouesurHa, (PekomeHayeTcs aHaans Mo4u no
HeunnopeHko, Y3U noyek)

PesmaTounaHbiit apTput(OAK c /1d, CO3, AC/10, C-peakTnBHbIN 610K,
PesmaTounaHbiit daktop, AHTutena CCP)
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CaxapHblit AnabeT(AT K MHCYAUHY (Kon.), AT K 6eTa-kneTkam noaxKenyao04HoM
»kenesbl (kon.), AT-GAD (kon.), UHcynuH, Mntoko3a, TMKMPOBaHHbIN reMornobuH
(HbA1c))

CaxapHblit anabeT(cKpuHUHS) (Fntoko3a, MnKMpoBaHHbIN remornobuH (HbAlc),
MHcynuH, C-nentua)

Cyctasbl(ACNO, C-peakTusHbIi 6enok, PeemaTtongHblit paktop, CO3, Mouesas
Kucnota, O6LWmin aHanM3 KPOBM C neikouutapHoi popmynoit (18 napameTtpos)
Llenvakua(AT Kk ranaguny IgA (kon.), AT K ranaaumHy 1gG (Kon.), AT K aHgomusmio IgA
1 1gG (kau.), AT K peTukyauHy IgA v 1gG (kau.))

LLnToBunaHan wenesa(T4 cs, T4 06wmid, T3 ¢, T3 0bwumit, TTT (TupoTponuu), AT-
TNO, AT-TT.)

BUOXUMMUA(OB6wmi1 6enok, AnaHnHammHoTpaHchepasa (AT),
AcnapTatamuHoTtpaHcdepasa (ACT), Buampybur obwmii, KpeatuHunH, MoyesuHa,
XonectepuH o6wmii, CbiIBOPOTOHHOE Keneso)

LEDGULMT NOLA(KAMHUYECKUI aHann3 KpOBM C ieiiKoLuuTapHoit dopmynoit n COI
(c MMKpOCKONMeit Mma3ka KpoBW NPU BbIABAEHUM NAaTONOTMYECKUX U3MEHEHWIA)
(BeHO3HaA KpoBb), Moa, (KpoBb))

MWHEPAbI 014 340POBbA(Kanbumii 06wmii, Maruuii, ®ochop HeopraHudeckumin)

AKTMBHOCTb BUTAMWHOB(25-0OH Butamut D (25-OH vitamin D, 25(OH)D, 25-
hydroxycalciferol, ButamnH B12, aKTUBHbIN (XONOTPaHCKO6aNaMMH), IPUTPONOITHH)

LLnToBnaHan xenesa(T4 cs, T3 cs, TTT (Tupotponun), AT-TMO, AT-TT)

ButamuHbl kpacoTsl (A, E, D, B9, B12)

01.02.ANATHOCTUKA UH®EKLIMI

TORCH-UH®EKLMU(BMpyc npocToro repneca 1 1gG (kon), Bupyc npocToro repneca 1
IgM (n/kon), BUpyc npocToro repneca 2 IgG (kon), BUpyc npocToro repneca 2 IgM
(n/Kkon), kpacHyxa IgG (kon), KpacHyxa IgM (n/konuu), Tokconnasma IgG (kon),
ToKconnasma IgM (kon), uutomeranosupyc IgG (n/kon), umtomeranosupyc IgM
(n/kon))

MUP-10 kayecTs(masok/moua/cnepma)(Xnammama Tpaxom, Ypeannasma ypeasn.,
Mwukonnasma reHut, Mukonnasma xom, NapaHepenna sar., TpMxomoHac BarmHanuc,
Kanamaa anbbukaHc, Helccepus roHopen, Bupyc npocrtoro repneca 1/2,
LUntomeranosupyc)

MUP-10 Konunu. (masok/moua/cnepma)(Metog, Real-Time)(Xnamuaus Tpaxom,
Ypeannasma ypean., Mukonnasma reHut, Mukonnasma xom, FapaHepenna sar.,
TpuxomoHac BaruHanuc, KaHanaa anbbukarc, Heliccepus roHopeu, Bupyc
npocroro repneca 1/2, Liutomeranosupyc)

MUP-12 Konwnu. (ma3ok) (Metog Real-Time) (Xnamupgua TpaxomaTuc, Ypeannasma
ypeanutukym, Mukonnasma reHmtannym, Mukonnasma xommHuc, NapaHepenna
BarMHanuc, TpMXOMOHa3 BarMHanuc)

MUP-12 kavecTs.(ma3ok)(Xnamuausa Tpaxom, Ypeannasma ypean, Mukonnasma
reHut, Mukonnasma xom, FapaHepenna sar, TpuxomoHac Bar, Heliccepus roHopew,
Kanampaa anbbukaHc, Bupyc npoctoro repneca 1,2, BNY Tun 16, BNY Tun 18,
Lintomeranosupyc)

MUP-13 + KBM KonunyecTBeHHbIN(Bupyc npocTtoro repneca 1,Bupyc npoctoro
repneca 2,BMY Tun 16,BMY Tun 18,MlapaHepenna sBarnHanuc,KaHgnaa
anbbukaHc,MuKkonnasma xomuHuc,Heiccepuma roHopen, TpuxomoHac
BarnHanuc,ypeannasma ypeanutukym,Xnamuamsa Tpaxomatuc ,Liutomeranosmpyc)

MUP-13 kayecTBeHHbIN(BUpyc npocroro repneca 1,Bupyc npoctoro repneca2,BMY
Tun 16,BMY Tun 18,MapaHepenna BarmHanuc,KaHanaa anbbukaHc, Mukonnasma
XOMMUHUC,MuKonnasma reHutanuym,Heiccepua roHopen, TpuxomoHac
BarMHanuc,Ypeannasma ypeanutukym,Xnamuamsa Tpaxomatuc, Liutomeranosupyc)
MuP-14 ANA KEHWWH(NLP-13 + nakTobakTepum) KoamdecTBeHHbINA((Bupyc
npocrtoro repneca 1,Bupyc npoctoro repneca 2,BMY Tun 16,BNY Tun
18,fapaHepenna BarnHanuc,Kanamaa anbbukaHc,Mukonnasma
XOMMUHUC,Helccepumn roHopen, TpPMXOMOHAC BarMHanuc,Ypeannasma
ypeanutukym,Xnamuams Tpaxomatuc ,Liutomeranosupyc,/laktobakrepum)

MLUP-4 BUPYCbl(aHanun3 maska) KauecTBeHHbIM(Bupyc npoctoro repneca
1,2,Untomeranosupyc ,BMY Tun 16,BM4 Tun 18 (kauy.))

MNLUP-4 BUPYCbl(aHanun3 maska) KonunvecTBeHHbIN(Bupyc npocTtoro repneca
1,2,Untomeranosupyc ,BMY Tun 16,BM4 Tun 18 (kauy.))

MUP-4 UMMM natoreHbl(aHann3 maska) KayecTBeHHbIM(MuKonaasma reHutanmym
,Heliccepmsa roHopewn ,Tp¥xoMoHaC BarMHaauc, X1aMmuama TpaxomaTuc )

MUP-4 UNMMN naToreHbl(aHann3 masKka) KonaunyecteeHHbI(MuKkonnasma
reHutannym ,Heiiccepus roHopen ,TPUXOMOHAC BarMHaANUC, X1aMmUAana TPaXxomaTuc )

MUP-4 UMMM naToreHbl(aHann3 moym) KayecTBeHHbIM(MUKoNAa3ma reHuTasanym
,Heviccepmsa roHopew ,TpxoMoHaC BarMHaauc, X1aMmuama TpaxomaTuc )
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MNUP-4 UNMN naToreHbl(aHann3 MouK,) KOMYECTBEHHbIA(MUKONAa3Ma reHuTanuym
,Heliccepuna roHopewn ,TpMXxoMOHaC BarmHaanc, X1aMmana TpaxomaTuc )

MLUP-4 UMMM ycnoeHble naToreHbl(aHanns maska) KosmdectseHHbl(KaHamaa
anbbukaHc,MapaHepenna BarMHanuc,Mukonaasma XomuHuc,Ypeannasma
YPeanuTukym)

MNUP-4 UNMMN ycnosHble naToreHbl(aHann3 maska) KadectseHHbl(KaHanaa
anbbukaHc,MapaHepenna BarMHanuc,Mukonaasma XoMmHuc,Ypeannasma
YPEANUTUKYM)

MLUP-4 UMMM ycnoeHble naToreHbl(aHanns moum) KayecTseHHbl(KaHamaa
anbbukaHc,MapaHepenna BarMHanuc,Mukonaasma XxomuHuc,Ypeannasma
YPeanuTukym)

MUP-4 UNMMN ycnosHble naToreHbl(aHaAn3 Moum) KonnyecTBeHHbIM(KaHanaa
anbbukaHc,MapaHepenna BarMHanuc,Mukonaasma XoMmHuc,Ypeannasma
YPEANUTUKYM)

MNUP-6 Konuu.(masok) (Metoa Real-Time) (Xnamugua Tpaxomatuc, Ypeaniasma
ypeanutukym, Mukonnasma reHutannmym, Mukonnasma xomuHuc, lapaHepenna
BarnHanuc, TPMXOMoHas3 BarmHanuc)

MUP-6 kauyecTs.(Ma3ok/moua) (Xnammama TpaxomaTuc, Ypeannasma ypeanunTukym,
Mwukonnasma reHutanmym, Mukonnasma xomuHuc, NapgHepenna BarnHanuc,
TpUXOMOHa3 BarmHanuc)

MLP-8 kayecTs.(Ma3ok/moua) (Xnamugua TpaxomaTuc, Ypeansnasma ypeaauntukym,
MuKonnasma reHutanmym, Mukonnasma XomuHuc, FapaHepenna BaruHanuc,
TpuxomoHac BaruHanuc, KaHamaa anbbukaHc, Heliccepusa roHopeu)

MUP-8 Konny.(ma3ok/moua) (MeTog Real-Time) (Xnamuamnsa Tpaxomatuc,
Ypeannasma ypeanutnkym, Mukonnasma reHutanmym, Mmkonnasma XommHUC,
FapaHepenna BarmHanuc, TpuxomoHac BarmHanuc, KaHguaa anbbukaHc, Heviccepua
roHopew)

01.03.01A XEHLWMNH

CHECK-UP Nel1 A1 XEHLWH(aHanums kposu)(Fenatut C, Cudunuc, Nrenatut B, AT n
AT K BUY %, ANT, ACT,avKknpoBaHHbIi remornobuH (HbAlc),Mntokosa, TTI, T4
cBo60aHbIN,CbiB.)Kene30, KpeatHuH, MouesuHa,AnbbymuH, IT,Dochop Heopr,
NAr, Kanbumin O,XonectepuH obw,, X-IMHN/AMNOHMN,Buanpybun 06w, Buanpybux
npamoi,KpeatnHkunHasza,MHO, ®nbpurHoreH,OAK c JId+CO3,C-peak.6enok, Anbda-
deTonpoTenH, AHTUreH NIOCKOKNETOYHOM KapunHombl (SCCA),P3A, CA 19-9,CA 15-
3CA 125,CA 72-4)

CHECK-UP Ne2 A1 MEHLLUWMH(aHanu3 maska)(fMHeKonornyeckunii Masok Ha
dnopy,/laktobakTepun (koamu.),Bupyc npoctoro repneca 1,2 (koamny.),BMY Tunsi 16,
18 (kau),*uaKocTHan uutonorus, KaHamaa anbbukaHc (konwd.),rapgHepenna
BarnHanuc (konuy.),Mumkonnasma xommHuc (Konuy.),Mukonnasma reHUTannym
(Konny.),Heliccepua roHopem (Koany.), TpxomoHac BarMHanauc
(Konny.),Ypeannasma ypeanutukym (Koaud.),Xnammuams Tpaxomatuc
(Konwny.),Llutomeranosupyc (konmy.).

AZpeHOreHUTanbHbIM KoMNAEeKc(M36bITOK MyMCKUX TOPMOHOB Y XEHLLMH)
(TectoctepoH, Kapamson, 17-OH-nporectepoH, ArA-S)

YeHcKne ropmoHbl(ntoTenHosan ¢asa) (ctpagmon, MporectepoH)

YeHckue ropmoHbi(meHonaysa) (TTT, T4 ceobogHbiv, OCI, Ictpagmon)

eHckue ropmoHbl(ponnmkynapHas dasa)(®Cr, /T, MponaktuH, ctpaauon, ATA-S,
TectocTepoH, 17-OH-nporectepoH, TTT, T4 c8, TNobynunH, CBA3bIBAOLLMIA NONOBbIE
rOPMOHbI)

06cneposaHue npu 6epemeHHocty (1 Tpumectp)(BUY 1/2,Fen B,C, RW,0AK ¢
J1d+C0O3, 0.6enok, KpeatnHunH, MouesuHa, X-0O, Mtokosa, ANT, ACT, Buaupy6.0,
Bup.np.repn. 21gG,IgM, LUuTtomer.sup.IgG,IgM, Tokconn.IgG,IgM, KpacHyxa 1gG,IgM,
dakTop AYTB, AHTUTPOMBMH I, Tpom6.8p, PbpuHoreH, MHO,D-aumep,0AM,
'viH.ma30kK Ha &1, Uccnep,.cockobos ¢ LUM u LK, Cbis.xkeneso, Mp.kposu)
O6cneposaHue npu 6epemeHHocTH (2 TpumecTp)(OAK c 1P, CO3, OAM)
06cnepoaHue npu 6epemeHHocTy (3 TpumecTp)(BUY 1/2,M'en B,C,RW, OAK ¢
N1P+C0O3, 0.6enok, KpeatnHuH, MoyesuHa, X-0O, Mtoko3a,A/TT,ACT,Bununpybun O,
CobiB.>kene3o, AYTB, AHTUTPOMGUH I, Tpomb.8p, PubpuHoreH, MHO,D-aumep,
OAM, MMH.Ma30K Ha ¢n)

OHKOMapKepbl 415 *KeHWwmH(npodpunaktnyeckoe obcnegosaHme)(Anbda-
deTonpoTenH,AHTUreH NAOCKOKNETOYHOM KapumHomsl (SCC),PIA,CA 125,CA 15-3,CA
19-9,CA 72-4).

NMPOGUNAKTUKA PAKA MOJIOYHOW KEJIE3bI (PIA, BRCAL: 5382 InsC, 4153DelA,
A1708EN, Arg1699T, BRCA2: 6174DelT, Asn372Hi)
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01.04.014 MYX4YUNH
CHECK-UP Ne1 /19 MYXYUH(aHanun3 kposu)(OBLLMI aHaNN3 KPOBM C

neikoumtapHoi popmynoit u CO3,AT n AT K BUY 1/2 (CKpuHUHT , Kau.)lenatuT B,
HBs Ag (kau)lenaTut C, anti-HCV cymm. (Kau),Cuduamnc cym. AT (1gG v IgM)
(kau),Mnoko3a (pTopua),MnKkMposaHHbIn remornobun (HbA1c), TTr, T4
cB,ANT,ACT,Famma-IT,NAl, KpeaTnuHKMHaza, bunmpybuH obwmii, bunmpybux
npamoii, XonectepuH-/INHMN,XonectepuH-/IMNBIM,XonectepmH obwmii, 06wmin
6enok,AnbbymuH,KpeaTuHnH, MouesunHa,CbiBOpOTOUHOE

skeneso, dPubpurored, MHO (+MTB v MTU),Kanbumit 06wwmii, Kanuin (K+), Hatpuit
(Na+), xnopuapl,Pochop HeopraHnyeckuit,C-peakTmeHbli 6enok ,06wmit MCA
,CBo6oAHbIN MCA,PIA,CA 19-9,CA 72-4, Anbda-detonpoTeunH ,Cyfra 21-1

(HEMEIKOK/IETOYHBIN paK Nerkux) 2
CHECK-UP N22 /19 MY¥4MH(aHanuns moum)(O6wumit aHanns mouym MeToaom

NPOTOYHOW LUTOPAYOPUMETPUM (BbICOKOUYBCTBUTENbHBIN TecT),Cyfra 21-1 8

moue,Bupyc npocrtoro repneca 1,2 (koauu.),fapaHepenna sarMHanuc

(konny.),Kanguaa anbbukaHc(konuy.),Mukoniasma reHuTaanym)

(Koany.),Mukonnasma xomuHuc (Konny.),Heliccepua roHopeu

(Konny.), TpMxomoHac BarvHanuc(konmy.),Ypeaniasma ypeaautukym
(Konny.),MuKkonnasma reHutannym (Konmd.),Xnamuams
TpaxomaTuc(konmy.),Llutomeranosmpyc (Koamu.). 2
My:kckue ropmoHbl(PCF, /T, MponaktuH, FNobyauH, cBA3bIBatOWMIA NONOBbLIE

ropmoHsl, iurnapoTectoctepoH, TectocTepoH, CBO60AHbIV TECTOCTEPOH,

ctpaaumon) 6

OHKOMapKepbl AN1A MyXUMH(NpodunakTuueckoe obcneposatme)(Anbda-

deTonpoTenH (nederb), CA 19-9 (noaxxenyfoyHan enesa, npamas v CUrMOBUAHAA
KuwwKa), PIA (ToncTas KULWKa, Npamas Kuwka), 06wmii MCA, CBo6oaHbIi NCA, CA 72-

4 (enynok), Pacyet cooTHoweHwn MCA cBo6oaHbIin/NCA 06LLmi) 2
01.05.4714 OETEN

CHECK-UP Nel A1 NOAPOCTKOB(aHanu3 kposu)(O6Lwumit aHanus Kposwu

pacLUMpeHHbIi ¢ nelikouuTapHoi ¢opmynoit n CO3,06wmin

6enok,KpeaTmHuH,MoueBmnHa, XonectepuH obwmit,Mnoko3a

(dTopuma),MnuknpoBaHHbIi remornobuH (HbAlc),ANT,ACT,Flamma-IT,Bunmpy6uH
Henpamoit (Buanpybux npamoii, Bunamnpy6un o6wumii),0XCC , TTT, Kanbumit
061WwmiA,(25-OH Butamut D cymmapHbiit (25-OH Butamuu D2 1 25-OH ButamuH D3,
06wwmit pesynbtar), TectoctepoH,/1T,Cr,3ctpagmnon,17-OH-nporectepoH, ArA-S.) 2

ExkerogHoe obcneposaHue pebeHka(ANT,ACT,Mtoko3a (dTopua),IMKMPOBaHHLIN
remornobuH (HbA1lc),KpeatnHuH,MouesuHa,(O6wWwmit aHann3 KPOBM paclMpeHHbli

C nerikoumntapHoi popmynoit n CO3,CoiBopoToyHOE Keneso,TTT, Kanbumii
obwuit,docdaTtasa wenoyHas, XonectepuH obwmin,06wmit 6enok,0AM,bruanpy6buH
Henpamoi (BunnpybuH npamom, Bunavpybur obwmit),Konporpamma,Cockob Ha
3HTEepo6umo3.) 2
3[10POBbI PEBEHOK(BeHO3Has KpoBb)( KAMHMYECKMIA aHann3 KPoBM C

neiikouuTapHoi dopmynoit u CO (c MUKPOCKONME Ma3Ka KPOBM NPU BbIABAEHWM
NaToONIOrMYECKUX U3MEHEHMWIA),06LMi aHaNW3 Mouun.) 2

AHanusbl AN1A AETCKOTO cafja, WKObl, AETCKOro Nareps (BeHo3Has KpoBb).(06Lwmit
aHaNM3 KPoBY € NelikouuTapHoOin popmynoit BeHosHasa Kposb+COD,06wWwuii aHanms
MOYMK, AL reJIbMUHTOB, UCCeA0BaHNE COCKOBa Ha SHTepo6Ko3) 2

AHanu3bl 4NA A4ETCKOro CaAaa, WKOJbl, AETCKOro farepa (Kanun.kposb)(o6wmi

aHaM3 KPOBM C NeliKouuTapHoi popmyioit BeHo3Hasa Kposb+COD,06wWwuii aHanmns

MOuM, ANLA reNbMUHTOB, UCCeA0BaHUe cockoba Ha aHTepobmo3) 2
01.06.UTHEC KOMMJIEKCbI

®UTHEC KOHTPO/1b CMTOPTUBHOTIO NUTAHUA(ANT,(ACT,Bunnpy6uH

06wwmit,Mtokosa (propua), KpeatuHuH, /T, MponaktuH, TectoctepoH, OCT,

JcTpaguon, O6wmit 6enok, O6wuit 6enok). 2

®UTHEC MOHUTOPUHTI(25-OH ButamuH D cymmapHbliii (25-OH sutamun D2 n 25-

OH BuTtamuH D3, 06wmit pesynbtat), IcTpagmnon, MponakTuH,
TectoctepoH, /1T, dCT, TTT, UHaekc ateporeHHocTH (XC o6wumid, INBM),XonectepuH-

JINOHTI (8 ToM uncne Tpuramuepmabl),Moyesas Kucnota,XonectepuH-JIMHM. 2
02.0BLEK/TMHUYECKME NCCNEAOBAHUA

02.01.0BLLEK/IMHNYECKUE UCC/TEAOBAHMA KPOBU

02.01.01.061wmit aHanU3 KposK

O6wwmit aHanu3 Kpoeu 6e3 erkoumTapHoi GopMyJibl BEHO3HANA KPOBb 2
O6LMit aHaNU3 KPOBM PACLLUMPEHHBIN C IeKouMTapHoi Gopmyoi n
peTuKynouuTamm (ToNbKo BEHO3Has KPOoBb) 2

KNMHWYeCcKniA aHanus Kposw ¢ nelikoumtapHoit dopmynoit u COJ (c muKpockonuei
Ma3sKa KPOBM NPU BbIABAEHUW NATONOTMYECKUX U3MEHEHMUIA) (BEHO3HAA KPOBb) 2

KAMHWYEeCKuUiA aHanus KpoBw C neiikoumtapHoi dopmyoit u COD (c muKpocKkonueit

Ma3Ka KpOBM NpU BbIABNEHWMN NAaTONOTUYECKUX U3MEHEHUI) (KanuanapHas KpoBb) 2
02.01.02.CO>

CO3 no BecteprpeHy (BeHO3HasA KPOBb) 2

16680

6330

5640

3680

8970

4830

1400

1400

4490

5750

350

630

630

630

290



A12.05.121

A12.05.123
A12.05.123

B03.016.006
B03.016.006
B03.016.015
B03.016.014
B03.016.006

A26.19.011
A26.19.011
A26.01.017
B03.016.010
A26.19.010
A26.19.011
A09.19.001
A26.19.010

A09.19.001.001

A26.19.010
A09.19.001

A09.05.011
A09.05.011

A09.05.099

A09.05.014
A09.05.214
A09.05.099
A09.28.002
A09.05.020
A09.05.020
A09.05.018
A09.05.018
A09.05.017
A09.05.017
A09.05.010
A09.05.010

A09.05.073
A09.05.241
A12.06.015
A09.05.079
A09.05.209
A12.06.019
A09.05.009
A09.05.077
A09.05.234

A09.05.250
A09.05.251
A09.05.026
A09.05.026
A09.05.027
A09.05.027

B03.016.017.003

B03.016.017.001

IMT.3.5.1.

IMT.3.6.1.
IMT.3.6.2.

IMT.3.8.1.

IMT.3.8.2.

IMT.3.7.1.

IMT.3.7.2.

rMT.9.3.
rMT.9.4.
'MT.10.1.
rMT.9.2.
rMT.9.1.

IMT.21.12.
IMT.21.11.
IMT.21.6.
IMT.21.2.
IMT.21.14.
IMT.21.7.
IMT.21.3.
IMT.21.13.

IMT.21.10.

MT.21.5.
IMT.21.21.

MT.1.3.
IMT.1.3.1.

rMT.1.64.1

IMT.1.2.
IMT.1.53.

IMT.1.641.1.
IMT.1.641.2.

IMT.1.4.
IMT.1.4.1.
IMT.1.52.
IMT.1.52.1.
IMT.1.5.
IMT.1.5.1.
IMT.1.1.
IMT.1.1.1.

'MT.1.103.
MT.1.58.
IMT.1.49.
IMT.1.57.
IMT.1.54.
IMT.1.51.
MT.1.50.
MT.1.46.
'MT.1.101.

IMT.1.6.
IMT.1.7.
IMT.1.13.
IMT.1.13.1.
IMT.1.12.
IMT.1.12.1.

IMT.1.65.1

IMT.1.67.1

02.01.03./1eikoumTapHan dopmyna

JNelikouuTtapHas Gopmyna c 06A3aTeIbHOM «PYyYHON» MUKPOCKOMNUEN Ma3Ka KpoBu
(BeHO3HaA KPoBb)

02.01.04.PeTnkynountbl

PeTuKynoumTbl BEeHO3HasA KPoBb

PeTuKynouunThbl (KanunnapHas KpoBb)

02.01.05.[lononHUTeNbHbIE UCCeA0BaHUA K 06LLeMy aHann3y Kposu
OnpepeneHne NpPoLEHTHOTO COAEePXKaHNA MOHOHYKIE€apoB B KPOBHU (BeH. KpOBb)
(HasHauatb BmecTe ¢ "OAK")

OnpepeneHune NpoLEeHTHOrO CoAePKaHNA MOHOHYKIeapoB B KPOBU (Kanun.KpoBb)
(Ha3Hauatb BMmecTe ¢ "OAK")

Moacyet TpomboumToB No meToay PoHMO (BeH. KpPoBb) (HazHauaTb BMecTe ¢
"OAK")

Moacyet TpomboumToB No metogy ®oHMO (Kanua.KpoBb) (HasHauaTb BMECTe C
"OAK")

02.02.0BLEK/TMHNYECKUE UCCNTEAOBAHNA MOYU

2-X CTaKaHHaAa npoba

3-X cTakaHHaa npoba

AHann3 mouun nNo 3MMHULKOMY

AHanuns mo4un no HeynnopeHko

O6wunit aHann3 moumn

02.03.0BLLEK/IMHNYECKUE UCC/TEAOBAHMA KANA

Bnacroumcrtbl

'MmeHonennao3sbl

MccneposaHue cockoba Ha sHTepobuos

Konporpamma

JIeHTOouHble YepBu

MpocTeiiwmne

CKpbITas KpoBb

CTpoHrunonapl

Tect «Colon View Hb 1 Hb/Hp» Ha ckpbITylo KpoBb B Kane (06Hapy:keHue
remorno6vHa unu Komnaekca remornobuHa/rantornobuHa B kane)

Alua renbMUHTOB

CkpbiTan Kposb (FOB Gold), kan, kon.

03.BMOXMMUYECKME UCCNEAOBAHUA

03.01.BMOXMMUNYECKUE UCC/TIEAOBAHMA KPOBU

03.01.01.6enKoBbI U aMUHOKUCNOTHBIN 06MeH

AnbbymuH

ANbBYMMH (Kanun.Kposb)

AHann3 KPOBU Ha coAepiKaHWe He3aMeHUMbIX aMUHOKMCNOT (16 nokasaTteneit -
acnapruHoBas, TPEOHWH, FYTaMUHOBAA, IULMH, anaHWUH, CEPUH, BaIMH, METUOHUH,
newu,

Besnkosble Gppakumm B T.4. O6LwmMit 6enok

fomoumncTenH

KOMMAEKCHbIN aHaM3 Ha aMUHOKMCNOTbI (32 nokasatens) (KpoBb)
KOMMAEKCHbIN aHaIM3 Ha aMUHOKMCAOTbI (32 nokasaTtens) (moua)

KpeaTuHwuH

KpeaTuHUH (Kanun.KpoBb)

MouyeBas Kucnota

MoueBas Kucnota (Kanun.Kpoeb)

MoueBuHa

MoyesuHa (Kanun.KpoBb)

06wnit 6enok

O6wuit 6enok (kanun.Kkposb)

03.01.02.Cneundunueckune 6enku

Anbda-1-aHTUTPUNCUH

Anboa-2-makpornobynmnH

AHTUCTPEnTonM3nH-O (AC/10)

rantornobuH

MpOoKaNbUUTOHUH

PeBmaTonaHbIi dpakTop

C-peaKTuBHbI 6enok

LepynonnasmuH

303MHOGUABHBIN KAaTUOHHbIN 6€10K

03.01.03./IunnaHbI 06meH

AnonunonpotenH Al

AnonunonpoteuH B

NHaekc ateporeHHocTy (XC o6wmia, JINBIM)

NHaekc ateporeHHocTy (XC 06wwia, JINBIM) (kanun.Kposb)

JlunonpoteuH (a)

JlunonpoteuH (a) (kanun.kpoeb)

HeHacblLeHHble XMUpHble KUcnoTbl cemeiictea OMEGA-3 (3iiKo3aneHTaeHoBan
Kucnota-EPA, noko3sarekcaeHoBas kucnota-DHA, anbda-nMHoneHoBas KncnoTa-
ALA)

HeHacblLeHHble XuUpHble KUcnoTbl cemeiictea OMEGA-6 (nnHonesas, ramma-
JIMHONEHOBAA, AMrOMOraMMa-IMHONIEHOBAsA, apaxnaoHOBas, 31MKO3aaneHoBas,
[0KO33MeHoBasn.

NNNNN
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170

290
290

160

160

160

160

400
520
520
350
350

400
400

460
400
350
460
400

1380
400
1150

230
230

3910
400
1380
7590
7590
230
230
230
230
290
290
400
400

750
860
460
920
2420
460
400
1040
1090

520
520
520
520
520
520

3910

3910



A09.05.264.001

A09.05.025
A09.05.025
A09.05.026
A09.05.026
A09.05.004
A09.05.004
A09.05.028
A09.05.028
A09.05.025
A09.05.025

A09.05.083
A09.05.023
A12.22.005
A12.22.005
A12.22.005
A12.22.005

A12.22.005

A09.05.056
A09.05.207
A09.05.102

A09.05.041
A09.05.041
A09.05.042
A09.05.042
A09.05.045
A09.05.045
A09.05.180
A09.05.180
A09.05.044
A09.05.044
A09.05.039.001
A09.05.043
A09.05.043
A09.05.039
A09.05.039
A09.05.173
A09.05.173

A09.05.175

A09.05.175

A09.05.046
A09.05.046
A09.05.174
A09.05.175

A09.05.022.002
A09.05.022.002

A09.05.021
A09.05.021
A09.05.022.001
A09.05.022.001

B03.016.007
B03.016.007

B03.016.007

A12.05.019
A12.05.011

A09.05.007
A09.05.008
A09.05.076
A09.05.080

IMT.1.66.1

rMT.1.102.

rMT.1.102.1.

FMT.1.8.
FMT.1.8.1.
'MT.1.10.
fMT.1.10.1.
FMT.1.9.
IMT.1.9.1.
FMT.1.11.
rMT.1.11.1.

FMT.1.18.
FMT.1.14.2.
FMT.1.16.
rMT.1.16.1.
rMT.1.107.
FMT.1.63.

FMT.1.108.

FMT.1.109.
rMT.1.19.
IMT.1.17.

rMT.1.21.
rMT.1.21.1.
'MT.1.20.
FMT.1.20.1.
rMT.1.22.
rMT.1.22.1.
FMT.1.23.
FMT.1.23.1.
FMT.1.28.
FMT.1.28.1.
'MT.1.26.
FMT.1.29.
FMT.1.29.1.
rMT.1.27.
FMT.1.27.1.
IMT.1.24.
IMT.1.24.1.
IMT.1.31.
IMT.1.31.1.
'MT.1.30.
'MT.1.30.1.

IMT.1.32.

IMT.1.32.1.

IMT.1.33.
IMT.1.33.1.
IMT.1.25.
IMT.1.25.1.

'MT.1.36.
IMT.1.36.1.

IMT.1.34.
IMT.1.34.1.
MT.1.35.
IMT.1.35.1.

IMT.1.62.
'MT.1.60.

IMT.1.601.
IMT.1.59.

IMT.1.591.

rMT.4.9.
IMT.4.2.
'MT.4.8.
IMT.4.1.
IMT.4.6.
IMT.4.5.
IMT.4.3.

OnpepeneHne Omera-3 nHAeKca (OLEHKa pUCKa BHE3AMNHOW cepaeyuHoi cmepTy,
MHbapKTa MUOKapaa M APYrUX CEPAEYHO-COCYANCTbIX 3a60N1EBAHUI)
Tpurnvuepuabl

Tpuravuepunabl (Kanun.Kposb)

XonectepuH obLymit

XonectepuH obwumii (Kanun.KpoBb)

Xonectepun-/INBMN

XonectepuH-/1MBM (Kanun.kpoBsb)

XonectepuH-/1MHN

XonectepuH-/IMHN (Kanun.kposb)

XonectepuH-/INMOHNM (B8 TOM Yyncne Tpuranuepuabl)
XonectepuH-/IMOHNM (B TOM Yncne TpuranLepuabl) (Kanun.Kposb)
03.01.04.YrnesoaHbli o6meH

[NUKMpOoBaHHbIN remornobut (HbAlc)

Iniokosa (dpTopua)

[NtoKo30TONIEPaHTHBIN TecT (0-120)

[NtoKo30TONEePaHTHbIN TecT (0-60-120)

[NIOKO30TONEPAHTHbIN TECT C ONpeaeNeHUeM FNoKO3bl U UHCYAWHA
[NOKO30TONEPAHTHBIN TECT C ONpeaeneHnem rnkosbl u C-nentnaa

[NIOKO30TONEPAHTHbIN TECT C ONpeaeNneHUem rnokosbl, C-nentuaa, MHCyAnHa
NHpeKe nHcynmHopesncteHTHoct HOMA-IR

NakTtat

PpyKTO3aMUH

03.01.05.®epmeHTbI

AcnapTtatamuHoTpaHcdepasa (ACT)

AcnapTatamutoTtpaHcdepasa (ACT) (kanun.Kposb)
AnaHuHamuHoTpaHcdepasa (ANT)

AnaHnHamuHoTpaHcdepasa (A1T) (kanuna. Kposb)

Amunnasa

Amunasa (Kanun.Kposb)

Amunnasa naHKpeaTnyeckas

Amunasa naHKkpeaTuyeckan (Kanun.Kposb)

Famma-IT

Famma-IT (Kanun.KpoBb)

IMapoKkenbytupataernaporerasa ( 1-a ppakumsa)

KpeaTuHkunHasa

KpeaTuHKMHa3a (Kanua.KpoBb)

JNlaktatgernaporeHasa (14r)

JNlaktataernaporeHasa (N4r) (kanun.Kposb)

Jlnnasa

Jlvnasa (Kanua.KpoBb)

docdarasa Kucnas HenpocrTaTuyeckas

®ocdarasa Kucnas HenpocTaTuyieckas (Kanua.Kposb)

docdarasza kKucnas obuwian

docdarasza kKucnas obwan (Kanun.Kkposb)

docdarasa kKucnas npoctatnyeckas (Pocdartasa kucn.obwasn, docdatasa Kuca.
HenpocTaTuyeckas)

docdarasa kucnas npoctatnyeckas (Pocdartasa kucn.obwas, docdarasa Kuca.
HenpocTatuyeckas) (Kanua. Kposb)

docdaTasa wenoyHasa

docdarasa wesnoyHan (Kanun.Kposb)

XonuHacTepasa

Xo/MH3CTEpasa (Kanua.KpoBb)

03.01.06.MUrmeHTHbI 06meH

BuanpybuH Henpamoit (BunnpybuH npamoi, bunavpy6uH obuymii)

BunnpybuH Henpamoit (BunnpybuH npamoi, BUnnpybuH obwmii) (Kanua.Kposb)
Buanpy6buH obwmin

BuanpybuH o6wmin (Kanun.kpoeb)

BunnpybuH npamoi

Buanpy6brH npamoit (Kanun.Kpoeb)

03.01.07.[marHocTvKa natosiormm neyeHun 6e3 6uoncum

CreatoCKpuH

dubpoMakc

®ubpoMakc (ToNIbKO pacyeT Npu HaMYMKU PesyNbTaToB UCCIeA0BaHMUA
CreaToCKpuH)

dubpoTect

®unbpoTecT (TONbKO pacyeT Npu HaAUYUK Pe3yIbTaToB UccneaoBaHusa CteaToCKpuH)
03.01.08.AnarHocTnKa aHeMui

KoaddurumeHT HacbiweHus TpaHcheppuHa

OCC (CbiBOpOTOUYHOE Keneso, JIHKCC)

PactBopuMble peuenTtopsl TpaHcheppuHa (sTIR)

CbIBOPOTOYHOE Kenes3o

TpaHcdeppuH

deppuTuH

donatbl
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3910
230
230
290
290
230
230
230
230
230
230

690
290
580
860
1380
2650

3390
1150

290

230
230
230
230
290
290
290
290
230
230
290
290
290
230
230
290
290
290
290
290
290

520

520
290
290
230
230

350

350
230
230
230
230

10470
26160

19780
23120

18860

690
290
2130
290
580
810
750



A09.05.082

A09.05.239

A09.05.238

A09.05.177
A09.05.006
A09.05.256
A09.05.193

A09.05.235

A12.06.060

A09.05.235

A09.05.235

A09.05.206
A09.01.012
A09.05.266
A09.28.071

A09.01.007

A09.01.011
A09.05.265
A09.28.070

A09.01.008
A09.05.242

A09.01.024
A09.05.278
A09.28.083

A09.01.008
A09.05.034
A09.05.031
A09.28.013

A09.01.008
A09.05.242.001
A09.28.012

A09.05.206
A09.05.032
A09.01.017
A09.05.271
A09.28.076

A09.05.242.001
A09.01.008
A09.28.060.001

A09.05.127
A09.01.008
A09.05.242.001
A09.28.060.001

IMT.4.7.

IMT.13.2.
IMT.13.4.
IMT.13.1.

IMT.7.2.
MT.7.1.
MT.7.5.
MT.7.3.

IMT.1.110.

IMT.50.24.2121.
rMT.4.4.

IMT.1.61.1.

IMT.4.14.
IMT.4.18.
IMT.4.19.
'MT.4.20.
IMT.4.21.
IMT.4.22.
rMT.4.17.
IMT.4.16.
IMT.4.15.
IMT.4.11.
IMT.4.23.1.
IMT.4.24.1.
IMT.4.25.1.

IMT.4.26.1
IMT.1.56.1.

rMT.1.42.
IMT.1.72.1.
IMT.1.72.2.
IMT.1.72.3.
IMT.1.72.4.
IMT.1.48.11.
IMT.1.48.31.
IMT.1.48.41.
MT.1.48.21.
FMT.1.69.1.
IMT.1.69.2.
MT.1.69.3.
IMT.1.69.4.
IMT.1.79.1.
IMT.1.79.2.
IMT.1.79.3.
IMT.1.79.4.
rMT.1.87.1.
IMT.1.87.2.
IMT.1.87.3.
IMT.1.87.4.
IMT.1.74.1.
MT.1.39.
IMT.1.74.2.
IMT.1.74.3.
IMT.1.74.4.
IMT.1.75.1.
IMT.1.75.2.
IMT.1.75.3.
'MT.1.75.4.
'MT.1.38.
'MT.1.37.
'MT.1.80.1.
'MT.1.80.2.
'MT.1.80.3.
'MT.1.80.4.
'MT.1.68.2.
IMT.1.68.1.
'MT.1.68.3.
'MT.1.68.4.
'MT.1.43.
MT.1.71.1.
IMT.1.71.2.
IMT.1.71.3.
rMT.1.71.4.

SpUTPONO3TUH

03.01.09.AHTMOKCUAAHTHbIN CTaTyC
[nytatmoHnepokcuaasa (M)

O6LWMit aHTUOKCMAAHTHbIN cTaTyc (TAS)
CynepokcuaamcmyTasa (COL)
03.01.10.Kapanomapkepbl

KpeaTnHkuHasza Mb

Mwuornobux

Mo3sroBoit HaTpuitypeTudeckuii nentug (NT-proBNP)
TponoHuH |

03.01.11.ButamuHbl

25-OH BuTaMuH D cymmapHbiit (25-OH ButamuHd D2 1 25-OH Butamuu D3, 06wmit
pesynbTar)

ButamuH B12, aKTMBHbI (X0n0TpaHcKo6anammuH)
Butamux B12

MeTa60ouTbl BUTamuHoB rpynmbi D (1,25-OH sutamuHbl D3 1 25-OH sutamutbl D3,
pasgeneHHblin pesynbTar)

beTta-kapoTuH

ButamuH B1

ButamuH B2

ButamuH B3 (Huaumn)

ButamuH B5

ButamuH B6

Butamnx C

ButamuH E

ButamuH K

ButamuH A

ButamuHbl rpynnel B (B1,B2,B3,B5,86,89,812)
Bopopacteopumble BuTamuHbl (B1,B5,86,C)
*upopactsopumbie ButamuHbl (A,D,E,K)

KomnneKcHbI aHanus Kposu Ha BUTaMUHbI (Butamunbl A,D,E,K,C,B1, B5,B6)
KomnneKcHblii aHanus kposu Ha ButamuHbl rpynnel D (D2 1 D3)
03.01.12.MuHepanbHbIi 06meH

Ca++, Na+, K+

ANtoMUHMI (BoNOCHI)

ANIOMUHWI (KPOBb)

ANOMUHWMI (MOYa)

ANOMUHWIA (HOTTH)

AHann3 MUHepanbHoro obmeHa (23 anemenTa) (Bonochl)
AHanu3 MUHepanbHoro obmeHa (23 anementa) (moya)
AHan13 MUHepanbHoro obmeHa (23 anementa) (Hortu)
AHanM3 MUHepanbHoro obmeHa (23 anemenTa) (nnasma)
Bop (Bonocbl)

Bop (kpoBb)

Bop (moua)

Bop (HorTu)

¥eneso (Bonocbl)

eneso (Kposb)

Keneso (moya)

¥eneso (HorTu)

Kagmuii (Bonocbl)

Kagmuii (KpoBb)

Kagmuii (moua)

Kagmuii (HorTu)

Kanuit (sonocbl)

Kanbuuit (Bonocsl)
Kanbuuii (kpoBsb)
Kanbuuit (moya)
Kanbuuii (Hortm)
Kanbuuit MoHM3MpoBaHHbI (Ca++)
Kanbuuit o6wmin
KobanbT (BonoCkI)
KobanbT (KpoBb)
Ko6anbT (Moua)
Ko6anbT (HorTm)
JuTnit (Kposb)
JluTunit (Bonocbl)
JuTnit (mouya)
JnTnit (HorTm)
MarHnwui

Marnuit (Bonocbl)
Marnuit (Kposb)
Marnuit (moua)
Marnuit (Hortw)

10
10

NNNN

NN

00 00 00 00 0O 0O 00O 00 0O 0O 00 00 0O 00

0
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1150

2700
3340
3340

350
810
3110
1270

1610
890
750

4850
2100
2100
2100
2100
2100
2100
2100
2100
2100
2100
11900
7350
7150

15200
4500

580
810

810
810
3570
3570
3570
3570
810
810

810
810

810
810

810
810

810
580

810
810

810
810

630
290

810
810

810
810

810
230
810
810
810



A09.01.016
A09.05.270
A09.28.075

A09.05.273
A09.01.008
A09.05.273
A09.28.060

A09.01.023
A09.05.277
A09.28.082

A09.01.021
A09.05.275
A09.28.080

A09.01.008
A09.05.030
A09.28.014

A09.01.018
A09.05.272
A09.28.077

A09.01.026
A09.05.280
A09.28.085

A09.01.027
A09.05.281
A09.28.061

A09.01.022
A09.05.276
A09.28.081

A09.01.025
A09.05.279
A09.28.084

A09.01.008
A09.05.242
A09.28.060

A09.01.014
A09.05.268
A09.28.073

A09.05.033
A09.01.015
A09.05.269
A09.28.074

A09.05.274
A09.01.020
A09.05.274
A09.28.079

A09.28.017
A09.28.027
A09.28.027
A09.28.032
A09.28.011
A09.28.011
A09.28.012
A09.28.006
A09.28.006
A09.28.003.001
A09.28.003.001
A09.28.010
A09.28.010
A09.28.009
A09.28.009
A09.28.014
A09.28.014
A09.28.003
A09.28.003

IMT.1.78.1.
IMT.1.78.2.
IMT.1.78.3.
IMT.1.78.4.
IMT.1.45.

IMT.1.82.1.
IMT.1.82.2.
IMT.1.82.3.
IMT.1.82.4.
IMT.1.86.1.
IMT.1.86.2.
IMT.1.86.3.
IMT.1.86.4.
IMT.1.84.1.
IMT.1.84.2.
IMT.1.84.3.
IMT.1.84.4.
'MT.1.70.1.
'MT.1.70.2.
'MT.1.70.3.
IMT.1.70.4.
IMT.1.81.1.
IMT.1.81.2.
IMT.1.81.3.
IMT.1.81.4.
IMT.1.89.1.
IMT.1.89.2.
'MT.1.89.3.
IMT.1.89.4.
IMT.1.90.1.
MT.1.90.2.
'MT.1.90.3.
IMT.1.90.4.
IMT.1.85.1.
IMT.1.85.2.
IMT.1.85.3.
MT.1.85.4.
IMT.1.88.1.
IMT.1.88.2.
'MT.1.88.3.
'MT.1.88.4.
IMT.1.73.1.
IMT.1.73.2.
IMT.1.73.3.
IMT.1.73.4.
IMT.1.76.1.
IMT.1.76.2.
IMT.1.76.3.
IMT.1.76.4.
IMT.1.44.

IMT.1.77.1.
IMT.1.77.2.
IMT.1.77.3.
IMT.1.77.4.
IMT.1.47.

IMT.1.83.1.
MT.1.83.2.
MT.1.83.3.
'MT.1.83.4.

FMT.11.1.
MT.11.4.1.
FMT.11.4.2.
IMT.11.5.
FMT.11.6.1.
IMT.11.6.2.
rMT.11.10.
MT.11.7.1.
FMT.11.7.2.
FMT.11.3.1.
FMT.11.3.2.
FMT.11.9.1.
FMT.11.9.2.
rMT.11.8.1.
FMT.11.8.2.
rMT.11.11.1.
rMT.11.11.2.
rMT.11.2.1.
FMT.11.2.2.

MapraHel, (Bonocbl)
MapraHeL, (KpoBb)
MapraHew, (moya)
MapraHew, (Hortu)
Meab

Megab (Bonoch!)
Megpb (Kposb)
Meab (Mmoua)
Meab (Hortu)
MonubgeH (Bonocoi)
MonubaeH (Kposb)
MonubaeH (moua)
MonubaeH (Hortu)
MbiLwbAK (BosoCbI)
MbILWbAK (KPOBb)
MbiLwbAK (Moua)
MbILWbAK (HOrTH)
Hatpwuit (Bonockl)
Hatpuit (kpoBb)
Hatpuit (moua)
Hatpwuit (HorTu)
Hukens (Bonocsl)
Hukenb (Kposb)
Hukenb (Moua)
Hukenb (Hortm)
PTyTb (BONOCHI)
PTyTb (KPOBB)
PTyTb (MOYa)
PTyTb (HOrTH)
CauHeL, (BonoCbI)
CsuHeL, (KpoBb)
CsuHeL, (moua)
CsuHeL, (HorTm)
CeneH (Bonocbl)
CeneH (KpoBb)
CeneH (mouva)
CeneH (Hortu)
Cypbma (Bonocbl)
CypbMma (KpoBb)
Cypbma (moua)
CypbMma (HorTu)
Tannwit (sonocbl)
Tannwit (kposb)
Tannuit (moua)
Tannwit (Hortm)
TutaH (Bosocbl)
TutaH (KpoBb)
TutaH (Mouva)
TutaH (Hortu)
docdop HeopraHU4eckuii
Xpom (Bosocbi)
Xpom (KpoBb)
Xpom (moua)
Xpom (HorTu)
LMHK

LIMHK (BonOCbI)
LIMHK (KpoBb)
LIMHK (moua)

LIMHK (HorTm)

03.02.BMOXMMUNYECKUE UCCNTEAOBAHMNA MOYU

pH (pa3osasn)

Amunasa (pasosas)

Amunasa (cytouHas)

BunnpybuH (pasosas)

['ntokosa (pasosas)

I'ntokosa (cyTouHas)

Kanbuuii (TonbKo cyTouHas)

KpeaTuHuH (pasoBsas)

KpeaTuHUH (cyTouHas)
MwuKpoanbbymuH (anbbymuH) (pasosas)
MwuKpoanbbymuH (anbbymuH) (cytouHas)
MovyeBas Kucnota (pasosas)

MouyeBas Kucnota (cytouHas)
MoyesuHa (pa3osas)

MovueBuHa (cyTouHasn)

Hatpuit, Kanuit (pasosas)

Hatpuit, Kanuii (cytouHasn)

06wt 6enok (pasosas)

O6wnit 6enok (cytouHas)

DN ADANOODDDDDDDDDDDDDDDDDDDDDDDDDDDDDODDDDDDDDD DTN
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810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810

810
810

810
810

810
810

810
810

810
810

810
810

810
810

810
810

230
810

810
810

810
810

810

290
400

230
350

230
350
350
460
230
350
230
350
350
460
230
350



A12.28.002

A09.28.026
A09.28.026

A09.19.010
A09.19.012

A09.05.060
A09.05.061
A09.05.064
A09.05.063

A09.05.117
A09.05.097
A09.05.065

A09.05.139
A09.05.147
A09.05.146
A09.05.225
A09.05.160
A09.05.150
A09.05.203
A09.05.131
A09.05.210
A09.05.153
A09.05.087
A09.05.078.001

A09.05.078
A09.05.132
A09.05.154

A09.05.067
A09.05.069
A09.05.149
A09.05.135
A09.05.120.001

A09.05.297
A09.05.296
A09.05.224
A09.05.119
A09.05.058
A09.05.057

A26.06.033

A26.06.033

A09.05.056
A09.05.159

A09.05.205

A09.05.090

A09.05.089

A09.05.249

A09.05.157
A09.05.090

A09.05.144
A09.05.145

A09.05.085
A09.05.124

A09.05.204

'MT.10.2.
IMT.11.15.
IMT.11.12.1.
IMT.11.12.2.
rMT.11.16.1

IMT.21.1.
IMT.21.9.
IMT.21.4.
IMT.26.44

'MT.16.8.

rMT.2.1.
IMT.2.2.
MT.2.3.
IMT.2.4.
IMT.2.7.
MT.2.6.
MT.2.8.
MT.2.5.

MT.2.17.
MT.2.54.
IMT.2.11.
MT.2.52.
MT.2.18.
MT.2.50.
MT.2.53.
rMT.2.12.
MT.2.51.
MT.2.16.
MT.2.14.
MT.2.10.

MT.50.2.1368

MT.2.9.
MT.2.13.
MT.2.15.

MT.2.19.
MT.2.22.
MT.2.21.
MT.2.20.
MT.2.55.

MT.2.27.
MT.1.100.
MT.2.26.
MT.2.25.
MT.2.24.

MT.2.32.
MT.2.62.

MT.2.35.

MT.2.28.
MT.2.31.
'MT.2.29.
'MT.2.30.

'MT.2.36.
'MT.2.37.
'MT.2.39.
'MT.2.40.
FMT.2.42.
'MT.2.38.
'MT.2.60.

'MT.2.43.
'MT.2.44.

'MT.2.46.
'MT.2.47.

'MT.2.49.

Mpo6a Pebepra (cyTouHas)

Mpo6a Cynkosuua (Kanbumii Moum, KauecTBeHHbIH TecT) (pasosas)
docdop HeopraHuyeckuit (pasosasn)

docdop HeopraHUYecKuit (cyTouHas)
XUMUYECKUiA aHaNM3 MOYEBOTO KaMHA (CNEeKTPOCKONUA, KONMYECTBEHHO)
03.03.BMOXMMUNYECKUE UCC/TIEAOBAHUSA KAJIA
Broxumuueckuit aHanus kana

MaHKkpeaTnyeckan anacrasa 1

Yrnesoapl

KanbnpoTeKkTuH B Kane

03.04.BMOXMMUNYECKWUE UCC/TIEAOBAHUSA C/THOHbI
BroXuMUYecKkuii aHanmus ctoHbl
04.TOPMOHA/IbHbIE UCCNEAOBAHUA
04.01.FOPMOHA/IbHbIE UCC/TIEAOBAHUSA KPOBU
04.01.01.LLuToBMnAaHasA xenesa

T3 06wmit

T3 cBO6OAHDIN

T4 06wmi

T4 cBo6OAHDBIN

TecT nornoweHus TMPeouAHbIX FTOPMOHOB
TupeornobynuH

TUPOKCMHCBA3bIBAOLLMI FNOOYNNH

TIT

04.01.02.MonoBble ropMOHbI

17-OH-nporectepoH

AHAPOCTEHANON TNIOKYPOHUA,

AHAPOCTEHANOH

AHTUMIONNIEPOB rOPMOH (AMH/MIS)

TnobynuH, cBA3bIBaIOLLMIA NONOBbLIE TOPMOHbI
JurnaportecroctepoH

NHrMbuH B

nr

MakponponakTuH, B T.4. [IponakTnH
MNporectepoH

MponakTuH

CB0o60AHbBIN TECTOCTEPOH

TecTtocTepoH cBo6oaHbIV (ONpeaeneHue TectoctepoHa obuwero, FCMAM v MHAeKca

cBO60OAHbIX aHAPOreHos)

TectocTepoH

&Cr

3cTpagmon
04.01.03.N'mnodunsapHo-HaANOYEYHMKOBAA cUcTemMa
AKTI

AnbpocTepoH

ArA-S

Koptuson

PeHMHOBaA akTUBHOCTb

04.01.04.MeTab0113M KOCTHOW TKaHU

B-cross laps

Mapkép popmMMpoBaHUA KOCTHOrO MaTpukca PINP
OcTeoKanbumH

KanbunToHUH

MapaTropmoH

04.01.05.Mogxkenyao4Hasn xenesa / MenyaouHo-KULWEYHbIN TPAKT
lacTpuH

FactponaHens (CKpUHUHT) (FacTpuH-17 6a3anbHblii, MencuHoreH-1, NencuHorex-Il,

Helicobacter pylori I1gG

FactponaHens( ¢ Harpyskoi) (FacTpuH 17, FacTpuH 17-CTUMYAUPOBAHHDIN,
MencuHore |, MencuHore |1, H.Pylori 1gG)

NHcynnH

JlenTuH

MpounHcynunH

C-nentug

04.01.06.MpeHaTanbHana AnarHOCTUKa

B-Xr4

B-Xr'Y csob6oaHbIi

Benok accoummpoBaHHbIii ¢ 6epemeHHocTbio (PAPP-A)
MnaueHTapHbIi NakToreH

MpeHaTanbHbIl CKPUHUHT Il TpumecTpa (14-20 Hepens)
ctpuon csoboaHbI

MpeHaTanbHbI CKPUHUHT | TpUmecTpa Astraia (11-13 Hepens)
04.01.07.KatexonamuHsl

AZpeHanvH, HopaapeHanuH

AZpeHanvH, HopaapeHanuH, AodamuH
04.01.08.510reHHble amUHbI

mctamuH

CepOTOHUH

04.01.09.PakTopbl pocTta

N®P-1(ComaTomeamnH C)

N NN

N

13-23
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©

400
290
230
400
5180

1840
2010
810
2650

2010

460
460
520
580
860
860
860
580

630
1270
810
1960
810
1380
1380
630
860
580
630
1040

2240
580
630
630

630
580
580
1380

1090
1500
1040
900
630

4080

6270
860

1090
690

810
810
980
860
2190
580
1610

1380
1670

1090
1090

1090



A09.05.066

A09.28.036
A09.28.034
A09.28.034
A09.28.034
A09.28.034

A09.28.034.002

A09.28.048
A09.28.064

A09.28.035

A09.28.035

A09.07.008

A09.07.011

A09.07.010
A09.07.011

A09.07.007
A09.07.007
A09.07.007
A09.07.007
A09.07.009
A09.07.011

A12.05.007
A12.05.008
A12.05.008
A12.05.006
A12.05.007.001

A09.05.051.001
A12.05.014
A09.05.047
A12.05.039
A12.05.043
A12.30.014
A12.05.027
A09.05.051.002
A12.05.028
A09.05.188
A09.05.050
A12.05.018
A09.05.125
A09.05.126

A09.05.202
A09.05.231
A09.05.201
A09.05.200
A09.05.232
A09.05.247

A09.05.300

A09.05.219
A09.05.245

A09.05.089
A09.05.196

A09.28.054
A09.05.300
A09.05.202
A09.05.246
A09.05.130
A09.19.014

IMT.2.48.

rMT.12.1.
IMT.12.2.
IMT.12.6.1.
IMT.12.6.2.
IMT.12.7.1.
IMT.12.7.2.

IMT.12.10.1.

IMT.12.4.
IMT.12.12.

rMT.12.8.1

rMT.12.3.
IMT.12.5.
rMT.12.11.

rMT.2.78.

MT.2.80.

IMT.2.77.
MT.2.76.
MT.2.79.
MT.2.70.
MT.2.73.
MT.2.72.
IMT.2.74.
MT.2.75.
IMT.2.71.
MT.2.69.

IMT.5.4.
MT.5.3.
MT.5.2.
IMT.5.1.
MT.5.5.

MT.6.8.
IMT.6.11.
IMT.6.12.
MT.6.3.
MT.6.13.
MT.6.10.
MT.6.5.
MT.6.9.
MT.6.4.
MT.6.14.
MT.6.6.
IMT.6.7.
MT.6.15.
MT.6.16.

rMT.8.7.
MT.8.6.
MT.8.8.
MT.8.9.
rMT.8.22.
'MT.8.10.
'MT.8.25.
rMT.8.19.
rMT.8.17.
'MT.8.18.
rMT.8.12.1.
rMT.8.12.2.
rMT.8.1.

rMT.8.14.

'MT.8.13.
rMT.8.21.
'MT.8.20.
rMT.8.11.
rMT.8.2.

'MT.8.15.

CcTr

04.02.FTOPMOHA/JIbHbIE UCCNEQOBAHUA MO4YUN

17-KC

17-KC xpomatorpaduueckuit metos (CyTouHas moua)
AspeHanuH+HopaapeHanuH (pa3osas moua)
AspeHanuH+HopaapeHanuH (cytouHas moua)
AppeHanuH+HopagpeHanuu+JodamuH (pasosas moua)
AppeHanuH+HopagpeHanmH+JodamuH (cyTouHas moya)

AHaNM3 MOYM Ha coAepKaHMe NPOMEXKYTOUHbIX MeTaboNUTOB KaTeXOIAMUHOB:
meTaHeppuH, HopmeTaHedpmH (cyTouHas moua)

[rA-S (cyTouHas moua)

ONUJ, (Be30KCMNMPUANHOAMH) B MOYe

KomnnekcHoe nccnepoBaHve Ha KaTeXxonamMuHbl, CEPOTOHWH U UX METabonnTbl
(romoBaHWNMHOBAA, BAHUAWIMUHAANEBASA,5-TMAPOKCUUHAONYKCYCHAA KUCIOTbI)
(nnasma 34T)

KopTuson (cytouHas)

C-nenTung, (cyTouHas)

CB060AHbIV KOPTU30A

04.03.FOPMOHA/IbHbIE NCC/IEAOBAHUA C/IHOHbI
17-OH-NporectepoH (catoHa) (meTog BIXKX)

17-OH-MporectepoH, AHapocTeHAWOH, JerngpoannaHapocrepoH, Koptuson,
KopTusoH, MporectepoH, TectocTepoH, IcTpaamon, (ceob. dpakumm B citoHe)
(meTog BIXX)

AHAPOCTEHAMOH (cntoHa) (MeTos BIXKX)

[ernapoanvaHapocTtepoH (cnioHa) (metog BIMKX)
[lernaposnunanapoctepoH, MporectepoH, IcTpaanon, TectocTepoH (cBoboaHble dpa
MporectepoH cBo6oAHbIN (ctoHa) (meTog BIKX)

CBo60AHbIN KOPTU30A (ABa B3ATUA) (ctoHa) (MeTog BIMKX)
CB0o60AHbIN KOPTU30/ (04HO B3ATHE) (CntoHa) (MeToa BIMKX)
CB0o60AHbIN KOPTU30 (TPU B3ATUA) (cAtoHa) (MeTog BIXKX)
CB060AHbIN KOPTU30/ (YeTbipe B3ATHA) (crtoHa) (meToa BIMKX)
TecTtocTepoH cBo6oaHbIN (cntoHa) (meTog BIMKX)

JcTpaaumon cBoboaHbIi (catoHa) (meTog BIKX)
05.MMMYHOTEMATO/IOTUYECKME UCCNEAOBAHUA

AHTUreHbl cuctembl KELL

AT K pesyc-dakTopy (kauecTs)

AT K pesyc-pakTopy (TUTp)

I'pynna Kposw, pesyc-dakTop

deHoTUNMpOBaHWe 3puTpounTos no aHtureHam C, ¢, E, e, Cw , K, k
06.FEMOCTA3UNOJ/IOTMYECKUE UCCNEAOBAHUA

D-anmep

AKTUBMPOBaHHOE BPeMA peKkanbLpduKaLmm nnasmol (ABP)
AHTUTPOMGMH 1|

A4YTB

BONYaHOYHbIN aHTUKOArYNAHT

MHO (+MTB 1 NTK)

MpoTpombuHosoe Bpemsa, MPOTPOMBUHOBbIN MHAEKC

POMK

TpomburHoBOE Bpems

®aktop VIII

®unbpuHoreH

®nbpUHONUTMYECKAA aKTUBHOCTb

Mpotenn C

MpoTenH S.

07.0HKOAMATHOCTUKA

07.01.0HKOMAPKEPbI

CA 125 (anuHuKw)

CA 15-3 (MONI0YHbIE »ene3bl)

CA 19-9 (nogenyso4Han xenesa, NPAMasn U CUTMOBMAHAA KULLKA)

CA 72-4 (xenynok)

CA-242 (nofyxenynoyHas sKenesa, TONCTbIA KULWEYHMK, MPAMas KULIKA)
Cyfra 21-1 (HeMeNKOKNETOUHbIV PaK NErkux)

Cyfra 21-1 B8 moue

HE4 (anuTennanbHbIM pak AMYHUKOB)

pro-GRP

S-100 (Helpo-3HAOKPUHHBIE ONYX0NK)

B-2 MuKpOrnobynunH (nMmdpoma, MHOKeCTBEHHaAnA MUenoma)

B-2 MuKpOrnobynunH (nMmdpoma, MHOKECTBEHHaAA MUeNoma)
Anbda-dpeTonpoTenH (neyeHnb)

AHTUTEH NNOCKOKNETOYHOM KapumHombl (SCC) (KapuMHOMA LWENKM MaTKu,
HOCOMNOTKM, NULLEBOAA, YXa M Ap. NOKann3auuin)

AHTUreH paka mouesoro nysbipsa (UBC) (moueBoit Ny3bipb)

MHaekc ROMA B nocTMeHonayse (3nuTennanbHbIi pak AMYHUKOB)
MHaekc ROMA B npemeHonayse (3nUTennanbHbli pak AMYHUKOB)
Heipocneunduyeckas eHonasa

06wt MCA (MpocTaTuyeckmin cneundUYeckmin aHTUreH)

Onyxonesasa M2 nupyBaTKMHa3a (KONOpeKTaNbHbIN pakK)
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630

1150
2010
1610
2300
1670
2240

3450
630
1320

3680
580
630
920

1350

5890
1350
1350
5090
1350
1790
1250
2200
2430
1350
1350

1380
690
750

1610

1270
230
580

810
290

230
290
1440
350
230
1950
2450

860
860

1040
1440
1500
2760
2070
2300
2300
810

460

1150
2130
2300
2300
1320
630
2130



A09.05.195
A09.05.130.001

A08.22.004

A08.22.004

A08.20.015

A08.20.015
A08.01.002

A08.20.017
A08.20.017.001

A08.20.017.002

A08.20.004
A08.20.013

A08.16.008
A08.16.007

A08.28.012

A08.09.011

A08.16.008

A08.30.016

A08.30.028
A08.30.027

A08.30.004

A08.22.003

A08.20.009

A08.20.009

A08.07.009

A08.30.046

A08.30.046

A08.18.003

A08.01.001

A08.20.007
A08.20.002.001

rMT.8.4.

IMT.8.26.1

MT.8.5.
'MT.8.3.

IMT.14.16.

IMT.14.19.

IMT.14.18.

IMT.14.15.
IMT.14.14.

rMT.14.11.
rMT.14.2.

'MT.19.102.1.

rMT.14.21.

IMT.14.13.

IMT.14.3.

IMT.14.17.

'MT.14.6.
rMT.14.12.

'MT.14.10.

'MT.14.1.

IMT.14.5.

IMT.14.20.

IMT.14.9.

'MT.14.8.
IMT.14.7.

IMT.29.21.

MT.15.31.

MT.15.32.

IMT.15.32.1.

MT.15.33.

FMT.15.34.

IMT.15.34.1.

MT.15.35.

MT.15.36.

'MT.15.39.1.
MT.15.39.2.

MCA cBo60oaHbIi/TNCA 06wmit (and. AnarHoCTMKa afeHOMbl M KapLMHOMbI
npeAacTaTesibHON Kenesbl)

MHAaekc 300poBbaA npocTaTthbl (phi-uHAeKc). OueHKa pucka Hanuuma paka
npeacraTesbHoM xenesbl_MK

P3A (ToncTan KUWKa, NpAmMas KuLKa)

Cso6oaHbiii MCA (npeacTatesibHan xenesa)

07.02.UMTONOINA

07.02.01.MyHKTaTbl WUTOBUAHOM Kenesbl

MccnepoBaHWe NyHKTATOB LLMTOBUAHOW Kenesbl

MccnepoBaHWe NyHKTATOB LMTOBUAHOW Kene3bl METOA0M XKUAKOCTHOM LUTONOMMK
BD ShurePath

07.02.02.MyHKTaTbl MONIOYHOM Xenesbl U COCKODbI KOXKKN

MccnefoBaHWe NyHKTATOB KOXM U MOJIOYHOW Kenesbl METOA0M KUAKOCTHOM
umtonorun BD ShurePath

MccnepoBaHWe NyHKTaTOB MONOYHOW Kenesbl

MccnepoBaHune cockoba Koxm

07.02.03.CocKobbl C LEeNKN MaTKK1 U LLepBUKaNbHOTO KaHana
MccnepoBaHue cockob0B ¢ Wweiku maTku (no Mananukonay, Pap-tect)
MccnepoBaHne cOCKOBOB C LWENKM MaTKU U LLepPBUKaNbHOIO KaHana
KOMIM/IEKCHbIM CKPUHWUHT PAKA LEMKM MATKMW: LiuTonornyeckoe
nccnefoBaHue COCKOBOB LEVKM MaTKM U LLePBUKaNbHOMO KaHana MeTo40M

XUAKOCTHOM UMTONOMMM BD SurePat
PACLUMPEHHbBI KOMMEKCHBIV CKPUHUHE PAKA LLEVMKWU MATKM:

LinTonoruueckoe uccneposaHme cockob0B LIeKU MaTKU(HKUAKOCTHaA uuTonorma:
nccnefoBaHMe COCKODBOB LeViKN MaTKM U LlePBUKaNbHOMO KaHana C OKPacKoii no
ManaHukonay (texHonorua BD ShurePath),BMY Tunbi
16,18,31,33,35,39,45,51,52,56,58,59 reHotun. + Konuny. (Metog Real-Time)
(konnuy.).

CKPUHWHI PAKA LLEMKM MATKW: LiuTonornyeckoe ucciefoBaHme cockobos
WeiKM MaTKN U LIEPBUKaNLHOTO KaHana meTogom HUIKOCTHOW LMTONOMMN BD
SurePath FocalPoint

07.02.04.AcnvpaT NoAOCTU MATKK

MccneposaHuWe acnmpata NOAOCTU MaTKU

LiuTonornyeckoe nccneposanne NANMENb-EMONCUN SHAOMETPUA meToaom
JKMAKOCTHOWM umTonornm BD SHURE PATH

07.02.05.3HA0CKONUYECKUIA maTepuan

MccnepoBaHWe SHAOCKONMYECKOro MaTepuana

MccnepoBaHune sHAOCKONMYECKOro matepuana Ha Helicobacter pylori
07.02.06.Untonorna moum

LinTonornyeckoe nccnepgosaHme moum

07.02.07.UccnepgoBaHne MOKPOTbI

WccnepoBaHme MOKpOTbI

07.02.08.4pyrve nccneposaHua

MccnepoBaHue NYHKTaToOB APYrMX OPraHOB M TKaHewn

MccnepoBaHue NyHKTaToOB APYrMX OPraHOB M TKaHel MeTOA0M KUAKOCTHOM
uutonorum BD ShurePath

MccnepoBaHue cockob0B 1 OTNEYaTKOB ONYX0/ei U oMnyxoneBonoAo6HbIX
06pas3oBaHuit

MccnepoBaHue cockob0B 1 OTNEYaTKOB 3p0O3WiA, A3B, PaH, CBULLEN
MccnepoBaHuWe sKcCy4aToB, TPAcCyAaToB, CEKPETOB, SKCKPETOB
07.03.MMMYHOUNTOXMUA

MMMYHOLMTOXMMMUYECKNIA CKPUHUHT paKa Welku maTku: pl6ink4, Kie7
(Ha3HayaeTcA AONONHUTENBHO UM BMECTE C KUAKOCTHOMN LIMTONOTHEN:
nccnepoBaHMe COCKOBOB LeViKM MaTKM U LiepPBUKaNbHOTO KaHala C OKPacKoii no
ManaHukonay (texHonorua BD ShurePath)

07.04.rMcTonorusa

07.04.01.lLUuToBMnAaHasA Kenesa

IMcTonornyeckoe nccneaoBaHue WMTOBUAHON Kenesbl

07.04.02.MonouHan xenesa

IMcTonoruyeckoe nccneaoBaHe MOIOYHOM Xenesbl (6UoncuitHbIi matepuan)

TMcTonornyeckoe nccneaoBaHMe MOSOYHON XKenesbl (onepaLMoHHbIM MaTepuan)
07.04.03.CntoHHble xenesbl

FMcTonornyeckoe nccneaoBaHue CNIOHHDBIX Keses
07.04.04.}KenyL04HO-KMLWIEYHbIV TPAKT

TMcTonornyeckoe nccneaoBaHve Xenyao04HO-KULWEYHOrOo TPaKTa (6UoncuitHbIi
martepwuan)

FMcTonornyeckoe nccneaoBaHve XenyA04HO-KULWEYHOrO TPaKTa (onepaumoHHbIi
martepwuan)

07.04.05.Msarkue TkaHn

TMcTonornyeckoe nccneaoBaHe MArkUX TKaHel (CTEHKM paHeBbIX KaHaAN0B, TKaHb
CBULLEBbIX XOA0B M rpaHy AL,

07.04.06.Koxa

TUCTONIOrMYECKOE UCCNEe0BaAHME KOXKHBIX M MOAKOXKHbIX HOBOO6Pa30BaHui
07.04.07.MaTKa / ANYHUKK

TMCTONIOrMYECKOE MCCNef0BaHME MATKM C NpUAATKaMM

TUCTONIOrMYECKOE UCCNe0BaHME LIEPBUKAIbHOTO KaHaia

EN

1090

4030

750

860

810

1730

1730

810

810

1210

690

2070

3450

1730

810

2650

1040

860

920

810

1730

810

690
810

5180

1780

1780

2300

1780

1780

1780

1670

1670

5180
1780



A08.20.011

A08.20.002.001

A08.20.002.001

A08.21.001

A08.21.001

A08.21.001

A08.07.002

A08.08.001

A08.28.005

A08.09.002

A08.06.004

A08.06.002

A08.06.002

A08.12.001

A08.30.046
A08.03.002

A08.03.002

A08.30.013
A08.30.013.001
A08.30.038
A08.30.013
A08.30.013
A08.30.013
A08.30.034
A08.30.013
A08.22.003.001

A08.30.013
A08.30.013
A08.30.013

A08.01.001.002
A08.09.002.002
A08.06.002.001

A08.30.013

A08.23.002.001

A08.28.009.003

A08.20.003.002

A08.20.003.002

A08.30.013

A08.30.013
A08.21.001.002

IMT.15.37.
IMT.15.38.

'MT.15.39.

IMT.15.40.2.

IMT.15.40.1.

MT.15.40.

IMT.15.41.

IMT.15.42.

IMT.15.43.

IMT.15.44.

IMT.15.45.

MT.15.46.

IMT.15.46.1.

IMT.15.47.

IMT.15.48.
MT.15.55.

MT.15.56.

X.12-039

MT.50.105.1405.
MT.50.106.1405.
MT.50.110.1405.
MT.50.108.1405.

MT.29.34.
MT.29.38.
MT.29.37.
MT.29.25.
MT.29.23.

MT.29.22.
MT.29.32.
MT.29.33.

MT.29.26.
MT.29.24.
MT.29.30.

rMT.41.801

rMT.29.27.

FMT.29.31.

FMT.29.29.

'MT.29.48.

MT.29.49.

'MT.29.50.

FMT.29.51.
'MT.29.28.

McTonorvyeckoe uccnesoBaHue WerKu MmaTku

I'McToNornyeckoe nccneaoBaHve aHAOMepUA (auarHocTmyeckoe BbickabamsaHue)
TMcToNOrMYeckoe uccnenoBaHve sHgomeTpus (MAMMENb-BUMOMNCUA)
07.04.08.MpeactatenspHan kenesa

lMcTonornyeckoe nccnepoBaHve 6UoNcUM NpeacTaTebHoOM kenesbl (6onee 12
06pasuos)

IMcTonoruyeckoe nccneaoBaHve 6UoONCUKN NpeacTaTenbHoM Kenesbl (3o 12
06pasuos)

IMcToNnoruyeckoe UccneaoBaHve NpeacTaTeNbHOM enesbl (onepaumoHHbI
martepwuan)

07.04.09.Monoctb pTa

I'McTtonormyeckoe nccnegoBaHne onyxonenofobHbix 06pasoBaHmMin NoaoCTH pTa
07.04.10.MonocTb Hoca

I'McTtonormyeckoe nccnegoBaHme obpasosaHmii Nasyx Hoca

07.04.11.Moukn / Mouesoi ny3bipb

I'McTonornyeckoe nccnegoBaHe NOYEK, OPraHoB MOYeBbIAeNUTeNbHOM CUCTEMbI
07.04.12./1erkoe

I'McTonornyeckoe nccnegoBaHMe nerkmx

07.04.13.CeneseHka

I'McTonornyeckoe nccnefoBaHue ceneseHkn

07.04.14./lumdaTnyeckue y3nbl

I'McTonoruyeckoe nccnegoBaHve nMmoartuyeckux y3nos (1-5 aumepoysnos)

MMcTonornyeckoe nccnepoBaHne nMmdatnieckmx yanos (6onee 5 numeoysnos)
07.04.15.Cocyap!

l'ncTtonornmyeckoe nccnegosaHmne cocyaos

07.04.16.[lpyraa nokanusauma

IMcTonornyeckoe nccneaoBaHe matepuana Apyroi NoKanmMsaumum

Tnctonormyeckoe nccneposarme 6uoncuitHoro maTtepuana KOCTHOW TKaHU (OI'IVXOIIM

1 onyxonenofobHble 3a601eBaHMA KOCTU U CYCTaBOB)
FMcTonoruyeckoe UccneaoBaHve oNepaLMoHHOro MaTepuana KOCTHOM TKaHU
(onyxonu u onyxonenofo6Hble 3a601€BaHNA KOCTU U CYCTaBOB)

IMcTonornyeckoe nccneaoBaHve sHAocKonuueckoro matepuana KT npu
BOCMaNNUTENbHbIX 33601€BaHUAX (KeNy[oK - MHorodoKycHas 6uoncus no
knaccudumkaumm OLGA 2010)/KMLWIEYHMK - CTaHAAPTHAA MHOTOPOKyCHan Guoncus)
07.05.MMMYHOTUCTOXMMMUA

07.05.01.0npeaenexmne n oLeHKa NPOrHOCTUYECKM 3HAYMMbIX MapKepoB B
3/10Ka4€eCTBEHHbIX INUTEINANbHBIX ONYXONAX

EGFR (anupepmanbHbiit pakTop pocTa)

HER 2/neu

Ki67

p53

VGFR

UIX-nccnepoBaHme Ha XPOHUYeCKuii aHgomeTput (CD-138)
UIX-nccneposaHue peuentmsHocTu aHaomeTpua: RE, RP
MIMMYHOTUCTOXMMUYECKOE NCCNeA0BaHME KeNYA0UHO-KULLEYHOrO TPAKTa
MIMMYHOTUCTOXMMUYECKOE UCCNeA0BaHME LIUTOBUAHOW Kenesbl

MMMYHOrMCTOXMMUYECKOE UCCNeA0BAHME TMHEKONOTMYECKOrO MaTepuana
MMMYHOrMCTOXMMUYECKOE UCCNeA0BAHME APYTUX OPraHOB U TKaHEN
MMMYHOTUCTOXMMUYECKOE UCCnea0BaHME 310Ka4YeCTBEHHbIX onyxonel 6e3
BbIABJEHHOrO NEPBUYHOrO oyara

OunddepeHumanbHan AMarHOCTUKa MeNAHOLMUTAPHbIX 06Pa30BaHNUI KOXM
MMMYHOrMCTOXMMMYECKOE UCCNeA0BaHME NEFKOTO

MMMYHOrMCTOXMMUYECKOE UCCNe0BaHME TMMbATUYECKUX Y3108
UMMYHOTMCTOXMMWYECKOE UCCNEAOBAHUE MOIOYHOWM KENE3bI (ER, PR,
Her2/neu, Ki67)

MMMYHOTUCTOXMMUYECKOE NCCNeA0BaHME MATKUX TKaHel (MblleyHas, }K1posas,
HepBHaA U CMHOBMWa/bHaA)

MMMYHOTUCTOXMMUYECKOE UCCNeAoBaHME ONyXoiell FONOBHOMO U CMUHHOTO
Mo3ra

MMMYHOTUCTOXMMUYECKOE UCCNeA0BaHME NOYEK U APYTUX OPraHOB
MOYeBbIAENNTENIbHOM CUCTEMBI

KomnneKkcHoe MMMYHOFMCTOXMMUYECKOE UCCNeA0BaHMUE MPU XPOHUYECKOM
sHpomeTpuTe (CD 138, CD 20, CD16,CD56)

PaclimnpeHHoe KomnaeKkcHoe MMMYHOFMCTOXMMUYECKOEe UcCnefoBaHne SHAOMETpMUA

(CD 138, CD 20, CD16,CD56, ER, PR)

MMMYHOrMCTOXMMMUYECKAA ANArHOCTUKa 3a601eBaHui Welikn maTku pl6ink4, Kie7
MIMMYHOTUCTOXMMUYECKOE UCCNeA0BaHNE KEeNYA0UHO-KULLEYHOTO TPAKTa
(6MONCHItHbIN/3HAOCKONMYECKUIA MaTepuan)

MMMYHOTUCTOXMMUYECKOE UCCNeaoBaHMe NpeacTaTeNIbHOM enesbl
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15
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1780

1780

1780

2530

1780

3570

2300

2300

2300

2300

2300

2300

2880

2300

2300

4370

10350

2900

4830
4830
4830
4830
4830
8740
5750
6420
16430

16430
16430

16430

16430

10750

16430

7480

10750

16430

10750

11500

15530

6900

11500
16430



A08.30.006

A08.30.006

A08.30.006

A08.30.036

A12.20.001
A12.20.001
A12.28.015
A12.20.001

A12.21.005

A26.09.001
A26.01.018
A12.09.010

A08.08.003

A09.04.003
A08.08.003
A12.21.003

A26.05.020.001
A26.05.020.002
A26.05.019.003
A26.05.019.001
A26.05.019.002
A26.05.023.001
A26.05.023.002
A26.05.026.001
A26.05.030.001
A26.05.019.003
A26.19.072.001

A26.05.021.002

A26.05.021.002

A26.05.053.001

A26.06.107

A26.23.033.001

A26.08.050.001
A26.30.017.001
A26.30.017.002
A26.05.011.001
A26.05.011.002
A26.08.049.001

A26.08.064.001

A26.05.046.001

IMT.29.41.

IMT.29.39.

FMT.29.43.

FMT.29.5.
FMT.29.35.

MT.50.114.1405.

FMT.16.1.
rMT.16.1.1.
FMT.16.2.
FMT.16.1.2.

'MT.16.3.

MT.16.15.
MT.16.5.
IMT.16.4.

rMT.16.17.

FMT.16.12.
'MT.16.10.
rMT.16.14.

rMT.19.1.
TMT.19.44.
MT.19.5.
'MT.19.3.
IMT.19.45.
'MT.19.8.
IMT.19.95.
'MT.19.10.
'MT.19.6.
'MT.19.97.
IMT.19.54.2.

'MT.19.49.

IMT.19.96.

IMT.19.91.1.
'MT.19.56.1.
IMT.19.56.2.
IMT.19.91.2.
'MT.19.55.

IMT.19.107.

'MT.19.106.

'MT.19.38.

IMT.19.35.2.
IMT.19.71.2.
'MT.19.35.1.
IMT.19.71.1.
IMT.19.51.2.
IMT.19.51.1.

IMT.19.52.2.

IMT.19.52.1.

07.06.0HKOJIOTMYECKAA SKCNEPTU3A

MNepecmoTp rotoBbix TMCTO/TIOMMYECKMUX npenapaToB Beaywummn Poccuinckumm
Skcneptamu (BTOPOE MHEHME), ueHa 3a cnyyait

MepecmoTp rotosbix TMCTONOMMYECKMX npenapatos Bpayamu Slabopatopuu
Femotect (BTOPOE MHEHWUE) (Kpome naToNorMm KOCTHOM TKaHu, onyxonei LIHC,
nvumbo-nponundep

MepecmoTp rotosbix LUTO/IOTMYECKUX npenapaTos BeayLwmMmmn Poccuitcknumm
dkcneptamu (BTOPOE MHEHME), ueHa 3a cnyyait

07.07.40MOJIHUTENIbHBIE YCAYTU

JlonoNHUTENbHOE U3rOTOBNIEHUE TMCTONIOTMYECKMX NPenapaTos

Linpposoe ckaHMpOBaHWE NpenapaToB Ha CKaHUpYloLel cucteme Aperio
ScanScope System AT (3a cayyait)

07.08.®/1YOPECLIEHTHAA TMBPUAN3ALINA in situ (FISH)

Onpeaenexne HER2 cTatyca onyxonn MOMIOYHOM Kesle3bl METOA0M
dnyopecueHTHOM rMbpuansaumm in situ (FISH)

08.MUKPOCKOMUYECKUE NCCIEAOBAHMA

08.01.MMKPOCKOMWYECKME UCCNEAOBAHNA YPOTEHUTAIBHOTO TPAKTA
IMHeKoNornyecknii Masok Ha daopy

Mas3ok Ha ¢nopy 13 Braranmwia

Mas3ok Ha pnopy 13 ypeTpbl

Ma3sok Ha baopy U3 LLePBUKAIbHOMO KaHana

08.02.MUKPOCKOMUYECKWUE NCCEQOBAHUA CNEPMbI M CEKPETA MPOCTATbI
CekpeT npocTaTtbl

08.03.MUKPOCKOMUYECKWUE NCCNEAOBAHNA APYITUX }'IOKAI'IVBALI,VIVI
AHann3 MOKpOTbI HAa MUKOBaKTepumn TybepKynesa

AHanu3 Ha A4emMoAeKc (PecHULbI, KOKa)

KNMHUYECKMIA aHaNN3 MOKPOTI

Ma30K Ha 3031HOGUAbI OTAENAEMOTO CAU3NUCTLIX 060104EK (Ma3KK U3 HOCa, 3eBa,
yXa, OTAeNAemMoro rnasa)

MWuKpOCKONUYeCcKoe nccnefoBaHe CUHOBUANbHOW KMUAKOCTU

PuHouutorpamma

TecT Ha peTpPorpaaHyio IAKYNALMIO

10.ANATHOCTUKA UHOEKLIMIA

10.01.MUKPOBUONOTMYECKUE NCCNELOBAHUA

10.02.NUP-ANATHOCTUKA

10.02.01.BupycHble renaTtuTbl

Bupyc renatura B - (Kau.)

Bupyc renatura B - (Koany.) (Metoa Real-Time)

Bupyc renatuta C - (reHotun.) (Metog Real-Time)

Bupyc renatura C - (Kau.)

Bupyc renatura C - (konmd.) (Metog Real-Time)

Bupyc renatuta D - (kau.)

Bupyc renatuta D (Koany.)

Bupyc renatuta G - (Kau.)

Bupyc renaTturta A - (Kau.)

Bupyc renaturta C (reHotun. 1a, 1 b, 2, 33, 4, 53, 6) (kau.)

SHTeposupyc(Kan.) (kay.)

10.02.02.BNY-mHbekLmn

BMY-1 (kau.) (MeTog Real-Time) (kau.)

10.02.03.PaHHAA anarHoctuka renatuta B, C, BUY-1, BUY-2

PaHHAaa gnarHocTuka Hdekumnii: PHK HCV, AHK HBV, PHK BUY-1, PHK BUY-2
(ynbTpayyBCTBUTE/IbHLIN MeToA) (Kauy.)

10.02.04.KnewweBble MHGeKLUN

Boppenusa 6ypraopdepw (Borrelia burgdorferi) (kposb)(konny.)

Boppenusa 6ypraopdepw (Borrelia burgdorferi) (kposb) (Kau.)

Boppenus bypraopdepw (Borrelia burgdorferi) (moya) (kau.)

Boppenusa 6ypraopdepw (Borrelia burgdorferi) (moya) (konwny.)

Bupyc knewesoro sHuedanuta (Metog Real-Time) (kau.)

KomnnekcHoe nccneoBaHue Ha MHGEKLMK, NepeaaBaemble knewwamu: 6oppenuos,
Knewesoi sHuedanuT, 3paMXMo3, aHannasmos (buomartepman Kposb)
(KayecTBEHHbIN aHanu3)

KomnnekcHoe uccneaoBaHue Ha MHbeKLUKW, nepeaasaemble Knewamu: 6oppenmnos,
KneLLeBoit aHUedanut, apanxmnos, aHannasmos (buomatepman Knedw)
(KayecTBeHHbIN aHamn3)

10.02.05.PecnvpaTopHble MHdeKuunn

Bopaetenna nepryccuc (kau.)

Bupyc dnwreitHa-bapp (ma3sok) (kau.)

Bupyc dnwreitHa-bapp (ma3ok) (koany.)

Bupyc dnwreiHa-bapp (34TA) (kau.)

Bupyc dnwreiHa-bapp (34TA) (koauy.)

MwuKonnasma NHeBMOHWUM, X1aMuana NHeBMOHUM (Masok)

MwuKonnasma NHeBMOHMM, Xnamuana nHesmoHum (3ATA)

Heliccepua meHuHruTMamc, Femodunyc nidatoeHua, CTpenToKOKKYC MHEBMOHWUM
(masok)

Heliccepua meHuHruTUamc, Femodunyc nidatoeHua, CTpenToKOKKYC MHEBMOHWUM
(34TA)
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1500
860
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520
2240
580

3390
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580
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520
520
860

1440

3910
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520
400
520
920
920

1090

1090



Onpegaenexune PHK Bupyca rpmnna A (HIN1-swine) B KIMHUYECKOM MaTepuane

A26.08.019.001 MT.50.8.2090. metogom MLIP 3 3110
MT.19.151 KopoHasupyc, PHK(SARS-CoV-2, MNLP) ma3okK , Kau. 3 1730
10.02.06.0cTpble KuwweyHble MHOEKLMN
Potasumpycsl rpynnbl A (Rotavirus A), Hoposupycbl 2 reHotuna (Norovirus 2
A26.19.076.001 MT.19.54. .
reHotvn) n Actposupycol (Astrovirus) (kau.) 3 1500
A26.19.068.001 MT.19.53. LWurenna (Shigella spp.) u aHTepounHsasusHbie E. coli (EIEC), CanbmoHenna
(Salmonella spp.), Kamnunobaktepum (Campylobacter spp.) (kau.) 3 1380
10.02.07.4pyrvie 6akTepuanbHble U BUPYCHble MHEKLMK
A26.01.006 MT.19.34.2. Bupyc Bapuuenna-3octep (masok) (kau.) 2 400
MT.19.34.3. Bupyc Bapuuenna-3octep (moua) (Kau.) 2 400
A26.05.042.001 MT.19.34.1. Bupyc Bapuuenna-3octep (34TA) (kauy.) 2 400
A26.05.039.001 FMT.19.85. KpacHyxa (kau.) 3 580
A26.05.039.002 MT.19.86. KpacHyxa (Konwny.) 3 750
MT.19.43. Jluctepua moHoumToreHec (Kau.) 2 400
A26.08.074.001 MT.19.32.2. MwukobakTepum Ty6epkynesa (Masok) 2 350
A26.09.080.001 MT.19.32.4. MwukobakTepun Ty6epkynesa (MoKpoTa) 2 350
A26.28.028.001 MT.19.32.3. MwukobakTepuu Ty6epkynesa (moua) 2 350
A26.05.047.001 MT.19.32.1. Mukobaktepuu Ty6epkynesa (I4TA) 2 350
A26.30.026.001 MT.19.39.2. Tokconnasma MoHay (masok) (Kau.) 2 350
A26.30.026.001 MT.19.74.2. Tokconnasma foHay (masok) (Konny.) 2 400
A26.30.026.001 MT.19.39.3. Tokconnasma lMoHay (moua) (Kau.) 2 350
A26.30.026.001 MT.19.74.3. Tokconnasma foHay (moua) (Konuy.) 2 400
A26.05.013.001 MT.19.39.1. Tokconnasma loHan (3A4TA) (kau.) 2 350
A26.05.013.001 MT.19.74.1. Tokconnasma loHau (3A4TA) (konuy.) 2 400
A26.19.070.001 MT.19.37.1. Xenukobaktep nunopu (kan) (Metog, Real-Time) (kau.) 3 460
A26.19.070.001 MT.19.72.2. Xenukobaktep nunopu (kan) (Metoa Real-Time) (koany.) 3 520
A26.16.004 MT.19.37.2. Xenukobaktep nunopu (masok) (Metog Real-Time) (kau.) 3 460
A26.16.004 MT.19.72.1. Xenukobaktep nunopu (masok) (Metog Real-Time) (koany.) 3 520
A26.08.058.001 MT.19.31.2. Lintomeranosupyc (masok) (kau.) 2 350
A26.08.058.002 MT.19.69.2. Lintomeranosmpyc (Masok) (konuu.) 2 400
A26.28.009.001 MT.19.31.3. Lntomeranosupyc (moua) (Kau.) 2 350
A26.28.009.002 MT.19.69.3. Lintomeranosupyc (moua) (Koamy.) 2 400
A26.05.017.001 rMT.19.31.1. Untomeranosupyc (S4TA) (kau.) 2 350
A26.05.017.002 MT.19.69.1. Untomeranosupyc (34TA) (Koany.) 2 400
10.02.08.Bupyc npocToro repneca
A26.30.018.001 MT.19.24.2. Bupyc repneca VI Tuna (Ma3ok) (kau.) 2 350
A26.30.018.002 MT.19.68.2. Bupyc repneca VI Tuna (Ma3ok) (koaunu.) 2 400
MT.19.24.3. Bupyc repneca VI Tuna (mouya) (Kau.) 2 350
MT.19.68.3. Bupyc repneca VI Tuna (mouya) (Konauy.) 2 400
A26.05.033.001 MT.19.24.1. Bupyc repneca VI tuna (34TA) (kau.) 2 350
A26.05.033.001 MT.19.68.1. Bupyc repneca VI tuna(34TA) (Konwnd.) 2 400
A26.26.012.001 MT.19.108.2 Bupyc npoctoro repneca 1 (Kay.) — ma3ok 2 460
A26.28.023 MT.19.108.3 Bupyc npocrtoro repneca 1 (Kay.) — moya 2 460
A26.05.035 MT.19.108.1 Bupyc npocrtoro repneca 1 (kay.) — 34TA 2 460
A26.26.012.001 MT.19.109.2 Bupyc npocrtoro repneca 1 (Koaud.) - Ma3oK 2 480
A26.28.023 MT.19.109.3 Bupyc npoctoro repneca 1 (koany.) - moya 2 480
A26.26.012.001 MT.19.23.2. Bupyc npoctoro repneca 1,2 (ma3ok) (kau.) 2 350
A26.26.012.001 MT.19.67.2. Bupyc npoctoro repneca 1,2 (ma3ok) (Konany.) 2 400
A26.28.023.001 MT.19.23.3. Bupyc npocrtoro repneca 1,2 (moua) (kau.) 2 350
A26.28.023.001 MT.19.67.3. Bupyc npocrtoro repneca 1,2 (moya) (koimu.) 2 400
A26.05.035.001 MT.19.23.1. Bupyc npocrtoro repneca 1,2 (34TA) (kau.) 2 350
A26.26.012.001 MT.19.110.2 Bupyc npocrtoro repneca 2 (Kay.) — ma3ok 2 460
A26.28.023 MT.19.110.3 Bupyc npocrtoro repneca 2 (Kay.) — moya 2 460
A26.05.035 MT.19.110.1 Bupyc npocrtoro repneca 2 (kay.) — 34TA 2 460
A26.26.012.001 MT.19.111.2 Bupyc npoctoro repneca 2 (Koauy.) - Ma3oK 2 480
A26.28.023 MT.19.111.3 Bupyc npoctoro repneca 2 (Koany.) - moya 2 480
10.02.09.KomnsiekcHoe uccnegosaHueHa rpubol poga KaHauaa
A26.26.017.001 [MT.19.777. KomnnekcHoe uccneaoBaHue Ha rpubel poga KaHauaa ¢ uaeHTudukaumen
B036yauTens (Kau.) 3 1500
A26.26.017.001 MT.19.77. KomnaekcHoe uccnefoBaHus Ha rpmbsl poga KaHamaa (kau.) 3 980
10.02.10.YporeHuTanibHble MHbEKLMN
A26.20.032 MT.19.83. Baktepougpl (Bacteroides spp.) (kau.) 3 350
A26.20.032 MT.19.84. Baktepougpl (Bacteroides spp.) (koany.) 3 400
A26.21.027.001 [MT.19.16.1. Buosapsl Ureaplasma (U. Urealyticum, U. parvum) (ma3ok) (kau.) 2 400
A26.21.027.001 MT.19.60.1. Buosapsl Ureaplasma (U. Urealyticum, U. parvum) (ma3ok) (Koany.) 2 460
A26.28.024.001 [MT.19.16.2. Buosapsl Ureaplasma (U. Urealyticum, U. parvum) (moua) (kau.) 2 400
A26.28.024.001 MT.19.60.2. Buosapsl Ureaplasma (U. Urealyticum, U. parvum) (moua) (kosimu.) 2 460
A26.20.009.002 MT.19.46. BMY 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59 - reHoTUN. (Kay.) 2 1320
A26.20.009.001 TMT.19.75. BMNY Digene-tect (16/18/31/33/35/39/45/51/52/56/58/59/68 Tvnbi) (Koamnu.) 11 8860
A26.20.012.007 IMT.19.76. BMNY Digene-Tect (6/11/42/43/44 tvnbi) (Koamny.) 11 7360
A26.20.009 MT.19.25. BMY Tun 16 (kau.) 2 460
A26.20.009 MT.19.78. BMY Tun 16 (Koawny.) 2 520
A26.20.009 MT.19.26. BMY Tun 18 (kau.) 2 460
A26.20.009 MT.19.88. BMY Tun 18 (Koawny.) 2 520
MT.19.92. BMY Tunbl 16, 18 (kau) 2 860
MT.19.93. BMY Tunbl 16, 18 (kosiny) 2 980



A26.20.009.002

A26.20.009.003

A26.20.009.003

A26.20.009.002

A26.20.030.001
A26.20.030.001

A26.26.017.001
A26.26.017.001
A26.21.044

A26.21.044

A26.20.032

A26.20.032

A26.21.031.001
A26.21.031.001
A26.28.017.001
A26.28.017.001
A26.21.032.001
A26.21.032.002
A26.28.018.001
A26.28.018.002
A26.20.032

A26.20.032

A26.20.022.001
A26.20.022.001
A26.28.015.001
A26.28.015.001
A26.21.039.001

A26.21.030.001
A26.21.030.001
A26.28.016.001
A26.28.016

A26.21.033.001
A26.21.033.002
A26.28.019.001
A26.28.019.002
A26.26.007.001
A26.26.007.001
A26.28.014.001
A26.28.014.001

A26.20.048

A26.06.049.001

IMT.19.27.

IMT.19.57.

IMT.19.47.

'MT.19.28.

'MT.19.30.

'MT.19.90.

'MT.19.29.

'MT.19.89.

IMT.19.19.1.
IMT.19.63.1.
IMT.19.19.2.
IMT.19.63.2.
IMT.19.22.1.
IMT.19.66.1.
IMT.19.22.2.
IMT.19.66.2.
'MT.19.79.

'MT.19.80.

rMT.19.17.1.
rMT.19.61.1.
rMT.19.17.2.
IMT.19.61.2.
rMT.19.18.1.
IMT.19.62.1.
MT.19.18.2.
IMT.19.62.2.
rMT.19.81.

MT.19.82.

IMT.19.21.1.
IMT.19.65.1.
MT.19.21.2.
MT.19.65.2.
MT.19.50.1.
MT.19.50.2.
MT.19.20.1.
IMT.19.64.1.
'MT.19.20.2.
IMT.19.64.2.
MT.19.15.1.
IMT.19.59.1.
MT.19.15.2.
MT.19.59.2.
rMT.19.14.1.
MT.19.58.1.
MT.19.14.2.
MT.19.58.2.

MT.50.2.2087.

MT.27.39.

MT.27.38.

IMT.28.92.

'MT.20.79.

BMY Tunbl 16, 31, 35, 39, 59 (KauecTBEHHbI)
BMY Tunsi 16,18,31,33,35,39,45,51,52,56,58,59 reHoTun. + kKoand. (Metoga Real-
Time) (konny.)

BMY Tunsi 16,18,31,33,35,39,45,51,52,56,58,59 konuny. (Metog Real-Time) (koany.)
BMY Tunbi 18, 33, 45, 52, 58, 67 (KauecTBEHHbI)
BMY Tunbl 51,26 (Kau.)

BMY Tunbl 51,26 (Konny.)

BMY Tunbl 6, 11 (Kau.)

BMY Tunbl 6, 11 (Konuy.)

lapaHepenna sarvHanmc (Masok) (kay.)
lapaHepenna sarMHanuc (Masok) (Koamy.)
lapaHepenna sarnHanmc (Mova) (Kau.)
lapaHepenna sarnHanmc (Mova) (Koamy.)
Kanampa anbbukaHc (Masok) (Kay.)

Kanampaa anbbukaHc (Masok) (koamy.)

Kanampa anbbukaHc (Mova) (Kau.)

Kanampa anbbukaHc (Moya) (Koamy.)
Naktobaktepuu (Lactobacillus spp.) (kay.)
Naktobaktepum (Lactobacillus spp.) (konny.)
MwuKonnasma reHutanmym (Masok) (kau.)
MwuKonnasma reHutanmym (masok) (Koamd.)
MwuKonnasma reHutanmym (moua) (kau.)
Mwukonnasma reHutanmym (Moua) (konmu.)
MuKonna3ma XOMUHUC (Ma30k) (Kau.)
MuKonna3ma XOMUHUC (Ma30K) (Koawy.)
MuKonnasma XoMmuHuc (moua) (Kau.)
MuKonnasma XoMmUHUC (Moya) (Koamy.)
Mo6wunyHkyc (Mobiluncus curtissi) (kau.)
Mo6wunyHkyc (Mobiluncus curtissi) (koany.)
Heliccepus roHopeu (Ma3ok) (kau.)

Heliccepus roHopeu (Ma3ok) (konny.)
Heliccepus roHopeu (mouya) (kau.)

Heliccepus roHopeu (mouya) (konny.)
TpenoHema nannuaym (masok) (Metog, Real-Time) (kau.)
TpenoHema nannuaym (mova) (Metopg Real-Time) (kau.)
TprxomoHac BarmHanuc (Masok) (kau.)
TpuxomoHac BarmHanuc (Masok) (Koauy.)
TpuxomoHac BarmHanuc (moya) (kau.)
TpuxomoHac BaruHanuc (mova) (konuy.)
Ureaplasma species (ma3ok) (kau.)

Ureaplasma species (ma3ok) (konuu.)
Ureaplasma species (mou4a) (kau.)

Ureaplasma species (mou4a) (konuny.)

Xnamuauma tTpaxomaTuc (Masok) (kay.)
Xnamuama TpaxomaTuc (Masok) (konmy.)
Xnamuaumsa Tpaxomatuc (mouya) (kau.)

Xnamuamsa Tpaxomatuc (moua) (konuy.)
10.02.11.0ueHKa BMOLLEHO3a YPOreHUTaNbHOMO TPAKTa

BMOLEHO3 YPOreHUTaIbHOro TPAKTa Y XEeHLWMH Ha 12 rpynn MUKPOOPraHU3moB
(Lactobacillus, Gardnerella vaginalis+Prevotella bivia+ Porphyromonas spp, Candida
spp, Ureaplasma, Mycoplasma hominis, Mycoplasma genitalium, Trichomonas
vaginalis, Neisseria gonorrhoeae, Chlamydia trachomatis, HSV-2, CMV, HSV-1)

demodnop-16 (MccneposaHme MUKPODAOPbI YPOrEHWUTANbHOTO TPAKTA Y MEHLMH
16 nokasateneit: Lactobacillus, Enterocteriaceae, Streptococcus, Staphylococcus,
Gardnerella vaginalis + Prevotella bivia + Porphyromonas spp, Eubacterium,
Sneathia spp + Leptotrichia spp + Fusobacterium spp, Eubacterium, Sneathia spp.+
Leptotrichia spp. + Dialister spp., Lachnobacterium spp+Clostridium spp,
Mobiluncus spp+Corynebacterium spp, Peptostreptococcus spp, Atopobium
vaginae, Candida spp, Mycoplasma hominis, Ureaplasma (urealyticum+pavum),
Mycoplasma genitalium.

demodnop-8 (MccneposaHne MUKPODNOPbI YPOrEHUTANbHOTO TPAKTA Y KEHLMH 8
nokasateneii: Lactobacillus, cem. Enterobacteriaceae, Streptococcus spp,
Gardnerella vaginalis+Prevotella bivia+Porphyromonas spp, Eubacterium spp,
Candida spp.)

10.02.12.inarHocTnKa 3a601eBaHMIA YyPOreHTaNbHOTO TpakTa

®IOPOLIEHO3 KOMMNEKCHBIN (c amarHocTukoit UNMNM: AHK Bacteria, AHK
Lectobacillus spp, AHK Gardnerella vaginalis, IHK Atopobium vaginae; AHK
Enterobacteriaceae, HK Stapylococcus spp, Streptococcus spp; AHK Ureaplasma
parvum, IHK Ureaplasma urealyticum, AHK Mycoplasma hominis; IHK Candida
albicans, AHK Candida glabrata, AHK Candida krusei, fIHK Candida Parapsilosis
tropicalls, AHK Neisseria gonorrhoeae, fHK Chlamydia trachomatis, HK
Mycoplasma genitalium, AHK Trichomonas vaginalis

10.03.CEPO/IOTMA

10.03.01.CKpUHUHT

AT 1 AT K BUY 1/2 (CKPUHUMHT , Kay.)
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580
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1320
580
460
520
460
520
350
400
350
400
350
400
350
400
350
400
350
400
350
400
350
400
350

350
400
350
400
350

350
350
350
400
350

350
400
350
400
350

350
400

2070

2700

1730

2650



A26.06.041.002
A26.06.036.001
A26.06.082

A26.06.034.001
A26.06.034

A26.06.038
A26.06.040.002
A26.06.035
A26.06.039.001
A26.06.039.002

A26.06.041
A26.06.041.001
A26.06.041

A26.06.043.001
A26.06.043

A26.06.044.002
A26.06.044.001

A26.06.082.002
A26.06.082.002
A26.06.082.001
A26.06.082.003
A26.06.082.007
A26.06.082.007

A26.06.113
A26.06.113
A26.06.113
A26.06.018.003
A26.06.018.002
A26.06.018.001

A26.06.057
A26.06.057

A26.06.081.001
A26.06.081.003
A26.06.081.002

A26.06.022.001
A26.06.022.003
A26.06.022.002

A26.06.071.001
A26.06.071.003
A26.06.071.002

A26.06.005
A26.06.005

A26.06.067
A26.06.067

A26.06.045.001
A26.06.045
A26.06.045.002
A26.06.046.001
A26.06.045
A26.06.047.001
A26.06.045
A26.06.045
A26.06.046
A26.06.045.003

A26.06.029.002
A26.06.030
A26.06.031
A26.06.029.001

'MT.20.22.
IMT.20.21.
'MT.20.80.

MT.20.39.
IMT.20.118.

'MT.20.32.
'MT.20.33.
'MT.20.31.
'MT.20.29.
'MT.20.30.

'MT.20.36.
'MT.20.35.
MT.20.34.

'MT.20.37.
'MT.20.38.

'MT.20.82.
'MT.20.81.

'MT.20.26.
MT.20.25.
IMT.20.24.
'MT.20.23.
MT.20.28.
'MT.20.27.

'MT.20.63.
IMT.20.61.
MT.20.62.
IMT.20.41.
IMT.20.42.
'MT.20.43.

IMT.20.126.
MT.20.65.
'MT.20.66.
IMT.20.47.
'MT.20.46.

MT.20.45.
MT.20.44.

MT.20.76.
MT.20.77.
'MT.20.78.

MT.20.58.
MT.20.59.
'MT.20.60.

MT.20.15.
MT.20.16.
MT.20.17.

MT.20.104.
MT.20.125.
MT.20.105.
'MT.20.102.
'MT.20.103.

'MT.20.50.
'MT.20.51.
MT.20.52.
MT.20.53.
'MT.20.54.
MT.20.55.
'MT.20.83.
'MT.50.17.2007.
'MT.50.15.2007.
'MT.50.16.2007.

'MT.20.71.1
'MT.20.85.

'MT.20.69.1
'MT.20.70.1

Fenatut C, anti-HCV cymm. (Kau)

lenatut B, HBs Ag (kau)

Cudunmnc cym. AT (1gG u I1gM) (kau)
10.03.02.Tenatnt A

Fenatut A, anti-HAV IgM (n/kon)

Fenatut A, anti-HAV cym. AT(n/kon)
10.03.03.Tenatnt B

Fenatur B, anti-Hbe (n/kon)

Fenatut B, anti-HBs (kon)

lenatut B, Hbe Ag (kau)

Fenatut B, anti-HBV cor IgM (n/kon)

lenatuT B, anti-HBV cor cymm. (kau)
10.03.04.Tenatnt C

Fenatut C cnekTp aHTUTeN (Kau)

Fenatut C, anti-HCV 1gG asugHocTb (n/Kon)
Fenatut C, anti-HCV IgM (n/kon)
10.03.05.lrenatut D

Fenatut D, anti-HDV IgM (kau)

Fenatut D, anti-HDV cymm. (Kau)
10.03.06.lr'enatnt E

Fenatur E, anti-HEV-IgG (kau

FenatuT E, anti-HEV-IgM (kau)
10.03.07.Cudumnuc

Cuunuc 1gG (n/kon)

Cudunuc IgM (kau)

Cudwnnmc RPR (n/kon)

Cudwununc TPHA (n/kon)

Cudwunnc ummyHo610T IgG (Kau)

Cudwnnnc ummyHobn0T IgM (Kau)
10.03.08.Xnamuguos

Xnamuauma nHesmoHum IgA (n/kon)

Xnamuama nHesmoHum 1gG (n/kon)

Xnamuauma nHesmoHum IgM (n/kon)

Xnamuaua tpaxomatuc 1gG (n/kon)

Xnamuaus tTpaxomatuc IgM (n/kon)

Xnamuaua tpaxomatuc IgA (n/kon)
10.03.09.Mukonnasmos

Mwukonnasma nHeBMOHMM IgA

Mukonnasma nHeBmoHuK IgG (n/kon)
Mukonnasma nHeBmMoHuK IgM (n/kon)
Mukonnasma xomuHuc IgA (n/kon)
Mwukonnasma xomuHuc IgG (n/kon)
10.03.10.Ypeannasmos

Ypeanna3sma ypeanutukym IgA (n/kon)
Ypeanna3sma ypeanutukym IgG (n/kon)
10.03.11.Tokconnasmos

Tokconnasma IgG (kon)

Tokconnasma IgG asuagHocTb (n/kon)
Tokconnasma IgM (kon)
10.03.12.lutomeranosmpycHaa nHpeKLma
Lintomeranosupyc IgG (n/kon)
Lintomeranosupyc IgG asugHocTb (n/kon)
Liutomeranosupyc IgM (n/kon)
10.03.13.KpacHyxa

KpacHyxa 1gG (ko)

KpacHyxa IgG aBuaHocTb (n/kosn)

KpacHyxa IgM (n/konny)
10.03.14.PecnupaTopHble BUPYCHble MHPEKLMn
Apnerosupyc IgG (n/kon)

Agnerosupyc IgM (n/kon.)

Apnerosupyc IgA (n/kon)

PecnunpaTopHbIil cMHUMTUANbHbLIN BUpYC 18G (n/kon)
PecnnpaTopHbIi CMHUMTUANbHDBIN BUPYC IgM (n/kon)
10.03.15.fTepnec

Bupyc npoctoro repneca 118G (kon)

Bupyc npoctoro repneca 1 1gM (n/kon)

Bupyc npocToro repneca 2 1gG (n/kon)

Bupyc npocToro repneca 2 1gG aBuaHocTb (n/kon)
Bupyc npoctoro repneca 2 IgM (n/kon)

Bupyc npoctoro repneca VI tuna IgG (n/kon)
Bupyc npoctoro repneca VIl tuna IgG (n/kon)
Bupyc npoctoro repneca 1,2 1gG (kon)

Bupyc npocToro repneca 1,2 IgG asugHocTb (n/kon)
Bupyc npocToro repneca 1,2 IgM (n/kon.)
10.03.16.B36-uHbeKLMA

Bupyc dnwreliHa-bapp 18G K KancuagHomy Al (kon)
Bupyc dnwreitHa-bapp 1gG k paHHemy ATl (Kon)
Bupyc dnwreiiHa-bapp 1gG K agepHomy AT (n/kon)
Bupyc dnwreitHa-bapp IgM K kancugHomy Al (kon)
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460
350
350

460
810

460
630
630
460
460

1270
980
400

400
400

810
810

460

290
400
2010
2010

580
580
580
580
580
580

1320
630
630
630
630

460
460

630
860
630

580
860
520

580
750
750

580
580
580
580
580

580
580
580
860
580
690
1090
950
1050
900

580
630
580
580



A26.06.084.001
A26.06.084.002

A26.06.056.001

A26.06.103
A26.06.103

A26.06.112.001
A26.06.112.002

A26.06.011.002
A26.06.011.001

A26.06.088.002
A26.06.088.001

A26.06.093
A26.06.094
A26.06.086
A26.06.086

A26.06.012
A26.06.012

A26.06.053

A26.06.121
A26.06.119

A26.06.062
A26.06.080
A26.06.119
A26.06.024

A26.06.077
A26.06.097
A26.06.098
A26.06.098
A26.06.006
A26.19.020
A26.06.033

A26.06.033
A26.06.033

A26.06.026
A26.06.077
A26.06.077
A26.06.032

A26.06.118.001

A26.06.103

MT.20.56.
MT.20.57.

IMT.20.72.
IMT.28.799

'MT.20.18.
'MT.20.88.

MT.20.74.
MT.20.75.

'MT.20.10.
IMT.20.11.

IMT.20.123.
IMT.20.124.

MT.20.9.
'MT.20.8.
MT.20.95.
'MT.20.93.
MT.20.94.

IMT.20.127.
IMT.20.128.

MT.20.115.

MT.20.6.
MT.20.1.

MT.20.3.
MT.20.2.
MT.20.4.
MT.20.5.

'MT.20.13.

'MT.20.91.
MT.20.89.
MT.20.90.

MT.20.129.

MT.20.117.
MT.20.14.
MT.20.86.
MT.20.87.
'MT.20.238

MT.20.106.
MT.20.67.
MT.20.12.
MT.20.49.
MT.20.7.
MT.20.64.
MT.20.116.
MT.20.48.
MT.50.2.1362
'MT.50.83.1295.
MT.50.45.921
'MT.20.154

'MT.20.165

'MT.20.172.
'MT.20.170.

FMT.17.51.

10.03.17.BeTpAHas ocna

Bupyc Bapuuenna-3octep IgG (n/kon)
Bupyc Bapuuenna-3octep IgM (n/kon)
10.03.18.Kopb

Kopb IgG (kon)

CKPUHUHIOBbIM KOMMNAEKC Ha KOpb
10.03.19.Kokntow

Bopaetenna neptyccuc I1gG (n/kon)
Bopaetenna nepryccuc IgA (n/kon)
10.03.20.Mapotut

Mapotut 1gG (n/kon)

Mapotut IgM (n/kon)

10.03.21.Knewesoi boppenvos
Boppennos IgG (n/kon)

Boppennos IgM (n/kon)
10.03.22.KneweBoi sHuedanut

Bupyc knewesoro sHuedanuta IgG (n/kon.)
Bupyc knewesoro sHuedanuta IgM (n/kon.)
10.03.23.UepcuHmno3

Mepcuunos IgA (n/kon)

Mepcnumos IgG (n/kon)

Mepcunua ncesaoTybepkrynesa (n/kon)
MepcuHua sHTepokoanTurka, cepotun O3 (n/kon)
MepcrHua aHTepokonuTuka, cepotun 09 (n/kon)
10.03.24.bpyuennes

Bpyuennes IgG (kau.)

Bpyuennes IgM (kau.)
10.03.25./1eiilumaHmno3

Jlefiwimanuos, 1gG (n/kon)
10.03.26.fenbMUHTO3bI

Ackapugos IgG (n/kon)

[OnddepeHumanbHan anarHocTvka renbMUHTO308 IgG (n/kon) (Tokcokapos IgG,

Onuctopxos IgG, TpuxuHennes IgG, IXMHOKOKKO3 IgG)
OnucTopxo3 IgG (n/kon)

Tokcokapos3 1gG (n/kon)

TpuxuHennes IgG (n/kon)

IXMHOKOKKO3 IgG (n/kon)
10.03.27.CanbmoHennes

CanbmoHennes (rp.A, B, C, [, E, cymm., n/kon)
10.03.28.Wurennes

Lurenna 3oHHe (n/kon)

LWurenna ®nekcHepa 1-5 (n/kon)

Lurenna ®nekcHepa 6 (n/kon)
10.03.29.Acneprunnes

Acneprunnes IgG (kau.)
10.03.30.XenmKkob6aKTepHasA MHPeKLMA
OnpepeneHue aHTureHa HELICOBACTER PYLORI B kane (MDA)
Xenvkobakrep nunopwm IgG (n/kon)
Xenvkobakrep nunopwu IgA (kon)

XenvkobakTtep nunopu IgM (kon)

13C-ypeasHblit AbIxaTeNbHbIV TECT
10.03.31.Apyrune uHdpekummn

Ame6buas 1gG (n/kon)

BptowHoii Tud (Kau)

BptowHoii Tud (n/kon)

KaHnamaa anbbukaHc 1gG (Kau)

Nlamb6anos (cymm. AT, n/kon)

Muko6akTepun Ty6epkynesa (cymm. AT, Kau)
CoinHoit Tnd (n/kon)

TpuxomoHwas IgG (kau)

BopaeTenna neptyccuc v napaneptycecvc (n/kon.)
Bopaetenna nepryccumc IgM (n/kon)

AT v KopuHobaKTepumn andTEPUN (CKPUHHMHT)
KopoHasupyc SARS-CoV-2, aHtutena IgG (n/kon.)

KopoHasupyc SARS-CoV-2, HeliTpanusytowme aHTUTena IgG kK RBD gomeHy S-6enka

(Architect, Abbott) (kon.)

Bupyc rpunna Tuna B IgM (kon)

Bupyc rpunna tuna A IgM (n/kon)
11.MMMYHONOTUYECKUE UCCNELOBAHUA
11.00.01.0CHOBHblE CKPUHHWHIOBbIE NAaHENN

F'yMOpanbHbI UMMYHWUTET (MMMYyHOrN06YAnHBI IgA, IgM, 18G, IgE, uMpRyaunpyiowwme

WMMYHOKOMNIEKCbI, KOMI'IOHeHTbI)
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630
630

630
1300

860
980

630
630

810
810

1090
1090

580
580
860
810
810

860
860

1380

690
1320

520
520

680

920
920

1090

2880
630

920
2900

580
750
580
580
520
580
920
580
860
690
860
1550

1500

1050
1050

3110



A12.06.048

A12.30.012.005

A12.06.001

A12.30.012.006

A12.30.012.006

A12.30.012.006

A12.30.012.006

A12.30.012.006
A12.30.012.006

A09.05.054.003
A09.05.054.004
A09.05.054.002
A09.05.054.001

A12.05.109

A12.05.108
A09.05.075.001
A09.05.075.002

A09.05.074

A12.30.012.007
A12.06.073

A12.06.077
A12.06.077
A12.06.077
A12.06.077

A12.06.078
A12.06.078
A12.06.078
A12.06.078

A12.06.079
A12.06.079
A12.06.079
A12.06.079
A12.06.079
A12.06.079

MT.27.960.

IMT.17.61.

rMT.17.9.

FMT.17.50.

IMT.17.54.

IMT.17.47.

MT.50.2.2002.

TMT.17.43.

IMT.17.44.

TMT.17.42.

TMT.17.56.
IMT.17.53.

'MT.50.12.1385.
'MT.50.13.1385.
'MT.50.13.2007.

IMT.17.2.
IMT.17.1.
IMT.17.37.
'MT.17.40.
'MT.17.38.
'MT.17.39.

'MT.50.10.1385.
'MT.50.11.1385.

IMT.17.5.
IMT.17.57.

'MT.17.58.
IMT.17.4.
'MT.17.60
IMT.17.6.
IMT.17.41.

IMT.17.13.
IMT.17.14.
IMT.17.16.
IMT.17.15.

IMT.17.22.
IMT.17.25.
IMT.17.23.
IMT.17.24.

IMT.17.27.
IMT.17.29.
'MT.17.30.
'MT.17.36.
IMT.17.32.
IMT.17.33.

MMMYHHBIV CTaTyC (CKPUHUHT) (ParoumTapHan akTUBHOCTb I€MKOLMTOB, KNETOYHbIN
VMMYHUTET, UMMYHOT106yAuH IGE 06Lwmii, MMMyHOrN06YauHbI IgA, IgM, IgG)

MMMYHHBIV CTaTyC paclIMPEHHbIV (MMMYHOPErynaTOPHbIN MHAEKC,
MMMYHOrN06ynuHbl IgA, IgM, 18G; MMMmyHOornobynut IgE obwmit; daroumtapHas
AKTUBHOCTb NeikouuToB; fleiikounTapas dopmyna; T-nmdpouutsl (CD3+); T-xennepsbl
(CD3+CD4+); T-umtoTOKCHYECKMe KneTkn (CD3+CD8+); T-perynatopbl KNETKK
(CD4+CD25+CD127neg); T-akTMBUpOBaHHbIe KneTkun (CD3+HLA+DR+CD38+); NK-
Kknetkn (CD16+/56); NK akTMBmMpoBaHHble KneTku (CD3-CD8+CD38+); NK 1 B-
aKTMBUPOBAHHble KneTku (CD3+HLA-DR); B-numdoumntbl (CD19+); B-KNeTkn namatu
(CD19+CD5-CD27+); Bl-numdouuTsl (CD19+CD5+); B2-numdoumTsl (CD19+CD5-
);Onpeaenexune nutepdpepoHos ("anbda”, "ramma", "cbIBOPOTOUHBIN, CNOHTaHHbIN);
Linpkynumpytowme nmmyHokomnaekcbl; KomnoHeHTbl komnaemeHTa C3 u C4; T-
AKTUBHbIE KNETKM C MapKEePOM paHHen akTuBHocTH (CD3+CD25+); T-xennepbl
AKTMBUPOBAHHbIE C MAaPKEPOM paHHen akTuBHOCTU (CD3+CD4+CD25+)
Onpegenexune nHtepdepoHos ("anbda”, "ramma", "cbiBOPOTOUHBIN",
CMOHTaHHbIN").

KneTouHblii UmmyHUTET (T-"umdoumTsl, T-xennepsbl, T-UUTOTOKCUYECKUE KNETKH,
MMMYHOpPErynaTopHbiit MHAEKC, B)

11.00.02.40n0NHUTENIbHBIE KOMMNIEKCbI

AKTMBMPOBaHHbIE MMboLUTbI (T-NumbouunTbl, T-xennepsl, T-UUTOTOKCUYECKUE
KNETKU, UMMYHOPEryaaTOPHbIA MHAEKC)

MMMYHOpPerynaTopHblii MUHAEKC ANA OLEHKU UMMYHHOrO cTaTyca U 3GpbeKTUBHOCTH
Tepanuu (MMMyHoperynaTopHbIi MHAEKC, T-niumdoumTsl, T-xennepsl, T-
LMTOTOKCUYECKHE)

MccnepoBaHue NnapameTpoB UMMYHHOTO CTaTyca: onpeaeneHue abcontoTHbIX
Konmuects CD4+CD8+CD3 numodoumTos y naumeHtos ¢ BUY (CMUI Ha npoToYHOM
uutodatoopumeTp)

MccneposaHue cybnonynaummn B-numboumntos

(CD19+CD5+, CD19+CD5-, CD19+CD5-CD27+)

KneTtouHble peuentopbl AMMOOMAHOMN TKAHU

ofB-T v y8-T: (CD3+aB-TcR+yd-TcR, CD3+yS-TcR+af-TcR-)

OueHKa COCTOAHMA T-KNETOYHOTO 3BEHA UMMYHUTETA:

(T-numdouutsl (CD3+CD19-), T-xennepbl (CD3+CD4+CD45+)

PaHHAA akTMBaUmA T-KNETOK U T-perynaTopHbie IMMbOoLmTLI

LnToKMHbI (paKTOp HEKPO3a ONYXONU, UHTEPAENKUH-10, UHTEPNEMKUH-6)
11.00.03.UHamMBUAYaNbHBIE UMMYHOOTUYECKME TECTbI

MmmyHornobynunH IgM

MmmyHornobynut IgG

MmmyHornobynut IgA

MmmyHornobynuH IgE obumii

MmmyHornobynuubl IgA, IgM, 18G

NHTepneikunH 1 6eTa

NHTepneiknH 10

NHTepnenkuH 6

NHTepnenkuH 8

KomnoHeHT KomnnemeHTa: C3

KomnoHeHT kKomnnemeHTa: C4

KomnoHeHTbl KomniemeHTa C3, C4

JleikounTapHO-T-1MMbOLMUTaPHbIN MHAEKC (BMECTe C KneT. UMMyHUTETOM)
JINMUN Kanbd-Kanuda (Bmecte ¢ neikoumt. ®-1oi.)

CopepxaHue LUKUK IgG, IgM

T-xennepbl (CD3+CD4+)

darouuTapHan akTMBHOCTb IEMKOLUTOB

®HO/TNFa (PakTop HEKpO3a onyxosiu)

11.00.04.4yBCTBUTENILHOCTb K Mpenapatam uHTepdepoHa: (Ha3HayaTb TONbKO
BMecTe C uccnegosaHvem "Onpegenexve nHtepdepoHos"):

FammacdepoH (MHrapoH)

NHTpOH

PeanbgyupoH

PeadepoH (BudepoH)

11.00.05.4yBCTBUTE/NILHOCTb K MHAYKTOPaM MHTEpdEpOHa (HasHayaTb TONbKO
BMecTe C uccnegosaHviem "OnpegenexHve nHtepdepoHos"):

AMMKCUH

Karouen

Heosup

LiuknodepoH

11.00.06.4yBCTBUTENILHOCTD K UMMYHOMOAYNATOPAM (Ha3HayaTb TO/IbKO BMECTE C
vccnegosaHuem "OnpegeneHune nHtepdepoHos"):

lanasut

UmmyHan

NmmyHodaH

MUmyHopuKc

JNlukonug,

MonvokcnaoHui

15

14
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15
15
15
15

15
15
15
15

15
15
15
15
15
15

5520

14700

2880

4600

6670

3680

3220

2880

3570

5290
1840
5180

350
350
750
810
1840
1840
1840
1840
420
420
860

120
120
1090
1610
920
2240

750
750
750
750

750
750
750
750

750
750
750
750
750
750



A12.06.079

A12.06.046
A12.06.018
A12.06.017
A12.06.045

A12.06.020
A12.06.039

A12.06.020

A12.06.020

A12.06.023

A12.06.013

A12.06.029

A12.06.030
A12.06.030
A12.06.065
A12.06.065
A12.06.029

A12.06.036

A12.06.024
A12.06.024

A12.06.024
A12.06.059

A12.06.055
A12.06.055
A12.06.066

A12.06.010.001
A12.06.010.002
A12.06.061

A12.06.010.001

A12.06.012.002

A12.06.040

A12.06.010
A12.06.010

A12.06.026
A12.06.035
A12.06.026

A12.06.010

A12.06.051

MT.17.35.

IMT.26.3.
MT.26.40.
IMT.26.1.
IMT.26.2.

'MT.26.30.
IMT.26.29.
'MT.26.28.

FMT.26.183.

'MT.26.82.
'MT.26.176.
'MT.26.201.

'MT.26.161.

'MT.26.162.

'MT.26.6.
'MT.26.8.
MT.26.5.
IMT.26.4.
'MT.50.21.2181
'MT.50.20.2181
FMT.50.1.2202.
MT.50.4.1289.

FMT.26.163.

MT.50.4.1385.
'MT.20.167.

FMT.26.127.

'MT.26.184.
'MT.50.24.2181

TMT.26.26.
FMT.26.27.
MT.26.165.
'MT.26.196.
'MT.26.197.
'MT.50.25.2181
'MT.50.26.2181

IMT.26.11.
'MT.26.10.
IMT.26.12.

'MT.26.200.

'MT.26.205.

IMT.26.21.
'MT.26.18.
'MT.26.20.
'MT.26.19.

MT.26.9.
'MT.50.13.2181

TMT.26.23.
FMT.26.22.
'MT.26.25.
MT.50.4.2215.
'MT.26.182.
'MT.26.203.
'MT.26.202.

MT.50.2.2215.

IMT.26.13.

IMT.26.7.
IMT.26.14.
IMT.26.15.

TumoreH

12. AYTOUMMYHHAA ANATHOCTUKA
12.00.01.lLnTOBMAHAA Kene3a

AT K peuentopam TTI (kon)

AT-MAT (aHTUTENa K MMKPOCOMasIbHOM dpaKLmm TMpoUMTOoB) (Kon)
AT-TT (kon)

AT-TNO (kon)

12.00.02.Moaxenyao4Han xenesa

AT - GAD (kon)

AT K 6eTa-KneTkam noaxKenyao4How xenesbl (Kon)

AT K MHCYNUHY (Kon)

AHTWTENA K OCTPOBKOBbIM K/IETKaM NOAKeNYA04HOW enesbl (ICA) meTogom HPUD
(n/kon.)

AHTUTENA K TMPO3KH docdaTase (I1A-2)

AT K OCHOBHbIM aHTUrEHaM OCTPOBKOBbIX KNeTok (GAD/IA-2)
AT K 3K30KPMHHOM 4acTW NOAKENYA0UHOM »enesbl (n/kon.)
12.00.03.Cepaue

AHTUTENA K MUOKapAy € onpeseneHnem Tuna cBeyeHus
12.00.04.TpomboumToneHnn

AHTWUTENA K TpOMbOUMTam, meTos HPUD
12.00.05.AHTUDOCHONMNUAHBIA CUHAPOM

AT K KapAWONUNUHY (CKpuH. 18G, IgM, IgA)

AT K npoTpombuHy (cKpuH. IgG, 1gM, IgA)

AT K pocdonunugam I1gG (kon)

AT K pocdonunuagam IgM (kon)

AHTUTENA K aHHeKcuHy V 1gG

AHTUTENA K aHHeKcuHy V IgM

AT K KapavonunuHy IgA (kon)

AT K ®C-npoTpombuHosomy komnnekcy (PS-PT), 18G n IgM
12.00.06.AyTOMMMYHHbI renaTut

AHTWTENA K MUKPOCOMaMm neyeHun-noyku (LKM-1) metogom HPU®D Ha TpoitHom
cybcTparte

AHTUTENA K UMTONNA3MATUYECKOMY aHTUTEHY NeYeHn

AT K rnagroit myckynatype (ASMA) (n/kon)

AT K aHTUreHam ayTOMMMYHHbIX 3abonesaHuit neyeum (PDC-AMA-M2, M2-3E,
SLA/LP, LC-1, LKM-1, Sp-100, PML, gp210, Ro-52)

AT K acManornMkonpoTenHosomy peuentopy (aHTU-ASGPR)
OnpegaeneHune cogepaHua nogknacca lgG4
12.00.07.Uenunakus

AT K ranaguny IgA (Kon)

AT K ravaguny 1gG (kon)

AT K aHgomu3uio IgA v 1gG (EMA) (kau)

AT K Ae3aMnaMpoBaHHbIM NenTuaam ranagvHa IgA

AT K Ae3aMngnpoBaHHbIM NenTuaam ravagvHa lgG

AT K TKaHeBOW TpaHcrayTamuHase, IgA (kos.)

AT K TKaHeBO1 TpaHcrnyTamuHase, IgG (n/kon.)
12.00.08.CuctemHas KpacHaa BoaYaHKa

AT K aycnupanbHoit HK (kon. I1gG)

AT K ogHocnupanbHo AHK (Kon. IgG)

AT K 3KCTparMpoBaHHbIM aaepHbim Al (Kon)

AT Kk gsycnupanbHoit HK Ha Crithidia lucilia, noarsepskaesne HPU® (n/kon.)
AT K aumdoumtam (n/kon.)

12.00.09.CuctemHas cknepogepmma

AHTULEHTPOMEpPHble AT (Kon. IgG)

AT K aHTureny Scl-70 (kon. IgG)

AT K HyKkneocomam (Kon. IgG)

AT K umTtonnasmartuyeckomy Al Jo-1 (kon. I1gG)

12.00.10.AyToMMMYHHble 3a6oneBaHusa KT

AHTUHYKNeapHble AT (Kon. IgG)

AHTUHYKNEAPHbIA GaKTOp Ha KneTouHom AnHum HEp-2 c onpeaeneHmem 6 TMNos
cBeyeHun

AT K BHyTpeHHemy dakTopy (ko)

AT K mutoxoHapmam (kon. 1gG)

AT K napuetanbHbiMm KaeTkam (Kon. IgG)

AT K Saccharomyces cerevisiae (ASCA) IgA

AT K Saccharomyces cerevisiae (ASCA) 1gG

AT K aHTUreHy GP2, IgG n IgA (npu 6onesHn KpoHa) (kon.)
AT K 60KaN0BUAHBIM KNETKaM KuLedHuKa (n/kon)

MMMYHOB10T aHTUHYKNeapHbIX aHTuTen (aHTureHbl Sm, RNP/Sm, SS-A (60 ka/52
k[a), SS-B, Scl-70, PM-Scl, PCNA, CENT-B, Jo-1, dsDNA/ructoH/, Hykneocomsl, Rib
12.00.11./1ekapcTBEHHAA BONYAHKaA

AT K ructoHam (Kon. 1gG)

12.00.12.MapKepbl ayTOMMMYHHbIX 3a601€BaHMI1, acCOLMMPOBaHHbIX ¢ CKB
AT K 6eTa-2-rankonpoTenHy (ckpuH. 1gG, IgM, 1gA)

AT K umtonnasmatuyeckomy Al SS-A (RO) (kon. IgG)

AT K umTtonnasmatuyeckomy Al SS-B (La) (kon. 18G)
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750

1900
860
630
630

1960
1380
750

1800
1740
1700
1600

1150

1320

810
810
750
810
1370
1370
1040
1450

2070
1610
1840

1700
1700
1850

750
750
1210
990
990
1200
1200

980
1040
1040

1500
1720

1040
1040
1040
1040

1090

1730
1210

1550
860
1250
1250
2100
1860

4360

1090

1090

1090
1090



A12.06.057
A12.06.061
A12.06.009
A12.06.009

A12.06.033

A12.06.028

A12.06.038

A12.06.071

A12.06.037

A12.06.037

A12.06.037
A12.06.037
A12.06.037
A12.06.053

A12.06.062
A12.06.063
A12.06.052

A09.04.003

A09.05.122

A12.06.074
A12.06.025

A12.06.064
A12.06.021

A12.06.037
A12.06.029

B03.040.001
A12.06.030

A12.06.009
A12.06.009
A12.06.023

IMT.26.16.
IMT.26.17.

IMT.26.24.
IMT.26.170.

IMT.26.198.
'MT.50.23.2181

IMT.26.31.
MT.26.36.
'MT.26.38.
IMT.26.37.
IMT.26.171.
IMT.26.195.
'MT.50.27.2181

IMT.26.33.
IMT.50.51.2181

'MT.50.22.2181
IMT.26.191.
IMT.26.192.
IMT.26.174.
IMT.26.175.

MT.26.34.
MT.26.160.

MT.26.35.

IMT.26.81.

MT.26.206.
MT.26.207.
IMT.26.115.

IMT.26.114.

IMT.20.113.
IMT.26.177.
MT.26.180.
IMT.26.181.
IMT.26.178.
MT.26.179.
IMT.26.173.

IMT.26.166.

IMT.26.168.
IMT.26.169.
MT.26.210.
MT.26.208.
MT.26.188.

MT.26.209.

IMT.26.117.
IMT.26.116.
MT.26.167.
IMT.26.118.

IMT.26.121.

'MT.26.120.
'MT.26.119.

'MT.26.66.
'MT.26.77.

IMT.26.52.

'MT.26.76.
'MT.26.63.
'MT.26.60.

rMT.26.71.

'MT.26.79.
'MT.26.74.
'MT.26.54.

AT K aKcTparmpyemomy sgepHomy Al Sm (kon. IgG)

AT K aKcTparvpyembim agepHbim AT RNP\Sm (kos. I1gG)
12.00.13.AyTOMMMYHHble 3a60/1eBaHNA NOYeEK

AT K 6a3anbHoit membpaHe rnomepynapHoro annapata (Kon. 1gG)

AHTUTENA K peuenTopy dpocdonunnasbl A2 (MembpaHO3HbIN rnomepynonodpput)
AT K CTeponanpoAyLMPYIOWMM KaeTkam Hagnodedruka (ACMK) (n/kon.)
AT k C1q daKTOpy KOMNAEMEHTa

12.00.14.MonoBas cdhepa

AHTUCNEepManbHble AT (Kon)

AT K TKaHM ANYHKKa, Ig A (Kau)

AT K TKaHU AWYHKKA, IgG (Kau)

AT K TKaHU AnYHKKa, IgM (Kau)

AHTHTENa K XY 18G, IgM (n/kon.)

AT K CTepomna-npoayuMpyoLmMM KneTkam andka (ACKIM-Testis)

AT K cTepona-npoayumpyoLwmm KneTkam anyHmuka (ACKM-Ovary)
12.00.15.CucTeMHble BaCKyauUTbl

AT K umtonnasme Heitpodunos (AHLIA) (n/kon. 1gG)

AHTUHENTPOOUAbHbIE UMTONNA3MaTUYEeCKKe aHTuTena, IgG (ANCA), Combi 6
AT K kKnetkam cocyamcroro aHgotenms (HUVEC)

AT K muenonepokcugase (aHTM—MIMO)

AT K npoTteunHase-3 (aHTu-MP-3)

AT K umTonnasme HeiTpodunos (AHLA) IgA

AT K umTonnasme Hentpodunos (LAHLIA/NAHLIA) IgG meTogom HPUD
12.00.16.PeBMaTOMAHbIV apTPUT

AHTU-MCV (AHTUTENA K LUTPYANIMHUPOBAHHOMY BUMEHTUHY) (Kon. 1gG)
AHTUKepaTUHOBbIE aHTUTeNa

AnTuTena CCP (AHTUTENA K LMKAMYECKOMY LMTPYANUH COAEPXKaLLemMy nentuay)
(kon)

AHTUNEPUHYKNEAPHbIN paKTop

AT K Sa-aHTureHy

AT peBmaTtongHoro daktopa, IgA

Kpuctannbl CMHOBMaNbHOWM KMUAKOCTM

OnMromepHbIin MaTpUKCcHbIN 6enok xpawa (COMP) (anMarHocTuka octeoapTposa)
12.00.17.3aboneBaHnA KOXM

AT K MEXXKNEeTOYHOMY BelecTBy U 6a3anbHoi membpaHe KoKu (Kau)

AT K 6a3anbHOIN MeMbpaHe KoM MeToaoM HPUD

AT k 6enky BP 180

AT k 6enky BP 230

AT k gecmornenHy 1

AT Kk aecmornenHy 3

AT K 4eCMOCOMaMm KoM meTofom HPUD

12.00.18. Capkonpao3

AKTUBHOCTb aHTMOTEH3WH-NIPeBpaLLatoLLero GepmeHTa (AMarHocTMKa capkomaosa)
12.00.19. HeBponormyeckme ayTouMMyHHble 3aboneBaHus

AHTWTeNa K aLeTUAX0MHOBOMY peLenTopy (AxP)

AHTUTENA K CKeNeTHbIM Mbiluuam (ACM)

AT K Kanuesbim KaHanam (LGI1 n CASPR2) (n/kon.)

AT k MUSK peuentopy

AT k NMDA rntotamaTHOMY peLienTopy

AT K aHTUreHam MUennHa MeToA0M HENPAMO UMMyHOoOopecLeHLmMK (n/Kon.)
MHAaekc anbbymuHa (npoHuuaemocts MB) (1MKBOP v KPOBb)

ONMroKNOHaNbHbIA UMMYHOTN06YNH I8G (TMKBOP U KpPOBb)

OnpepeneHue aksanopwmHa - 4 (NMO) knacca IgG

12.00.20. Cuctema KomnaemeHTa

1gG-UMMYHHble KOMNIEKebl (MeTog, ceasbiBaHua ¢ Clq (C1lg-1gG)

AYTOMMMYHHaA UMMYHOKOMM/IEKCHAA natonorusa (komnaemeHt CH-50 n C1Q-1gG-
1K)

NHrmbuTop C1INH (AMarHoCTMKa KpanuBHMULLbI M AHTMOHEBPOTUYECKOTO OTeKa)
0O6Lwan remonnTUyeckan cnocobHoCTb cbiBOpoTKM (CH-50)

12.00.21.KoMnneKcHan AMarHoCcTMKa ayTOMMMYHHbIX M CUCTEMHbIX 3360/1€BaHMi
AHTUHENTPOOUNbHbIE aHTUTENA
AHTUTENA K KapANOAUNUHY Knaccos 1gG n IgM

AHTWUTENA K OCHOBHbIM aHTUreHam CKB (aHTuTena K ac4HK 1 Hykneocomam)
AHTUdOCHONMNUAHBIE aHTUTEN]

BbifABNEeHME aHTUTEN K PETUKYNHY Knaccos I1gG u IgA

[MarHocTMKa ayTouMmyHHOro nopaxeHus noyek (AHUA, BMK, AH®)
[uarHocTuka 6bicTponporpeccupytoutero rnomepynoHedputa (AHLA v aHTUTeNa K
BMK)

[MarHocTKa BoCnannTeNbHbIX MUOKapanonaTtuii (Mio u AMA)

[uarHocTika BTopu4Horo aHtudochonunuaHoro cuHapoma (AK/1 n AH®)
[MarHocTnKa rpaHynemaTosHbix Backyauntos (AH® n AHLA)
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980
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1090
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1490

1210
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1690
1300
1300
1200
1490

1840
2650

2760
1190
1650
1300
1460
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2300
1850
2350
2350
2350
2350
2350

2390

5600
1250
6200
5500
4200

1820
1650
5020
2920

1450

2550

2150
1550

3680
2190

2300
5410
1610
3910

3220
2760
3910
3110



A12.06.009
B03.040.001

A12.06.030

A12.06.024

A09.28.030.002

A09.05.106.003

A12.06.024

A09.28.028

A09.28.028

A12.06.010

A12.06.030

A12.06.025

A09.28.030.002
A09.28.028
A09.05.106
A09.28.028
A09.05.106

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118
A09.05.118
A09.05.118

A09.05.118

A09.05.118

A09.05.118
A09.05.118

MT.26.58.

MT.26.68.

IMT.26.53.

IMT.26.55.

IMT.26.67.
IMT.26.78.

IMT.26.56.

IMT.26.62.
IMT.26.61.

IMT.26.72.

IMT.26.75.
IMT.26.73.

MT.26.59.

MT.26.65.

TMT.26.64.

'MT.26.70.
IMT.11.14.
TMT.26.57.
'MT.26.80.
TMT.26.69.
FMT.26.51.
FMT.26.171

FMT.26.187.

FMT.26.111.

IMT.26.112.

MT.26.186.

MT.26.185.

MT.26.73.1.
rMT.11.14.1.
MT.50.19.2181
MT.26.80.1.
MT.50.28.2181

IMT.26.51.1.

'MT.40.2.

MT.40.1.

MT.40.57.

MT.40.33.

'MT.40.65.
'MT.40.63.1.
'MT.40.63.

MT.40.5.

IMT.41.48.

IMT.41.19.
IMT.41.7.

[MarHocT1Ka ny3bIpHbIX epPMaTo30B (ayTOaHTUTENa K aHTUTeHaM KOXK)

OnddepeHumanbHan amarHoctvka 6one3Hn KpoHa u a3seHHoro koauta (AHLIA 18G
1 ASCA IgA)_new

KomburHMpoBaHHOe o06cnefoBaHue Npu BOCNanuTeNbHbIX 3a601eBaHUAX
KuwedHuka (AHUA 1gG/1gA, ASCA (IgG/IgA)

KomnneKcHbIl TeCT AUarHOCTUKU PacCeAHHOTO CKNepo3a (OIMroKA0HaNbHbI IgG U1
cBo60AHbIE Nerkve uenw)

Ob6cnepoBaHve Npu BONYAHOYHOM HedpuTe

O6cneposanue npu CKB (AH®, aciHK 1 AK/)

MonHoe ceponoruyeckoe obcnesosaHne npu uennakum (AJA, TTT, APA, ATA)
Pa3BepHyTan guarHocTuka aHTudochonunuaHoro cuHapoma (AH®, aHTuTeNa K
Kapauonununy 1gG/IgM, 6eta2

PasBepHyTan ceponorna ayToMMMyHHbIX 3a6oneBaHUii neyeHu

Pa3BepHyToe o6cnefoBaHMe NPU NONMHEBPUTAX (CKPUHUHT NapanpoTenHa, AH®,
AHLA, ENA, aHTM-GM1, GD1b, GQ)

PasBepHyTOE ceponornyeckoe obcnenoBaHMe NPU NOTUMUO3NUTE C KOMMEHTapUeEM
(AH®, ENA, aHTK-Mi-2, Ku, Pm)

CBoboaHble nerkue Kanna v nambaa Lenu MmyHornobyanHos B moye

CeoboHble ferkve Kanna/nambéaa uenu UMMyHor06yIMHOB B CbIBOPOTKE KPOBM
Cso6ogHble nerkve nambaa/Kkanna Lenm MMMyHorno6yiMHoB B
uepebpocnuHanbHol )kuaroctn( CeoboaHble Nambaa-Len UMMyHOr106yAnHOB B
CMMHHOMO3roBOW *KUAKOCTM CBOGOAHbIE Kanna-Lenu MMMYHOr106yAnHOB B
CMUHHOMO3rOBOW KUAKOCTU

CKPUHWUHT ayTOMMMYHHOTO nopaxeHus nedyernn (AH®, AMA, ATMA, LKM, AMNKK)
CKpUHUHT 6onesHei coegnuHMTenbHOM TKaHU (AH® 1 ENA-CKpuH)

CKPUHWHI M-TPAOMEHTA (6enka Bec-[xoHca) B MOYE

CKpUHUHT uenunakum (AAT IgG n TTI2 IgA)

TunuposaHue M-rpagueHTa (6enka beHc-[KoHca) B moye

YTOuHeHue guarHosa uennakum (ASA n TTT)

dnekTpodopes 6e1KOB MOUM C ONpeaeneHnem Trna NpPoTeNHYpPUn

AnTuTEna u XY IgG, gM (n/kon.)

AHTUHENpOHanbHble aHTuTena (AHTH-Yol, Hu, Ri, PNMA2 (Ma2/Ta), CV2,
AMmondU3NH), AMArHOCTMKA NapaHeonnacTMYeckux sHuedanmTos

AHTUHYKNeapHble aHTUTeNa Npu cknepogepmun (Scl-70, CENP A, CENP B, RP 11, RP
155, ¢pubpunnapmH, NOR 90, Th/To, PM-Sc 100, PM-Scl 75, Ku, PDGR, Ro-52) n

AHTndochonmnugHole aHTuTena (AT 6eTa-2-ramkonpoTenHy IgM, IgG, aHHeKcuHy V
I1gM, IgG, npoTpombuHy IgM, 18G, K/1,dC, X, dU, OK, CD), ummyHobnoT

AT npu nonumunosute: AT kK Mi-2, Ku, PM-Scl100, PM-Scl75, SRP, aHTUCMHTETa3Hble
aHTutena (Jo-1, PL-7, PL-12, EJ, OJ) v aHTWTENA K RO-52

[narHocT1Ka BocnanuTenbHbIX NoanHespuTos (AT K raHrimosvaam GM1,GM2,
GM3, GM4, GD1a, GD1b, GD2, GD3, GT1a, GT1b, GQlb, cynbdatnay) 1gG/1gM

CBo6oaHble Nerkve Kanna u ambéaa Lenv MMMyHOr106yIMHOB (CyToYHan moua)
CKpUHUHT M-TpagueHTa (6enka beHc-[koHca) (cyTouHas moya)

CKPWHUHT NapanpoTeMHeMUI B CbIBOPOTKE KPOBM C MOMOLLbIO MMMYHOGMKCaLmm
TunuposaHue M-rpaamnerTa (6enka beHc-[skoHca) (cyTouHas moya)

TunupoBaHWe NapanpoTenHa B CIBOPOTKE KPOBM C MOMOLLbI0 MMMYHODMKCALMK

InekTpodopes 6eNKOB MOUM C ONpeaeneHnem TUNa NPOTEMHYPUM (CyToUHaA Moya)
13.ANATHOCTUKA AZINEPTUN

13.01.TEXHONOIMA IMMUNOCAP

13.01.01.1 3TAN MNepBuYHbIE TECTbI HA ANNEPTUIO (CKPUHWMHT)

CMecb annepreHoB NULLM (AWYHBIA 6eN0K, MONOKO, TPECKa, NWEHULA, apaxuc, con)
IgE (FX5, ImmunoCAP)

Cmecb MUKpockonuyeckmnx rpubos (Penicil. notatum, Cladosporium herbarum,
Asper. fumigatus, Candida a

CMeCb MACHbIX MPOAYKTOB: CBUHWMHA, roBaauHa, Kypuua IgE (FX73, ImmunoCAP)

Cmecb dpykToBas Nel: anenbcuH, a6noko, 6aHaH, nepcuk IgE (FX15, ImmunoCAP)
TpunTasa IgE (ImmunoCAP)

daguaton (ImmunoCAP) KanuanapHas Kposb

daguaton IgE (ImmunoCAP).

Cmecb annepreHos naecenu (Penicillium notatum, Cladosporium herbarum,
Aspergillus fumigatus, Alternaria alternata), IgE, 06w pesyabtat (MX1,ImmunoCAP)
13.01.02.2 3TAI BbifsBNEeHME MHAMBUAYA/IBHOTO asnnepreHa

Alternaria alternata IgE (M6, ImmunoCAP).

Aspergillus flavus IgE (M228, ImmunoCAP).

Aspergillus fumigatus IgE (M3, ImmunoCAP).
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1040

5400

3850

5090
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1400
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1890
3600
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1750

2010

2010

1550

1550
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A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

IMT.40.324.
IMT.41.11.
IMT.41.5.
IMT.41.1.
IMT.41.9.
IMT.41.3.
IMT.41.15.
IMT.41.13.
IMT.41.173.
TMT.41.473.
IMT.41.183.
IMT.41.283.
IMT.41.181.
IMT.41.185.
IMT.41.103.
IMT.41.243.
IMT.41.189.
IMT.41.187.
IMT.41.463.
IMT.41.379.
IMT.41.113.
IMT.41.199.
IMT.41.279.
IMT.41.191.
IMT.41.393.
IMT.41.295.
IMT.41.193.
MT.41.85.
IMT.41.115.
IMT.41.151.
IMT.41.153.
IMT.41.233.
IMT.41.261.
IMT.41.201.
IMT.41.37.
IMT.41.77.
IMT.41.409.
IMT.41.465.
IMT.41.289.
IMT.41.483.
IMT.41.207.
IMT.41.139.
IMT.41.109.
IMT.41.481.
IMT.41.445.
FMT.41.213.
IMT.41.469.
IMT.41.167.
IMT.41.263.
IMT.41.219.
IMT.41.215.
IMT.41.221.
IMT.41.269.
MT.41.259.
IMT.41.411.
MT.41.89.
IMT.41.97.
MT.41.101.
MT.41.99.
MT.41.375.
MT.41.385.
MT.41.241.
MT.41.485.
MT.41.277.
MT.41.237.
MT.41.69.
MT.41.78.
MT.41.223.
MT.41.471.
MT.41.475.
MT.41.479.
MT.41.55.
MT.41.91.
MT.41.477.
MT.41.239.
MT.41.377.
MT.41.143.
MT.41.423.
MT.41.145.

Botrytis cinerea IgE (M7, ImmunoCAP)
Candida albicans IgE (M5, ImmunoCAP).
Cladosporium herbarum IgE (M2, ImmunoCAP).
Helmintosporium halodes IgE (M8, ImmunoCAP).
Mucor racemosus IgE (M4, ImmunoCAP).
Penicillium notatum IgE (M1, ImmunoCAP).
Pityrosporum orbiculare IgE (M70, ImmunoCAP).
Rhizopus nigricans IgE (M11, ImmunoCAP).
Abpukoc IgE (F237, ImmunoCAP).

Am6po3msa Bbicokas IgE (W1, ImmunoCAP).
AnenbcuH IgE (F33, ImmunoCAP).

Apaxuc IgE (F13, ImmunoCAP).

Apbys IgE (F329, ImmunoCAP)..

BaHaH IgE (F92, ImmunoCAP)

Bo6bi coesble IgE (F14, ImmunoCAP).
Bpokkonw IgE (F260, ImmunoCAP).

BuHorpag, IgE (F259, ImmunoCAP).

BuwHs IgE (F242, ImmunoCAP).

Bn3 IgE (T45, ImmunoCAP).

FosaguHa IgE (F27, ImmunoCAP)

Fopox IgE (F12, ImmunoCAP).

IpenndpyT IgE (F209, ImmunoCAP).

Ipeukuit opex IgE (F256, ImmunoCAP).

Mpywa IgE (F94, ImmunoCAP).

[JomawHas nbinb (Hollister-Stier Labs.) IgE (H2, ImmunoCAP)
[Opoxku IgE (FA5, ImmunoCAP).

[ObiHA IgE (F87, ImmunoCAP).

enTok AnuHbll IgE (F75, ImmunoCAP).

Kakao IgE (F93, ImmunoCAP).

Kanbmap IgE (F258, ImmunoCAP).

Kam6ana IgE (F254, ImmunoCAP).

Kanycra IgE (F216, ImmunoCAP).

Kaptodens IgE (F35, ImmunoCAP).

Kuswm IgE (F84, ImmunoCAP).

Knew, pomaluHeint nbinv Euroglyphus maynei IgE (D74, ImmunoCAP)
Ko3sbe monoko IgE (F300, ImmunoCAP).

Komap IgE (171, ImmunoCAP).

Koctep IgE (G11, ImmunoCAP).

Kode IgE (F221, ImmunoCAP).

Kpanwvsa agysomas IgE (W20, ImmunoCAP).
KpacHaa cmopogauHa IgE (F322, ImmunoCAP).
KpeseTku IgE (F24, ImmunoCAP).

KyKkypys3a IgE (F8, ImmunoCAP).

Nebepa yeyesnuesngHasn IgE (W15, ImmunoCAP).
NewwmHa IgE (T4, ImmunoCAP).

JiumoH IgE (F208, ImmunoCAP).

JNucoxsoct nyrosoit IgE (G16, ImmunoCAP).
Nococs IgE (F41, ImmunoCAP).

Nyk IgE (F48, ImmunoCAP).

ManwuHa IgE (F343, ImmunoCAP).

MaHgapuH IgE (F302, ImmunoCAP).

MacnuHa IgE (F342, ImmunoCAP).

MuHpans IgE (F20, ImmunoCAP).

Mopkosb IgE (F31, ImmunoCAP).

MorTbinb IgE (173, ImmunoCAP).

Myka rpeyHesas IgE (F11, ImmunoCAP).
Myka oBcsHas IgE (F7, ImmunoCAP).

Myka pxaHas IgE (F5, ImmunoCAP).

Myka aumeHHas IgE (F6, ImmunoCAP).

Msco kponwuka IgE (F213, ImmunoCAP).
OBcAHMLa nyrosas IgE (G4, ImmunoCAP).

Orypel, IgE (F244, ImmunoCAP).

OpyBaHuuK IgE (W8, ImmunoCAP).

Opex Kewwsto IgE (F202, ImmunoCAP).

MNepeu, IgE (F218, ImmunoCAP).

Mepo kypuupl IgE (E8S, ImmunoCAP).

Mepo yTku IgE (E86, IMmunoCAP).

Mepcuk IgE (F95, ImmunoCAP).

MoAopPOXKHMK NnaHueToBUAHbIV IGE (W9, ImmunoCAP).
MopconHeuHuk IgE (W204, ImmunoCAP).

MonbiHb IgE (W6, ImmunoCAP).

Momet BonHucToro nonyraiuuka Ige (E77, ImmunoCAP).
Puc IgE (F9, ImmunoCAP).

Pomatuka IgE (W206, ImmunoCAP).

CaxapHas csekna IgE (F227, ImmunoCAP).
CsuHUHa IgE (F26, ImmunoCAP)

Cenbap IgE (F205, ImmunoCAP).

Cems noaconHeyHuka IgE (K84, ImmunoCAP).
Crymb6pwms IgE (F206, ImmunoCAP).
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A09.05.118

A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

B03.002.004
B03.002.004

B03.002.004
B03.002.004
B03.002.004
B03.002.004

'MT.41.203.
'MT.41.459.

'MT.40.66.
'MT.40.67.

'MT.41.900.
'MT.41.405.
'MT.41.387.
'MT.41.265.
MT.41.155.
MT.41.165.
MT.41.257.
MT.41.121.
MT.41.281.
MT.41.141.
'MT.41.285.
MT.41.251.
'MT.41.255.

MT.41.47.

MT.41.231.
'MT.41.399.
'MT.41.395.
MT.41.457.
MT.41.391.
'MT.41.905.
'MT.41.906.

'MT.41.25.
'MT.41.26.
MT.41.27.
'MT.41.28.

'MT.41.23.

'MT.40.274.

'MT.41.38.

'MT.40.211.

'MT.40.215.
'MT.40.213.

'MT.40.214.
'MT.40.289.
'MT.40.311.
'MT.40.306.
'MT.40.316.
'MT.40.321.

'MT.40.310.
'MT.40.349.
'MT.40.357.
'MT.40.358.
'MT.40.359.
'MT.40.360.
'MT.40.305.
'MT.40.346.
'MT.40.347.
'MT.40.302.
'MT.40.303.

'MT.40.307.
'MT.40.301.
'MT.40.300.
'MT.40.348.
'MT.40.308.
'MT.40.309.
'MT.40.318.
'MT.40.319.
'MT.40.361.
'MT.40.363.
'MT.40.362.

'MT.41.616.

MT.41.616.

MT.41.601.
MT.41.604.
MT.41.603.
MT.41.602.

N

Cnuea IgE (F255, ImmunoCAP).

CocHa BeimyTosa IgE (T16, ImmunoCAP).
CTadnNOKOKKOBbIN 3HTepoTOKCHH A IgE (M80, ImmunoCAP)
CTadMNOKOKKOBbIN 3HTEPOTOKCUH B IgE (M81, ImmunoCAP)
CTadMNOKOKKOBbIN 3HTEpOTOKCUH TSST IgE (M226, ImmunoCAP)
TapakaH pbixuit IgE (16, ImmunoCAP).

Tumoodeeska nyrosas IgE (G6, ImmunoCAP).

Tomar IgE (F25, ImmunoCAP)

Tpecka IgE (F3, ImmunoCAP).

TyHey, IgE (F40, ImmunoCAP).

Toiksa IgE (F225, ImmunoCAP).

®aconb IgE (F15, ImmunoCAP).

®ucrawkm IgE (F203, ImmunoCAP).

®opens IgE (F204, ImmunoCAP).

®yHayk IgE (F17, ImmunoCAP).

LiseTHan kanycrta IgE (F291, ImmunoCAP).

YecHok IgE (F47, ImmunoCAP).

AnuTtenmnii mopckoit cauHkM IgE (E6, ImmunoCAP).

fA6noko IgE (F49, ImmunoCAP)

Ap, ocbl 06bIKHOBEHHOM IGE (13, ImmunoCAP).

Ap nuensl gomawnet IgE (11, ImmunoCAP)..

ficeHb Bbicokui IgE (T25, ImmunoCAP).

[JomawHss nbiib (Greer Labs.Inc.) IgE (H1, ImmunoCAP)
[LomawHss nbinb (Greer Labs.Inc.) 18G (H1, ImmunoCAP)
[JomawHas neinb (Hollister-Stier Labs.) 1gG (H2, ImmunoCAP)
Knew, pomawwHent noinv Dermatophagoides farinae IgE (D2, ImmunoCAP)

Knew, gomatuHeit noinm Dermatophagoides farinae IgG (D2, ImmunoCAP)

Knew, gomatuHeit noinm Dermatophagoides microceras IgE (D3, ImmunoCAP)
Knew, gomatuHeit noinm Dermatophagoides microceras IgG (D3, ImmunoCAP)
Knew, gomatuHeit noinm Dermatophagoides pteronyssinus IgE (D1, ImmunoCAP)

Knew, pomawwHent neinv Dermatophagoides pteronyssinus IgG (D1, ImmunoCAP)

Knew, gomatuHeit noinm Euroglyphus maynei IgG (D74, ImmunoCAP)
13.01.03.3 3TAMN OnpepeneHve anneprokOMNoOHEeHTOB
13.01.03.3.1.MporHo3 apdekTnaHocTn ACUT

Anneprus Ha aiiuo IgE (ImmunoCAP).

Amb6po3sua - ana ACUT IgE (ImmunoCAP).

3naKkosble Tpasbl - Ana ACUT IgE (ImmunoCAP).
MonbiHb - s ACUT IgE (ImmunoCAP).

CopHble Tpasbl - a1 ACUT IgE (ImmunoCAP)

Alternaria alternata rAlt al IgE (M229, ImmunoCAP)
Tumodeeska nyrosas rPhl pl, rPhl pSb IgE (G213, ImmunoCAP)
AnbbYMUH CbiBOPOTKM Kowwkm nFel d2 IgE (E220, ImmunoCAP)
AnbbYMUH CbiBOPOTKM cobakum nCan f3 IgE (E221, ImmunoCAP)
Amb6po3una nAmb al IgE (W230, ImmunoCAP).

Apaxwc rAra hl IgE (F422, ImmunoCAP).

Apaxwc rAra h2 IgE (F423, ImmunoCAP).

Apaxwc rAra h3 IgE (F424, ImmunoCAP).

Apaxwc rAra h8 PR-10 IgE (F352, ImmunoCAP).

Apaxwc rAra h9 LTP IgE (F427, ImmunoCAP).

Bepésa rBet v2, rBet v4 IgE (T221, ImmunoCAP).
Beta-naktornobynuH Igk (F77, ImmunoCAP).

Kapn (MapsanbbymuH) rCyp cl IgE (F355, ImmunoCAP).
KoHanbbymuH aitua nGal d3 IgE (F323, ImmunoCAP).

Nusoumm aua nGal d 4 IgE (K208, ImmunoCAP).

MWHOpPHbIE KOMMOHEHTBI MblAbLBI U MPOAYKTOB PACTUTENBHOTO NpoucxoxkaeHus IgE (G214,
ImmunoCAP)

OBanbbymuH aiua nGal d2 IgE (F232, ImmunoCAP)

Osomykomg, anua nGal d1 IgE (F233, ImmunoCAP).

Omera-5 MMunaguH nwexunubl rTri al9 IgE (F416, ImmunoCAP)
MosbiHb NArt v1 IgE (W231, ImmunoCAP).

MonbiHb NArt v3 LTP IgE (W233, ImmunoCAP).

Cobaka rCan f1 IgE (E101, ImmunoCAP)

Cobaka rCan f2 IgE (E102, ImmunoCAP)

Cos rGly m4 PR-10 IgE (F353, ImmunoCAP).

CblBOPOTOYHbIN anbbymuH nBos d6 IgE (E204, ImmunoCAP)
TponomuosuH KpeseTok rPen al IgE (F351, ImmunoCAP).

13.02. TEXHO/1OTMA ALLERGY EXPLORER 2

Anneprounn ALEX 2 (300 anneprokomnoHeHTos, Allergy Explorer 2)
Anneprounn ALEX 2 (300 anneprokomnoneHTos, Allergy Explorer 2). kanunnsipHas kposb

13.03. TEXHO/1IOTUA ALLERGY-Q

ATtonwuueckas naHens, IgE (44 anneprena, Allergy-Q-ummyHo610T)
MynbTu-naHens, IgE (107 annepreHa, Allergy-Q-ummyHo610T)
Muwesan naHensb, IgE (72 annepreHa, Allergy-Q-ummyHo610T)
PecnupatopHas naHens, IgE (64 annepreHa, Allergy-Q-ummyHo610T)
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A09.05.118
A09.05.118
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A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

A09.05.118

A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

B03.002.004

B03.002.004

B03.002.004

B03.002.004

A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

A09.05.118
A09.05.118
A09.05.118
A09.05.118

A09.28.055

A09.28.055.001

A09.28.055.001
A09.28.055.001
A09.28.055.001
A09.28.055.001
A09.28.055.001
A09.28.055.001

A09.28.055

'MT.41.525.
MT.41.531.
'MT.41.520.

MT.41.521.
'MT.41.529.

MT.41.517.
MT.41.518.
MT.41.522.
'MT.41.530.
'MT.41.528.
MT.41.519.

'MT.41.526.
'MT.41.532.
'MT.41.533.
'MT.41.523.
'MT.41.524.
'MT.41.527.

MT.41.511.

MT.41.512.

'MT.41.513.

MT.41.514.

MT.41.491.
'MT.41.498.
MT.41.421.
'MT.41.492.
'MT.41.493.
MT.41.419.
'MT.41.490.

'MT.41.500.
'MT.41.501.
'MT.41.504.
'MT.41.507.
'MT.41.502.
'MT.41.506.

'MT.40.339.
'MT.50.44.2217.
'MT.41.508.
MT.41.503.
MT.41.510.

rMT.1.91.1

FMT.1.99.1

rMT.1.92.1
FMT.1.96.1.
rMT.1.97.1
FMT.1.93.

FMT.1.94.1
FMT.1.95.1

FMT.1.98.1

13.04.TEXHO/IOTUA DR. FOOKE

AnbTepHapua anbTepHara, IgE (Alternaria tenuis (alternata), M6, Dr. Fooke)
AmBpo3uma nonbiHHoAMUCTHaA, IgE (Ambrosia artemisiifolia, W1, Dr. Fooke)
Bepesa 6enas, IgE (Betula pendula, T3, Dr. Fooke)

BbiTOBbIE annepreHbl, MUKCT 2: Knewm AomaluHeit neinu (D. pteronyssinus, d1), knewm
pomaturert neinu (D. farinae, d2), anutenuii kowwku (e1), anutenuin cobaku (Do

[nioTeH, IgE (Gluten, F79, Dr. Fooke)

HomaluHsis nbinbk, MukeT 1 (Greer Labs, Inc.): knewum gomaluHei neinu (D. pteronyssinus,
d1, D. farinae, d2), pbbxuit TapakaH (Blatella germanica, i6), IgE (h1

Knewwu pomawHen noiiu, IgE (Dermatophagoides farinae, D2, Dr. Fooke)

Knewwu pomawHen noinu, IgE (Dermatophagoides pteronyssinus, D1, Dr. Fooke)

Kowka: rfel d1, IgE (Cat, Dr. Fooke)

Mosnoko koposbe, IgE (Milk, F2, Dr. Fooke)

Myka nwenwnyHas, IgE (Wheat, F4, Dr. Fooke)

MnecHeBble rpubbl, MUKCT 1: 30M0TUCTBIN NeHuumnn (Penicillium chrysogenum, m1),
TpassaHou knagocnopwuit (Cladosporium herbarum, m2), abimAwmin acneprunn (Aspe
MonbiHb 06bIKHOBEHHasA, IGE (Artemisia vulgaris, W6, Dr. Fooke)

Tumodeeska nyrosas, IgE (Timothy, G6, Dr. Fooke)

3nuTenumin Kowkwu, IgE (Cat dander, E1, Dr. Fooke)

3nutenunin cobakw, IgE (Dog epithelium, ES, Dr. Fooke)

fAinunbi 6enok, IgE (Egg White, F1, Dr. Fooke)

13.05.TEXHO/1OIMNA RIDA AINEPTOCKPUH PA3BEPHYTbIE MAHE/IN

Manenb neanatpuyeckas (RIDA-umMmyHo6n0T) (7 pecnnpaTopHbix 1 13 nuLeBbIx
annepreHoB) IgE (knew, Dermatophagoides pteronyssinus,knewy Dermatophagoides
farinae,6epéaa,cmechk TpaB,rpnbok Alternaria alternata,koLuka (anutenuii n WwepcTb),cobaka
(3NWTENWn 1 WepCTb),KOPOBLE MONOKO,anbda-nakransbyMuH,6eTa-nakTornobynvH, anyHbIi
6ENOK,ANYHbI XKENTOK,Ka3enH,MOPKOBb,kapToerb, NECHON OpeX,apaxuc,NieHnYHas
Myka,coeBble 606b!,6bI4ii CbIBOPOTOUHbIN anbByMuH)

MaHenb nuwesbix annepreHoB (RIDA-uMMyHO6m0T) (20 nuweBbIx annepreHos) IgE
(opexu: necHom, rpeLknin, apaxnc, MUHAAanb;6enku KOPoBLETO MOMOKa, B TOM YuUCTe
Ka3eWH;MYHbI GENOK M XXeNTOK;0BOLLUM: KapTodenb, Cenbaepen, MOPKOBb,
TOMaTbl;Tpecka;kpabbl;(PyKTbI: anenbCuHbl U SBMOKM;NLEHNYHAs U pxaHas
MYKa;KYHXYTHOE ceMsi;coeBble 606bI)

MaHenb pecnupaTtopHbix annepreHoB (RIDA-uMmyHO6OT) (20 pecnupaTopHbix) IgE
(knew Derm. pteronyssinus,kneLy Derm. farinae,nbinbua onbxu,Nbinbua 6epésabl,nbinbua
NeLWHbI, NbinbLa Ay6a,nbinbLa CMecy TpaB,MbifbLia PXu,MbiNbLia NombIHW,MbINbLA
MOAOPOXHMKA, LIEPCTb KOLLKW,LLEPCTb NOLIaAW,LLepCTb cobaku,LLiepcTb MOPCKOi
CBUHKW,LLEPCTb XOMsIKa,LLepCTb kponuka,Penicillium notatum,Cladosporium
herbarum,Asperaillus fumigatus,Alternaria alternata)

YHusepcanbHas naxenb (RIDA-MMMyHO6n0T) (13 pecnvpaTopHbiX U 7 MULLEBBIX
annepreHoB) IgE  (kneww gomatuHeit neinu(Dermatophagoides pteronyssinus n
Dermatophagoides farinae);nbinbLa onbxu, 6epésbl, NELMHbI, PXW, NOMbIHKA, NOLOPOXHUKA
1 CMecu Apyrux LBETYLLWX TPaB;LLepCTb 1 NepXoTb KOLLKW, Nollaan n cobaku;nnecHeBbIi
rpubok Alternaria alternata;opexv: necHoin, apaxuc;Genok KOpoOBLErO MOMOKa; ANYHbIN
6e10K;MOPKOBb;NLLEHNYHAs MyKa;coeBble 606b1)

13.06.ANJTIEPTUA HA IEKAPCTBEHHbIE CPEACTBA

13.06.01.TexHonorna ImmunoCAP

YKenatuH koposuit IgE (C74, ImmunoCAP).

WHcynnH yenoseueckuit IgE (C73, ImmunoCAP).

Natekc IgE (K82, ImmunoCAP).

MeHnumnnuu G IgE (C1, ImmunoCAP)

MeHnumnnuu V IgE (C2, ImmunoCAP)

dopmanbaerna/popmanut IgE (K80, ImmunoCAP).

XnoprekcuauH IgE (C8, ImmunoCAP).

13.06.02.TexHonorus Dr. Fooke

AnkypoHuym IgE (C53, Dr. Fooke)

ApTUKauH 1 YabTpakauH IgE (C68, Dr. Fooke)

BeHsokawH IgE (C86, Dr. Fooke)

BynusakauH, AHekaunH n MapkauH IgE (C89, Dr. Fooke)

Nupokant u AcunokawH IgE (C82, Dr. Fooke)

MenusakauH 1 MonokauH IgE (C88, Dr. Fooke)

MecTHble aHecTeTukn 1 MrmopenakcaHTbl IgE (Dr. Fooke). Ankyponuym IgE (C53, Dr. Fooke)
MpokavH n HosokawH IgE (C83, Dr. Fooke) MenvsakauH v MonokauH IgE (C88, Dr. Fooke)
BynusakanH, AHekanH n MapkauH IgE (C89, Dr. Fooke) TeTpakaunH n Qukaun IgE (C210, Dr.
Fooke)

Hanpokcen (c110)

MpunokauH u UutaHect IgE (C100, Dr. Fooke)

MpokauH 1 HosokauH IgE (C83, Dr. Fooke)

TeTpakauH u ukaut IgE (C210, Dr. Fooke)

14. TOKCMKONOTUYECKME NCCNEOOBAHNUA

AHanus mouu "BpeaHble NpuBbIYKK" (aNKOrONb, HUKOTUH, HAPKOTUYECKME 1
NCUXOAKTUBHbIE BelecTsa - 6onee 800 npeacTasuTeneit)

MccnepoBaHe MOYM Ha BbiABNEHWE YNOTPebeHNA CUHTETUYECKMX KaHHabUHOMA0B
"Cnaticos"

KonnyectseHHOe onpeaeneHne ampetTammnHa 1 ero NPousBoAHbIX B MOYe
KonnyecteseHHOe onpeaeneHne 6apbuTypaTtos B Moye

KonnyectseHHoe onpeaenexne 6eH3o41a3enmHoB B Moye

KonnyectseHHOe onpeaeneHne KaHHabUHOMA0B B MoYe

KonnyectseHHOe onpefeneHne KOKaMHa 1 ero MetabonnTos B Moye
KonunyectseHHoe onpeaeneHne onMaTos B Moye

MpeaBapuTebHbIM aHaN3 MOYM Ha BbIABNEHUE 9 TPYNN HAPKOTUYECKUX U
NCUXOAKTUBHbIX BeLLecTs (onuaTbl, KAHHabMHOUAbI, ampeTamuH, MeTambeTamuH,
KOKauH, 9KCTasm)
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A12.30.012.009

A27.05.031

A27.05.036
A27.05.009

A27.05.033

A27.30.015
A27.05.034

A27.05.035

A27.05.018

A27.05.028

A27.05.040
A27.05.046

A12.05.013
A12.05.013

'MT.50.38.2181
'MT.50.38.2182

IMT.GNP028
IMT.GNPO53
IMT.19.94.

IMT.GNPO21
IMT.GNP043
IMT.GNP023
IMT.GNP022
IMT.GNPO66
IMT.GNPO55

IMT.GNPO52

IMT.GNP032
IMT.GNP026
MT.GNPOO8
IMT.GNPO30
IMT.GNPO46
IMT.GNP045
IMT.GNPO44
IMT.GNP025

IMT.GNP135

IMT.GNPO50
IMT.GNPO61
IMT.GNP049
MT.GNPO51
IMT.GNPO60

IMT.GNPO34

IMT.GNP020
IMT.GNP048
IMT.GNPO57
MT.GNPO19

IMT.GNP029
MT.GNPO11

IMT.GNPO47
IMT.GNPO69
IMT.GNPO35

MT.20.120.
MT.20.119.

IMT.19.41.
IMT.19.42.
'MT.19.40.

MT.GN0020
MT.GNOO016
IMT.GN0299

IMT.GN0O190

IMT.GN0191

rMT.GN0049
MT.GNOO050
IMT.GN0O091
IMT.GNO168
IMT.GNO167
IMT.GN0242
IMT.GN0243
IMT.GN0245
IMT.GN0244
IMT.GN0246
IMT.GN0247
IMT.GN0248
IMT.GN0249
IMT.GN0252
MT.GN0250
IMT.GN0251
IMT.GN0324

JIEKAPCTBEHHbI MOHUTOPUHI

Basnbnpoesas kuciora (kon)

Basnbnpoesas K1caoTa (nocne npuema npenapata) (kon)
15.TEHETUMECKWUE NCCNEOOBAHUA
15.02.KOMMJIEKCbI FEHETUYECKUX UCCNEAOBAHUI
15.02.01.TepaneBTUYECKMNE UCCNE0BAHNA

BonesHb KpoHa

BEPOHXUAJ/IbHAA ACTMA (6a308bii1)

BbisgneHune annenu 27 nokyca B HLA (HLA-B 27)
['eHeTMKa KomnaeKkc NPOTPOMBUH

fvnepToHma

MHrMbuTOp aKkTMBaTOpa NAasmMmnHOreHa
JleiineHoBCKan myTauus

MYKOBUCLIMA03

HACNEACTBEHHbI TEMOXPOMATO3

HelpoceHcopHaa HecMHApOMabHas TyroyxocTb (GJB2). Moanmopdusm: 35DelG

HenepeHocnMOCTb 1aKTO3bI

OcTteonopo3

CuHgpom Kunovbepa

CnuHanbHaa amunotpodusa

Tpomboounus - 6a3oBbii

Tpombodunus - CKPUHUHT

TPOMBO®U/INA pacwmpeHHas

deHunKeToHYpUA

leHoTMNMpoBaHue 4 myTauumii reHa CYP21A2 npu Heknaccuyeckoin popme
BPOXAEHHOW rMnepnaasuy Haano4ye4yHUKoB
15.02.02./1ekapCTBEHHbIi MOHUTOPUHT

MeTabonunsm sapdpapuHa - 6asosblii

METABO/IN3M KNOMUAOIPENA

Tpombodunusa - opanbHble KOHTPALLENTUBLI
YyBCTBUTENLHOCTb K BUTaMUHY []

YYBCTBUTE/IbHOCTb K JIEHEHUKO MPMHOTEKAHOM
YyBCTBUTENBHOCTb K JIEYEHUIO XPOHMYECKOTO renatuta pubasupuHom n
NHTeppepoHOM

15.02.03.0HKOreHeTUKa

HenonnnosHbIi pak TOACTOM KULLKK

Pak MONI0YHOM Xenesbl M AMYHUKOB - 6asoBas

PAK MO/NOYHOW ¥ENE3bl N ANYHUKOB (pacwimpeHHblii)
PaK TONCTOM KULIKM 1 enyaKa

15.02.04.3p0p0BbIV 06pa3 XuU3HU

MpeApacnonoKeHHOCTb K aJIKOroNnsmy

CKNIOHHOCTb K OXMPEHUIo

15.02.05.Penpoaykuma

MeTabonunsm ponatos

MY*CKOE BECN/IOAME

®dakTop Asoocnepmun (AZF)

15.02.06.KapuoTtunuposaHue

AHanwus kapnotuna (c poTtorpadueit xpomocom) 1 naupeHTa
AHanus kapuotuna 1 naumeHTta

15.02.07.TunuposaHue reHos HLA |

Jlokyc DQA 1

Jlokyc DQB 1

Jlokyc DRB 1

15.04.MHANBUAYANBHbBIE TEHETUYECKUE NCC/IEAOBAHMA
ANKK1: Glu713Lys; DRD2: TaqlA

BupycHblii oHkoreH AKT1: Glul7Lys (E17K)

®aKTOp BbIXKMBAHWA MOTOPHbIX HeiMpoHOBSMN1: EX7DEL

3-ruapoKenn-3-meTunrayTapun-kosHsmm A peaykrasa HMGCR: rs12654264

3-rMAPOKCUN-3-METUATNYTapUN-KO3H3UM A peayktaza HMGCR: T/G SNP 29
CDH1: C-160A (C-285A)

CDH1: C2076T; Ex13-89T>C

CYP1A1: CYP1A1*2A (Mspl Polymorphism)

HLA-komnnekc, rpynna 9 HCGY: rs3823375

HLA-komnnekc, rpynna 9 HCGY: rs6904029

MutY romosnor 1 (E.coli) MUTYH: Gly396Asp (Gly382Asp)
MutY romonor 1 (E.coli) MUTYH: Tyr165Cys (Y165C)
N-aueTuntpaHcoepasa 2 NAT2: C481T
N-aueTuntpaHcoepasa 2 NAT2: 1le114Thr (T341C)
N-aueTtuntpaHcoepasa NAT2: Arg197GIn (G590A)
N-auetuntpaHcpepasa NAT2: Gly286Glu (G857A)
N-auetuntpaHchepasa NAT2: Lys268Arg (A803G)
NOD-noao6HbIv peuentop 2 NOD1: T-160C (G796A)
NOD-noao6HbIv peuentop 2 NOD2: 3020InsC
NOD-noao6HbI peuentop 2 NOD2: Arg702Trp (R702W)
NOD-noao6HbIv peuentop 2 NOD2: Gly908Arg (G908R)
T-KNeTouHbI AnraHa, youkentuHa-1 UBASH3A: rs11203203
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3800
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3680
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A27.05.050
A27.05.050
A27.05.050
A27.05.050

A27.05.009
A27.05.010

A27.30.014
A27.30.014
A27.30.014

A27.05.006

A27.05.030

A27.05.003

IMT.GN0325
IMT.GN0O0O5
rMT.GN0O0O6
IMT.GN0024
IMT.GN0021
IMT.GN0023
IMT.GN0022
IMT.GN0O008
IMT.GN0OOOS

IMT.GN0OO0O7
IMT.GN0017
IMT.GN0OO76

IMT.GN0015
rMT.GN0014
IMT.GN0013
IMT.GN0026
IMT.GN0027
IMT.GN0025
IMT.GN0OO11
rMT.GN0010
IMT.GN0012
MT.GN0170
IMT.GN0O169
IMT.GNO166
IMT.GN0172

IMT.GNO189

IMT.GN0O048

TMT.GNO003
IMT.GN0002
IMT.GN0O0O1
IMT.GN0159
IMT.GNO161
MT.GN0O160
IMT.GN0162
IMT.GN0148
IMT.GN0147
IMT.GN0146
IMT.GN0107
IMT.GN0109
MT.GN0108
IMT.GNO111
MT.GN0110
IMT.GN0112
IMT.GN0113

IMT.GN0292
IMT.GN0211
IMT.GN0212

IMT.GN0O045
IMT.GNO085
IMT.GN0081
MT.GNO08O
IMT.GNO079
IMT.GN0082
IMT.GNO083

IMT.GNO334

IMT.GNO336

IMT.GN0332

IMT.GNO333

IMT.GNO335

IMT.GN0O149
IMT.GN0217
IMT.GNO077
IMT.GN0221
IMT.GN0220
IMT.GN0219
IMT.GN0239
IMT.GN0238
IMT.GN0240

T-KNETOUHbIN NuraHg, youksutuHa-1 UBASH3A: rs2839511

ApnyumH 1 anbdpa ADD1: G1378T

Apayumt 2 (6eta) ADD2: C1797T

ALEeHOMAaTO3HbIV NOAUMNO3 ToACcToM Knwku APC: 1061Del5
ALEeHOMAaTO3HbIV NoAUMNO3 ToAcTol Knwku APC: 1309Del5
ALEeHOMaTO3HbIM NOAUMNO3 TOACTOM KnwKK APC: Glu1317GIn (E1317Q)
ALEHOMaTO3HbIM NOAMMNO3 TONCTOMN KnwKu APC: 1le1307Lys (11307K)
AavnoHekTnH ADIPOQ: G276T

AavnoHekTnH ADIPOQ: T45G

AnkoronbaermaporeHasa 1B (knacc |) ADH1B: ADH1B*2 (Arg48His; Arg47His)
AnbpermpaermaporeHasa 2 ALDH2: ALDH2*1/*2 (Glu504Lys; E504K)

Anboda-5-HUKOTUHOBbIN X0NMHeprudeckuit peuentop CHRNAS: Asp398Asn (D398N)
AHrvoteHsuH Il peuentop, Tun 1 AGTR1: A1166C

AHrnoteHsuHoreH AGT: AGT, -6A haplotype (-6G-A)

AHrnoteHsuHoreH AGT: Met235Thr (M235T; Met268Thr; M268T)
AnonunonpoteuH C-lIl APOC3: C-482T

AnonunonpoteunH C-lIl APOC3: C3238G

AnonunonpoteuH C-lIl APOC3: T-455C

berta-2-agpeHopeuentop ADRB2: GIn27Glu (Q27E)
berta-2-agpeHopeuenTtop ADRB2: Glyl6Arg (G16R)
berta-3-agpeHopeuenTtop ADRB3: Trp64Arg (W64R)

Femoxpomatos HFE: Cys282Tyr (C282Y)

lemoxpomatos HFE: His63Asp (H63D)

I'ManypoHaH-cBasbiBatowmii npotevH 2 HABP2: Gly534Glu (G534E)
[NaBHbIN KOMNAEKC NMCTOCOBMECTUMOCTH, Knacc |, A HLA-A: rs6457110

[NaBHbIN KOMMNAEKC MMCTOCOBMECTUMOCTH, Knacc |, J (ncesporen) HLA-J: rs4959039

Inuko3unndocdaTMaMNnHoO3NTON-CBA3AHHDIN Benok CD14: C159T; T-259C; C260T
InukonpotenH-P ABCB1: ABCB1*8 (C1236T)

Inukonpotenn-P ABCB1: C3435T

InukonpotenH-P ABCB1: MDR1*2 (ABCB1*7; G2677T/A)

FnytathoH S-tpaHchepasa Mol GSTM1: null genotype

[nyTaTMoH S-TpaHcdepasa NMul GSTP1: Alall4Val (A114V)

FnyTaTmoH S-TpaHcdepasa Mnl GSTP1: lle105Val (1105V)

FnytathoH S-tpaHcdepasa Tetal GSTT1: null genotype

[T umknornaponasa 1 GCH1: rs10483639

[T umknornaponasa 1 GCH1: rs3783641

[T umknornaponasa 1 GCH1: rs8007267

[uruaponupumuani gervaporeHasa DPYD: DPYD*2A (IVS14+1G>A)
Ouruaponupumuami gernaporeHasa DPYD: DPYD*9A (Cys29Arg; C29R)
OurvaponupumuamH gervaporeHasa DPYD: Metl166Val (M166V)
JodammnHosbiit peuentop D1 DRD1: Ddel Polymorphism (DRD1_48A/G)
LodamunHosblit peuentop D1 DRD1: rs686 (*62C>T)

[JodammnHosbiit peuentop D2 DRD2: 141CIns/Del (-141CIns/Del)
[JodammHosbii peuentop D2 DRD2: rs6277

MHrbuTop akTMBaTopa naasmuHoreHa SERPINEL: 4G/5G (PAILl: 4G/5G; Ins/Del G)
MHTerpuH, anbda 2 ITGA2: C807T

WHTerpuH, 6eta 3 (TpomboumnTapHbii rankonpoTtenH llla) ITGB3: PIA1/PIA2
(Leu33Pro; T1565C; HPA-1b)

KanbuntoHWHoBbIN peuentop CALCR: C1377T (Pro447Leu)
KaTtexon-O-metuntpaHcdpepasza COMT: A-98G (-118A>G)

KonnareH tun |, anbda 1 COL1AL: 1663Ins/DelT

KonnareH tvn |, anbda 1 COL1AL: G-1997T

KonnareH tvn |, anbda 1 COL1AL: Spl-polymorphism (G2046T)

KonnareH tun lll, anbda 1 COL3AL: G2092A (Ala698Thr; A698T)

KonnareH un V, anbda 1 COL5AL: C267T (BstUI-polymorphism)

Komnnekc anokeuna-pesykrasbl BUTamuHa K, cybveamnmua 1 VKORC1: C1173T
(C6484T)

Komnnekc anokecna-peaykrassl BuTamuHa K, cybveamnmua 1 VKORC1: C2255T
(C7566T)

Komnnekc anokecna-peaykrasbl BuTammHa K, cybveamnmua 1 VKORC1: C381T (T-
4931C)

Komnnekc anokecuna-peaykrasbl BuTamuHa K, cybbeamHmua 1 VKORC1: G-1639A
(G3673A)

Komnnekc anokecna-peaykrasbl BuTamuHa K, cybveamnmua 1 VKORC1: G6853C
(G1542C)

KoHHeKcuH 26 GJB2: 35DelG

Nakrasa LCT: T-13910C (C/T-13910)

JNlektuH, C-Tun CLEC7A: Tyr238Ter (Y238X)

JlenTuHOBbIN peuenTop LEPR: GIn223Arg (Q223R)

JlenTuHOBbIV peuentop LEPR: Lys109Arg (K109R)

JlenTuHOBbIN peuenTop LEPR: Lys656Asn (K656N)
MeTuneHTeTparnapodonatpeaykrasa MTHFR: A1298C (Glu429Ala)
MeTuneHTeTparnapodponatpeayktasa MTHFR: C677T (Ala222Val)

MeTUOHUH cnHTasza MTR: Asp919Gly (A2756G)
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A27.05.048

A27.30.015

A27.05.052
A27.05.052
A27.05.052
A27.05.052
A27.05.040
A27.05.040
A27.05.040
A27.05.040
A27.05.040
A27.05.049
A27.05.049
A27.05.049
A27.05.049

A27.05.036

A27.05.036

A27.05.036

A27.05.036

A27.05.036

A27.05.036

A27.05.036

A27.05.036

A27.05.036

A27.05.036

A27.05.036

A27.05.023

IMT.GN0301
IMT.GN0225

IMT.GN0293

IMT.GN0294
IMT.GN0295

IMT.GN0296

MT.GN0036
IMT.GN0268
IMT.GNO316
IMT.GN0106

IMT.GN0326

IMT.GN0277
IMT.GN0307

IMT.GN0345

IMT.GN0282
IMT.GN0284
IMT.GN0285
IMT.GN0287
IMT.GN0288
IMT.GNO039
IMT.GNO038
rMT.GN0040
IMT.GN0041
IMT.GN0042
IMT.GN0234
IMT.GN0235
IMT.GN0232
IMT.GN0233
IMT.GNO035

IMT.GNO060

IMT.GNO061

IMT.GN0062

IMT.GNO064

IMT.GN0O069

IMT.GNO056

IMT.GNO066

IMT.GNO059

IMT.GNOO55

IMT.GNO067

IMT.GNO057

IMT.GN0241
IMT.GN0329
IMT.GN0328
MT.GNO330

IMT.GN0142

IMT.GN0143

IMT.GNO145

IMT.GN0144

IMT.GN0281

MT.GN0230
IMT.GNO114

IMT.GN0O314

IMT.GNO315
MT.GN0O300

MuTtoxoHapuanbHaa cynepokeuaamncmytasa 2 SOD2: Vall6Ala (V16A)
MoHoamuHokcmnaasa A MAOA: 30-bp VNTR (L/H)

HelpoTpaHcMUTTepHbIM NnepeHocumk godammHa SLC6A3: 3'UTR 9/10 VNTR (40-bp
VNTR)

HelipoTpaHcMUTTEPHbI NepeHocuuk godamuHa SLC6A3: G2319A
HelipoTpaHcMUTTEPHDI NepeHocumk godamuHa SLC6A3: intron 8 VNTR
HelpoTpaHCMUTTEPHbIN NepeHoCcYMK cepoToHuHa SLC6A4: Long/Short (L/S; 44-bp
Ins/Del)

HelipoTponHbiit daktop mo3ra BDNF: Val66Met; V66M

OnuounaHbii peyentop M1 OPRM1: Asn40Asp (N40D; A118G)

Onyxonesblit npotenH P53 TP53: Arg72Pro (Ex4+119C>G)

MnaueHTapHbIM M npoctatnyeckuii DLG DLG5: Arg140GIn (R30Q)

MNonunentug, 1A cemeiictea YO ®D-rnokypoHuntpaHcdepassl 1 UGT1AL: UGT1A1*28
MpoonuomenaHokoptnH POMC: Arg236Gly (R236G)
MpoTeunH 2, Nnofo6HbIN TpaHCKpUNLMoHHOMY dakTopy 7 TCF7L2: IVS3C>T

MpoTeunH 6, cxogHbiit ¢ C1q 1 dakTopom Hekposa onyxoneit CIQTNF6: rs5756546
MpoTtenH-TnposunHpocdartasa 22 PTPN22: Arg620Trp (R620W)
MpoTooHkoreH RET: Cys611 (Cys611Trp)

MpoTooHkoreH RET: Cys618 (Cys618Ser/Arg)

MpoTtooHkoreH RET: Cys620 (Cys620Arg/Tyr/Phe/Trp/Ser)

MpoTtooHkoreH RET: Cys634 (Cys634Gly/Tyr/Ser/Phe/Arg/Trp)

Pak monouHoit kenesbl 1 BRCAL: 4153DelA

Pak monouHoit xkenesbl 1 BRCAL: 5382InsC

Pak monoyHoi xenesbl 1 BRCAL: A1708E/V; Alal1708Glu/Val

Pak monoyHoli xenesbl 1 BRCAL: Arg1699Trp; R1699W

Pak monouHoit enesbl 2 BRCA2: 6174DelT

Pak NpAMOW KULWKKW, HeNoanno3Hbli (Tun 2) MLH1: Ala681Thr

Pak npAmoi KULWKK, HenoaunosHblit (tun 2) MLH1: G-93A (93G>A)

Pak NpAMOW KULWKKU, HeNoauno3HbIi (Trun 2) MLH1: His329Pro (H329P)
PaK npAMOW KULWKKW, Henoauno3Hbli (tun 2) MLH1: Pro648Ser

Perynatop anonto3a BCL2A1: G141A

Perynatop TpaHcMembpaHHOM NPOBOAUMOCTH NpU MyKosucumaose CFTR:
1677DelTA (2-bp Del, 1677TA)

Perynatop TpaHcMembpaHHO NpoBOAMMOCTH Npu MyKkosucumaose CFTR: 2143DelT
Perynatop TpaHcMembpaHHoOM NpoBOAMMOCTU Npu MyKkosucumaose CFTR: 2184InsA

Perynatop TpaHcMembpaHHoO NpoBOAMMOCTH Npu MyKkosucumaose CFTR: 3821DelT
Perynatop TpaHcMembpaHHOM NPOBOAUMOCTH NpU MyKosucumaose CFTR:
3849+10kbC>T

Perynatop TpaHcmembpaHHOM NpoBOAMMOCTH NpU MyKosucumaose CFTR:
Argl117His (R117H)

Perynatop TpaHcmembpaHHOM NpoBOAUMOCTH NpU MyKosucumaose CFTR:
Asn1303Lys (N1303K)

Perynatop TpaHcmembpaHHOM NpoBOAMMOCTH NpU MyKosucumaose CFTR:
Del_lle507; Delta 1507

Perynatop TpaHcMembpaHHoOM NpoBOAUMOCTH Npu MyKosucumaose CFTR: F508Del;
delta508

Perynatop TpaHcmembpaHHOW NpoBOAMMOCTM Npu myKosucumaose CFTR: L138Ins
Perynatop TpaHcmembpaHHOM NpoBOAUMOCTH NpU MyKosucumaose CFTR:
Trp128Ter (W1282X)

Penykrtasa MTRR: lle22Met (A66G)

PeuenTop ButamuHa D VDR: A-3731G (Cdx2)

PeuenTop sutamuHa D VDR: b/B (Bsml Polymorphism; IVS10+283G>A)

PeuenTop ButamuHa D VDR: Fokl Polymorphism; Ex4+4T>C

PeuenTtop ramma-amunHobyTMpoBOI KK1cnoTsl A (anbda 1) GABRAL: rs2279020
PeuenTop ramma-ammnHobyTMpoBOM KMcNoTbl A (anbda 2) GABRA2: rs279871
PeuenTop ramma-ammnHobyTMpPOBOI KMCNoTbl A (anbda 6) GABRAG: C1236T

PeuenTop ramma-ammnHobyTMpOBO KMCNoTbl A (anbda 6) GABRAG: rs3219151
PeuenTop ramma, akTusupyemblit nponudepatamu nepokcucom PPARG: Prol2Ala
(P12A)

PeuenTtop menaHokopTuHa (4 Tvn) MC4R: Vall03lle

Peuentop skToamcnnasunHa A2 EDA2R: rs1352015

CynepcemeiicTo peuenTopa ¢pakTopa HeKpo3a onyxonen, nentua 11b TNFRSF11B:
Asn3Lys (G1181C)

CynepcemeiicTo peuenTopa ¢paktopa HeKpo3a onyxonen, nentma 11b TNFRSF11B:
T245G (245T>G)

Cynpeccop 1 LMTOKMHOBOM curHanmsaumm SOCS1: rs243327
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A27.05.002

A27.05.018

A27.05.011
A27.05.035
A27.05.035
A27.05.035
A27.05.035
A27.05.035
A27.05.035
A27.05.035
A27.05.035

A27.05.004

A27.05.045

A27.05.045

A27.05.046
A27.05.046
A27.05.046
A27.05.046

A27.05.031

A27.05.031

A09.28.087

A27.05.012.001

A26.01.011
A26.01.015

A26.01.033

A26.01.022

A26.01.023

A26.01.023

IMT.GN0O154

IMT.GNO155

IMT.GNO153

IMT.GN0298
IMT.GN0122
IMT.GN0O123

IMT.GN0124

IMT.GNO121
IMT.GN0313
IMT.GN0272
IMT.GN0271
IMT.GN0275
IMT.GN0270
IMT.GN0276
IMT.GN0274
IMT.GN0269
IMT.GN0273
IMT.GN0129
IMT.GN0130

IMT.GN0141

IMT.GN0046
IMT.GN0O078

IMT.GNO095

IMT.GN0O096

IMT.GN0O097

IMT.GN0O099

IMT.GN0071
IMT.GNO073
IMT.GN0074
IMT.GN0O070

IMT.GN0259

IMT.GN0261
IMT.GNO117
IMT.GNO116
MT.GN0120
IMT.GN0119
'MT.19.119.

'MT.20.121.

IMT.GN0118

IMT.GNP229

IMT.GNP229.1

IMT.GNP231

IMT.GNP231.1

IMT.GNP096

'MT.166.0.03.28.11.0.
'MT.166.0.03.30.11.0.

'MT.166.0.03.15.11.0.

MT.155.0.03.28.00.0.

MT.155.0.03.30.00.0.

MT.155.0.03.15.00.0.

TpomboumnTapHbIii raMkonpoTeunH Ib, anbda-nonmnentug GP1BA: Ins/Del (VNTR A,
B, C, D)

TpombouunTapHbIi rankonpoteunH Ib, anbdpa-nonmnentug GP1BA: T-5C; Kozak
sequence

TpombouunTapHbIi rankonpoTteuH b, anbda-nonmnentug GP1BA: Thri61Met
(T161M)

daKTOp BbIXKMBAHWUA MOTOPHBIX HelipoHoB SMN1: EX8DEL

dakTop Koarynauum Il (tpombuH) F2: G20210A

dakTop Koaryaauuu Il (tpombuH) F2: Thri65Met (T165M)

dakTop Koarynaumm V (F5 dakTop JSleitaeHa) F5: Factor V Leiden (G1691A;
Arg506GlIn)

dakrtop Kkoarynaumm Xl (nonmnentug Al) F13A1: Val34Leu (Val35Leu)

dakTop HeKkpo3a onyxoneit TNF: TNF-308 (G-308A)

deHunnanaHmHrnagporkcunasa PAH: Argl58GIn (Argl58Pro)
deHunnanaHmHrngporcunasa PAH: Arg252Gly (Arg252Trp)
deHunnanaHnmHrnapokcunasa PAH: Argd08Glin (R408Q)
PeHnnanaHnHrugpokcmnasa PAH: Argd08Trp

deHunnanaHnHrnapokcunasa PAH: lle65Asn (lle65Thr; lle65Ser)
PeHnnanaHnHrugpokcmnasa PAH: IVS10-11g>a

PeHnnanaHnHrngpokcunasa PAH: IVS12+1g>a

deHunnanaHmHrngporecunasa PAH: Pro281Leu (P281L)

dubpuHoreH (KoarynaumoHHbiv daktop 1) FGB: C-148T

dubpuHoreH (KoarynaumoHHbiv daktop 1) FGB: G-455A (G-467A)
DoNNMKYNOCTUMYMPYIOWMIA TOPMOH, 6eTa noavnenTug, FSHB: Tyr76Ter (Tyr94Ter;
Y76X; Y94X)

XemokurH RANTES CCL5: G-403A; G-470A

Xumasa 1 CMA1: G-1903A (BstXI-polymorphism)

Lntoxpom P450, cemeiictso 2, nogcemeiictso C, noamnentug 9 CYP2C9: CYP2C9*2
(Arg144Cys; R144C)

Lntoxpom P450, cemeiictso 2, noacemeiictso C, noamnentug 9 CYP2C9: CYP2C9*3
(Ile359Leu; I1359L)

Lntoxpom P450, cemeiicTso 2, nogcemeinctso E, nonmnentug 1 CYP2E1: C-1053T
(CYP2E1*5B)

Lntoxpom P450, cemeiictso 2, nogcemeictso E, nonmnentug 1 CYP2EL: G-1293C
(CYP2E1*5B)

YeKnoWnHT-knHasa 2 CHEK2: 1-bp Del, 1100C (1100DelC)

YeKnonHT-knHa3a 2 CHEK2: Arg181His (R181H)

YeKknowHT-KnHa3a 2 CHEK2: Glu239Lys/Ter (E239K/X)

YeKnonHT-knHasa 2 CHEK2: 11e157Thr (1157T)

JHAOTEeNMaNbHAA CMHTa3a OKcmaa a3oTa, Tun 3 NOS3: 4b/a VNTR polymorphism
(4a/4b)

JHAO0TeNnanbHaA CMHTasa okemaa asota, tmn 3 NOS3: T-786C

dnokeuarnaponasa 1 EPHX1: His139Arg (A416G)

dnokenarnaponasa 1 EPHX1: Tyr113His (Y113H)

JctporeHoBsbIl peuentop 1 ESR1: Btgl Polymorphism (G2014A)

ctporeHosbIl peyentop 1 ESR1: Pvull (T-397C)

Tunuposaxue HLA DQ2/DQ8 npu ueamakum

OnpegeneHue skcnpeccun reHa PCA3

ctporeHosbil peyentop 1 ESR1: Xbal Polymorphism (A-351G)

HeunHBa3uBHbIN NpeHaTtanbHbIi Tect (HUMT) NaHopama CTaHAapT C onpeaeneHvs
nona

HeunHBa3uBHbIM NpeHaTanbHbiv Tect (HUMT) MaHopama CraHaapT 6e3 onpeaenexHus
nona

HeunHBa3uBHbIN NpeHaTanbHbIi Tect (HUMT) MaHopama PaclwimpeHHbli ¢
onpeaeneHuns nona

HeunHBa3uBHbIN NpeHaTanbHbli Tect (HUMT) MaHopama PacwmpeHHbii 6e3
onpeaeneHuns nona

[uarHoctuka Ph-HeraTMBHbIX XPOHUYECKUX MUENonpoandepaTMBHbIX
3abonesaHnii. MyTauma AHyc-knHasbl 2 JAK2 Val617Phe (KonnuecTBeHHbI aHanus)
17.MUKPOBMO/IOTMYECKAA AUATHOCTUKA

17.01.TON-UCCNELOBAHUA

17.01.01. MMKPOCKOMWYECKME MCC/TEAOBAHKA

MMKPOCKOMNUYECKOEe UCCNe0BaHME BONOC HA rpUbbl

MUKpPOCKOMNMYeCcKoe UccnefoBaHne cockoba ¢ KoM Ha rpubbl

MMKpOCKOMNMYecKoe UccnefoBaHne cockoba ¢ HOrTeBO NAACTUHbI Ha rpubbI
17.01.02. MUKONOTUYECKUE NCCNEQOBAHMSA

MuKonoruyeckoe uccneaosaHue Bonoc Ha gepmatomuuetst (Trichophyton spp.,
Microsporum spp., Epidermophyton spp.)

MuKonor1yeckoe nccneaoBaHne CoCKoba C KOXKM Ha AePMATOMULIETbI
(Trichophyton spp., Microsporum spp., Epidermophyton spp.)

MuKoNOr1yeckoe uccnefoBaHne cockoba ¢ HOrTeBOM NACTUHbI Ha
nepmatomuuetsl (Trichophyton spp., Microsporum spp., Epidermophyton spp.)
17.01.03. MUKPOBUOJ/IOTMYECKUE NCCNEOOBAHUA
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A26.19.086

MT.124.0.05.19.01.0.

MT.124.0.05.19.01.3.

'MT.123.0.05.19.01.0.

MT.123.0.05.19.01.3.

MT.141.0.05.19.01.0.

MT.141.0.05.19.01.3.

MT.130.0.05.19.01.0.

MT.120.0.05.19.01.0.

IMT.183.0.

MT.120.0.05.19.01.3.

FMT.170.0.01.39.01.3.

MT.170.0.01.39.02.3.

MT.140.0.01.05.01.0.

MT.120.4.01.05.01.0.

MT.120.4.01.05.01.3.

'MT.139.0.01.05.01.0.

MT.121.0.01.26.01.0.

MT.140.0.01.26.01.0.

'MT.120.4.01.26.01.0.

'MT.120.4.01.26.01.3.

'MT.139.0.01.26.01.0.

fMT.121.0.01.27.01.0.

'MT.140.0.01.27.01.0.

'MT.120.4.01.27.01.0.

MT.120.4.01.27.01.3.

'MT.139.0.01.27.01.0.

FMT.120.1.06.24.01.0.

17.01.02.01.MUKPOBMONOTNYECKAA ANATHOCTUKA MUKPO®/IOPbI XKENYAKA
N KNLWEYHUKA

MuKpoburonoruyeckas AMarHocTMka AucbakTeprosa KULWEYHUKA C onpeaeneHnem
YYBCTBUTE/NIbHOCTM BO36YAUTENA K aHTMGaKTepranbHbiM npenapaTtam
Mukpoburonoruyeckas AMarHocTMKa aucbakTeprosa KMLLEeYHUKa C onpeseneHvem
YYBCTBUTE/NIbHOCTK BO36YANUTENA K aHTMBaKTepManbHbIM NpenapaTtam u
6aktepuodaram

Moces Ha Bo36yauTeneit knweyHoi rpynnsl (Shigella spp., Salmonella spp.) c a/6
YYBCTBUTE/IbHOCTU

Mocee Ha Bo36yauTenei kuwedHon rpynnel Shigella spp., Salmonella spp.) ca/6 n
$arouyyBCTBUTENBHOCTBIO

Moces Kana Ha 3010TUCTbIN cTadUNOKOKK (Staphylococcus aureus) c onpeaeneHmem
YYBCTBUTENIbHOCTM BO36YAUTENA K aHTMGaKTepManbHbiM NpenapaTam

MoceB Kana Ha 3010TUCTbIN cTapuNOKOKK (Staphylococcus aureus) c onpeaeneHvem
YYBCTBUTE/NIbHOCTK BO36YANUTENA K aHTMBaKTepManbHbIM NpenapaTtam u
6aktepuodaram

Moces Kana Ha knoctpuamu (Clostridium difficile) c onpeaenexHnem
YYBCTBUTENbHOCTN BO36YANTENA K aHTUGBaKTepuanbHbIM NpenapaTam

MoceB Kana Ha MUKpOdAOPY C onpeseneHMem YyBCTBUTENbHOCTU BO36yAuTeNs K
aHTUBaKTepUanbHbIM NpenapaTam

KomnnekcHas AnMarHoCcTMKa KuwweyHbix nHbekuumii (Moces Kana Ha mukpodaopy,
Moces Ha rpubbl p.Candida, Potasupyc (Rotavirus, guapeiiHbiit cuHgpom),
aHTUreHHbIM TecT, AgeHosupyc (Adenovirus, guaperHblit CUHAPOM), aHTUFEHHbIN
Tect, lambanm (Giardia liamblia, avapeiHblii cMHAPOM), aHTUrEHHBIV TecT , TOKCUH
A (Clostridium difficile, nceeaomembpaHHbI KOAWUT), aHTUTEHHbIV TecT

MoceB Kana Ha MUKpOGOpY € onpeseneHMem YyBCTBUTENbHOCTU BO3byauTeNs K
aHTMBaKTepranbHbIM Npenapatam v 6akTepuodaram
17.01.02.02.MUKPOBUOSTOTUYECKAA ANATHOCTUKA MUKPO®/IOPbI
MOUYENO/I0BOM CUCTEMbI

KomnnekcHoe nccneoBaHne MUKPODNOPbI YPOreHUTabHOTO TPaKTa ¢
onpefeneHnem YyBCTBUTENbHOCTU BO36YANUTENA K aHTUGAKTEPUANbHBIM
npenapatam u 6aktepnodaram

KomnnekcHoe nccneaoBaHve MUKPOdI0opbl ypOreHUTaNnbHOro TpaKTa ¢
onpeaeneHnem YyBCTBUTENIbHOCTM BO3BYANUTENA K PACLUIMPEHHOMY CNEKTPY
aHTUBaKTepUanbHbIX NpenapaTam

Moces v3 BNaranuwa Ha MMKonaasmy xomunuc (Mycoplasma hominis) ¢
onpefeneHnem YyBCTBUTENbHOCTM BO36YANUTENA K aHTUGAKTEPUANbHBIM
npenapatam

Moces v3 Bnaranuwa Ha MUKpPodaopy € onpeseneHnem YyBCTBUTEIbHOCTH
BO36YANTENA K aHTUBaKTepUaibHbIM Npenapatam

Moces v3 BAaranuLa Ha MUKPOdNOpPyY C onpeseneHnem YyBCTBUTEIbHOCTH
B0O36yauUTENA K aHTMBaKTEpManbHbIM NpenapaTtam u 6aktepuodaram
Moces v3 BNaranua Ha ypeannasmy ypeanutukym (Ureaplasma urealiticum) c
onpefeneHnem YyBCTBUTENbHOCTU BO36YANUTENA K aHTUBAKTEPUANbHBIM
npenapatam

Moces W3 ypeTpbl Ha aHa3POBHYO MUKPOBAOPY C onpeaeneHnem
YYBCTBUTENbHOCTM BO36YANTENA K aHTUBaKTepUanbHbIM NpenapaTam
Moces 13 ypeTpbl Ha MUKoNIa3my xomuHuc (Mycoplasma hominis) ¢
onpeaeneHmem YyBCTBUTENbHOCTU BO36YANUTENN K aHTUBAKTEPUAbHbIM
npenapatam

Moces u3 ypeTpbl Ha MUKPODNOPY C ONpeseeHNEM YYBCTBUTENBHOCTH
BO36yaUTENA K aHTMBAKTEPMaNbHbIM NpenapaTtam

Moces u3 ypeTpbl Ha MUKPODNOPY C ONpeseieHNEM YyBCTBUTENLHOCTH
B036yauUTENA K aHTMBaKTEpManbHbIM NpenapaTtam u 6aktepuodaram
Moces u3 ypeTpbl Ha ypeannasmy ypeanutukym (Ureaplasma urealiticum) ¢
onpefeneHnem YyBCTBUTENbHOCTU BO36YANUTENA K aHTUBAKTEPUANbHBIM
npenapatam

Moces W3 LEePBUKANbHOTO KaHasia Ha aHa3pPoBHY MUKPOGIopY C onpeaeneHmem
YYBCTBUTENIbHOCTU BO36YAUTENS K aHTUBAKTepUasIbHbIM NpenapaTam

Moces W3 LEePBUKANLHOTO KaHaia Ha MMUKonaasmy xomuuuc (Mycoplasma hominis)
C onpeseneHnem YyBCTBUTENbHOCTU BO3BYAUTENA K aHTUBAKTEPHUANbHBIM
npenapatam

MoceB M3 LEePBUKANLHOTO KaHaa Ha MUKPOBOPY C onpeseneHnem
4YBCTBUTENIbHOCTU BO3BYAUTENSA K aHTUBAKTepUabHbIM Npenapatam

MoceB M3 LEePBUKANbHOTO KaHaia Ha MUKPObIOPY C onpeseneHmem
YYBCTBUTENLHOCTU BO3BYAUTENS K aHTUBAKTepUabHbIM Npenapatam n
6akTeprodaram

Moces W3 LEePBUKANLHOTO KaHaia Ha ypeannasmy ypeanautukym (Ureaplasma
urealiticum) c onpegeneHnem YyBCTBUTENBHOCTM BO3GYANTENA K
aHTMBaKTepranbHbIM NpenapaTam

MoceB MOUM Ha MUKPOGIOPY C OMpefeNeHNeM HyBCTBUTENbHOCTU BO36YANUTENA K
aHTMBaKTepranbHbIM NpenapaTam
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IMT.120.1.06.24.01.3.

'MT.120.4.09.22.01.0.

MT.120.4.09.22.01.3.

fMT.121.0.01.06.01.0.

MT.120.6.01.06.01.0.

'MT.120.6.01.06.01.3.

'MT.120.6.01.12.01.0.

'MT.120.6.01.12.01.3.

fMT.121.0.01.07.01.0.

'MT.120.6.01.07.01.0.

'MT.120.6.01.07.01.3.

'MT.120.6.01.13.01.0.

'MT.120.6.01.13.01.3.

MT.141.0.01.10.01.0.

MT.120.2.01.10.01.0.

'MT.120.2.01.10.01.3.

MT.142.0.01.10.01.0.

'MT.141.0.01.16.01.0.

MT.120.2.01.16.01.0.

MT.120.2.01.16.01.3.

MT.120.3.07.35.01.0.

MT.142.0.01.10.01.3.

'MT.120.5.04.08.01.0.

'MT.120.5.04.08.01.3.

MT.120.5.04.09.01.0.

MT.120.5.04.09.01.3.

'MT.121.0.01.21.01.0.

fMT.120.7.01.21.01.0.

MoceB moun Ha MUKpodopy C onpeaeneHnem YyBCTBUTEIbHOCTM BO3ByauTens K
aHTUbaKTepuanbHbIM Npenapatam u 6aktreprodaram

MoceB cekpeTa NpocTaTbl HA MUKPOGIOPY C ONpeaesieHNeM YyBCTBUTENbHOCTH
BO36YyAMTENA K aHTUBAKTEepPUabHBIM NpenapaTam

Moces cekpeTta NPocTaThl HAa MUKPOBAOPY C ONpeaeneHnem HyBCTBUTENbHOCTH
B036byauTeNs K aHTMBaKTepManbHbIM Npenapatam u 6aktepuodaram
17.01.02.03.MUKPOBNONOTMYECKAA ANATHOCTUKA MUKPOPIOPHI
OTAENAEMOTO YXA U TNA3A

Moces u3 neBoro rnasa Ha aHasapobHyto mukpodaopy c onpeseneHnem
YYBCTBUTENbHOCTU BO36YAUTENS K aHTUBAKTepUaibHbIM Npenapatam

Moces u3 NeBOro rnasa Ha MUKPOdNOPY C onpeseseHnem YyBCTBUTEbHOCTH
B036yauTeNs K aHTUBaKTEPMaNbHBIM NpenapaTam

MoceB u3 nNeBoro rnasa Ha MUKPodIoPy C onpeseseHem YyBCTBUTENBHOCTU
BO3byauUTENA K aHTMbaKTepuanbHbIM Npenapatam u b6aktepnodaram

MoceB W3 NeBOro yxa Ha MUKpodIopy C onpeaeseHnem YyBCTBUTENbHOCTH
BO36YyAMTENA K aHTUBAKTEpPUaAbHBIM NpenapaTam

Moces u3 N1eBOro yxa Ha MUKpodIopy C onpeaeneHnem YyBCTBUTENBHOCTU
B036byauTeNs K aHTMBaKTepManbHbIM Npenapatam u 6aktepmodaram

Moces ¥3 NpaBoro rnasa Ha aHasapobHyto MUKpodAOPY C onpeaeneHnem
YYBCTBUTENIbHOCTU BO36YAUTENS K aHTUBAKTepUaibHbIM NpenapaTam

Moces u3 NpaBoro rnasa Ha MMKpPodIopy ¢ onpeaeneHnem YyBCTBUTENbHOCTU
B036yauTeNs K aHTMBaKTepMaibHbIM NpenapaTam

Moces 13 NpaBOro rnasa Ha MUKPOdopY € onpeseneHnem YyBCTBUTENbHOCTH
B036YyANUTENA K aHTUOaKTepMUanbHbIM Npenapatam u 6akTeprodaram

Moces 13 NPaBOro yxa Ha MUKPOPIOPY € onpeaeneHnemM YyBCTBUTENbHOCTU
B036YyAMTENA K aHTUOaKTepHUabHbIM Npenapatam

Moces ¥3 NPABOro yxa Ha MUKPOGIOPY C OnNpeaeneHem YyBCTBUTENbHOCTH
B036yauTeNs K aHTMBaKTepManbHbIM Npenapatam u 6aktepuodaram
17.01.02.04.MUKPOBUO/TOTUYECKAA ANATHOCTUKA MUKPO®/IOPbI BEPXHUX U
HUXHUX ObIXATE/IbHbIX NyTEN

MoceB 13 3eBa Ha 3010TUCTbIN cTadbUNOKOKK (Staphylococcus aureus) ¢
onpeaeneHnem YyBCTBUTENIbHOCTU BO36yANUTENA K aHTUBaKTepHanbHbIM
npenapatam

MoceB 13 3eBa Ha MUKPODIOPY C ONpeaeeHNeM YyBCTBUTENILHOCTM BO3ByauUTeNs K
aHTUGaKTepUanbHbIM NpenapaTam

MoceB 13 3eBa Ha MUKPODIOPY C ONpeaeeHNeM YyBCTBUTEILHOCTM BO3ByauUTeNs K
aHTUBaKTepuanbHbIM Npenapatam u 6aktreprodaram

Moces v3 3eBa Ha NMOTEHHbI CTPENTOKOKK (Streptococcus pyogenes) ¢
onpeaeneHmem YyBCTBUTENbHOCTM BO36YANUTENN K aHTUBAKTEPUAbHBIM
npenapatam

MoceB W3 HOca Ha 30/10TUCTbIM cTadUNOKOKK (Staphylococcus aureus) ¢
onpefeneHnem YyBCTBUTENbHOCTU BO3BYANUTENA K aHTUBAKTEPUANbHBIM
npenapatam

Moces M3 HOCa Ha MUKPODNOPY C ONpeseNeHNEM HYBCTBUTENbHOCTU BO36YAUTENA K
aHTUGaKTepPUaNbHLIM NpenapaTtam

Moces M3 HOCa Ha MUKPODNOPY C ONpeseNeHNEM HYBCTBUTENBHOCTU BO36YANUTENA K
aHTUbaKTepUanbHbIM Npenapatam u 6aktreprodaram

MoceB MOKPOTbI Ha MUKPOdIOPY C ONpeAeNeHNeM YyBCTBUTENBHOCTU BO3ByAnTeNs
K aHTMBaKTepuanbHbIM NpenapaTam

MoceB Ha NMOTeHHbIM CTPENTOKOKK (Streptococcus pyogenes) ¢ onpeaeneHnem
YYBCTBUTENIbHOCTU BO3BYAUTENS K aHTUBaKTepUasbHbIM Npenapatam n
6akTeprodaram

17.01.02.05.MUKPOBUO/TOTUYECKAA ANATHOCTUKA MUKPO®/IOPbI FPYAHOIO
MOJIOKA

MoceB rpyAHOro MOJIOKa N1E€BOM rPyAM Ha MUKPOGIOPY C onpeaeneHmem
YYBCTBMTENbHOCTU BO36YAUTENS K aHTUBaKTepUasibHbIM Npenapatam

MoceB rpyAHOro MO/IOKA NEBO FPYAN Ha MUKPOGIOPY C onpeaeneHnem
YYBCTBUTENIbHOCTM BO3BYAUTENA K aHTUBAKTepUasibHbIM Npenapatam n
6akTeprodaram

MoceB rpyAHOro MOIOKA NPaBOM rPyAn Ha MUKPOGOPY C onpeaeneHmem
YYBCTBUTENIbHOCTU BO3BYAUTENSA K aHTUBAKTepUabHbIM Npenapatam

lMoces rpyAHOro MOJIOKa NPaBoi rpyay Ha MUKPObIopY C onpeaeneHmem
YYBCTBUTENLHOCTU BO3BYAUTENS K aHTUBAKTepUaIbHbIM NpenapaTam n
6akTepuodaram

17.01.02.06.MUKPOBUOJTOTUYECKAA ANATHOCTUKA MUKPO®/1OPbl PAHEBOIO
OTAENAEMOIO

Moces OTAENAEMOrO paHbl Ha aHa3POB6HYI0 MUKPOGIOPY C onpeseneHnem
YyBCTBUTEILHOCTU BO36YAUTENIA K aHTUBAKTEpMaNbHbIM NpenapaTtam

Moces OTAENAEMOTrO paHbl Ha MUKPODAOPY C ONpeaeneHnem YyBCTBUTENbHOCTU
B036YAMTENA K aHTUGAKTEPUabHBIM NpenapaTtam
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A12.20.001
A26.26.023
A12.20.001
A12.20.001
A26.09.025
A26.09.025
A26.01.023

A26.23.012

A26.05.016.001

A26.19.006

A26.30.009
A26.14.002
A26.19.008
A26.28.003
A26.30.002
A26.05.001

A26.20.050

A26.19.045
A26.08.001
A26.20.008

A26.26.002
A26.28.007

A26.19.004
A26.19.005
A26.28.031
A26.19.007

A26.09.015

A26.09.009
A26.20.008
A26.23.002

A26.08.015
A26.19.003
A26.21.047
A26.09.002
A26.21.004
A26.21.004
A26.19.001
A26.19.078

A26.08.005
A26.26.004
A26.09.010

A26.02.001
A26.21.026
A26.26.009

A26.30.004.001
A26.30.006

A26.30.004.004

'MT.120.7.01.21.01.3.

fMT.122.0.10.31.00.0.

FMT.168.0.
'MT.166.0.
FMT.167.0.
MT.165.0.

'MT.153.0.
'MT.152.0.

MT.155.0.

FMT.154.0.

'MT.133.0.
'MT.170.0.
FMT.124.0.
'MT.134.0.
rMT.151.0.

MT.171.0.01.05.01.0.

rMT.171.0.
FMT.120.5.
FMT.120.9.
'MT.120.0.
FMT.120.1.
rMT.121.0.
rMT.122.0.

rMT.173.0.

rMT.123.0.
'MT.150.0.
MT.144.0.
'MT.137.0.
'MT.143.0.
'MT.136.0.
'MT.135.0.
'MT.141.0.
'MT.132.0.
'MT.129.0.
'MT.126.0.
'MT.130.0.

MT.145.0.

'MT.147.0.
'MT.131.0.
'MT.146.0.
'MT.140.0.
'MT.142.0.
'MT.127.0.
'MT.138.0.
'MT.148.0.
'MT.139.0.
IMT.172.0.
'MT.128.0.
IMT.125.0.

IMT.120.2.
'MT.120.6.
'MT.120.3.

'MT.120.7.
'MT.120.4.
'MT.120.8.

IMT.01.
'MT.03.

TMT.02.

MoceB oTAENAEMOr0 paHbl Ha MUKPOdIOPY C ONpeAeneHNemM YyBCTBUTENBHOCTU
B03byauTENA K aHTUBaKTepManbHbIM Npenapatam u 6aktepuodaram

17.01.02.07.MUKPOBNONOTMYECKAA ANATHOCTUKA KPOBU 1 MYHKTATOB
Moces KPOBM Ha a3pPOB6HYIO M aHa3POB6HYO MUKpodaopy

17.02. OCHOBHbIE NCCNEAOBAHUA

17.02.01.MUKPOCKOMWUYECKME NCCNELOBAHNA

MWuKpocKonuyeckoe uccnegosaHue maska ¢ OKpackoi no Mpamy (c oueHKow no
wKane HologxeHTa)

MMKPOCKOMNMYECKoe UccnesoBaHue Ha rpubbl

MMKPOCKOMNMYECKoe UcCnef0BaHe HAaTUBHOTO Ma3ka C OKPAcKom no Mpamy
MMKPOCKOMNMYECKOe UCCNef0BaHMe HAaTUBHOTO MaTepuana
17.02.02.MUKOJIOTMYECKME MCC/TEAOBAHKA

MwuKonoruyeckoe nccnegosaHme Ha acneprunnsl (Aspergillus spp.)
MwuKonoruyeckoe nccnegosaHme Ha rpubel p. Candida

MwuKonoruyeckoe nccnegosaHme Ha gepmatomuueTsl (Trichophyton spp.,
Microsporum spp., Epidermophyton spp.)

MwuKonoruyeckoe nccnegosaHme Ha KPUNTOKOKK (Cryptococcus neoformans)
17.02.03.MUKPOBMO/TIOTMYECKME NCCNELOBAHUA

[MarHoCTMKa NULLEBbLIX TOKCUKOUHbEKLMIA

KomnaekcHoe nccnefoBaHne MUKPObAOpbI YPOreHUTanbHOro TpakTa
MuKpo6buronornyeckas AMarHoCTMKa AMC6aKTEPMO3a KULWEeYHWKa
MuKpo6ronornyeckan 4MarHOCTMKa KULWEYHbIX MHOEKLMI
MuKpoburosornyeckas AMarHOCTMKa Xonepbl

MuKpo6MoLLEeHO3 Baranua ¢ onpeaeneHnmem YyBCcTBUTENbHOCTU BO3ByauTens K
aHTMBaKTepranbHbIM NpenapaTam

MwuKpoburoueHo3 Baaranmwia

MoceB rpyAHOro Mo/oka Ha MUKpodaopy

Moces »enun Ha Mukpodaopy

Moces Kana Ha MUKpodaopy

Moces mouun Ha muKpodopy

Moces Ha aHa3apobHyt0 MUKpodaopy

Moces Ha a3po6HYO M aHa3POBHYI0 MUKpOobAOPY

Moces Ha 6eTa-remoIMTUYECKUIA CTPENTOKOKK rpynnbl B (Streptococcus agalactiae)
Moces Ha Bo3b6yauTeneit knweyHow rpynnsl (Shigella spp., Salmonella spp
Moces Ha Bo36yautensa 6otyamama (Clostridium botulinum)

Moces Ha Bo3b6yautena audtepum (Corynebacterium diphtheriae)

Moces Ha rapgHepennés (Gardnerella vaginalis)

Moces Ha remodunbHyto nHdekumio (Haemophilus influenzae)

Moces Ha roHopeto (Neisseria gonorrhoeae)

Moces Ha rpubbl p.Candida

Moces Ha 3010TUCTbLIN cTadUAOKOKK (Staphylococcus aureus)

Moces Ha nepcuHuos (Yersinia spp.)

Moces Ha kamnunobakTepunos (Campylobacter spp.)

Moces Ha KuweyHyto nanoyky (Escherichia coli 0157:H7)

Moces Ha knoctpuamm (Clostridium difficile)

Moces Ha KoKkAtowWw 1 napakokntow (Bordetella pertussis, Bordetella parapertussis)
Moces Ha nernoHennés (Legionella)

Moces Ha McTepuo3s (L.monocytogenes)

Moces Ha meHUHTUT (Neisseria meningitidis)

Moces Ha MuKonnasmy xommHuc (Mycoplasma hominis)
MoceB Ha NMOTeHHbIM CTPENTOKOKK (Streptococcus pyogenes)
Moces Ha canbmoHennes (Salmonella spp.)

Moces Ha TpMxomoHo3 (Trichomonas vaginalis)

Moces Ha Ty6epkynes (Mycobacterium tuberculosis)

Moces Ha ypeanna3my ypeanutukym (Ureaplasma urealiticum)
Moces Ha ypeania3my ypeaanTrKyM U MUKOM/Ia3My XOMUHUC
Moces Ha wurennes (Shigella spp.)

Mocee Ha awepuxuno3s (Escherichia spp.)

MoceB OTAENAEMOro BEPXHUX ApbIXaTesbHbIX MyTel Ha MUKpodiopy (Hoc, 3eB)
lMoceB OTAENAEMOrO 133, yleit Ha MUKpobaopy

MoceB OTAENAEMOrO HUKHUX ApIXaTe/bHbIX MyTel Ha MUKpodiopy (Tpaxes,
6pOHXM)

lMoceB OTAENAEMOr0 paHbl Ha MUKpodIopy

MoceB OTAENAEMOro YPOreHUTabHOro TPaKkTa Ha MUKpodaopy

MoceB NYHKTAaTOB Ha MUKpPObIOpY

17.02.04. JOMNOJTHUTE/IbHbLIE UCCNEAOBAHUA

OnpegeneHue 4yBCTBUTENILHOCTM BO36YAUTENA K aHTMBAKTEPMaNbHbIM NpenapaTtam
(aam)

OnpegfeneHue 4yBCTBUTEILHOCTM BO3byauTens K 6akteprodaram
OnpegeneHue YyBCTBUTEILHOCTM BO36YAUTENA K PACLUIMPEHHOMY CMIEKTPY
aHTMBaKTepMaNbHbIX NpenapaTos
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A26.30.004.010

A26.30.004

A26.30.004

A26.19.090
A26.08.074

A26.19.093

A26.19.097

A26.19.096
A26.19.090
A26.19.089
A26.08.070
A26.20.042

A26.19.081

A26.19.095

MT.05.

MT.06.

MT.09.

IMT.08.

TMT.07.
TMT.04.

IMT.157.0.
'MT.163.0.

IMT.176.0.

IMT.158.0.

MT.159.0.
'MT.175.0.
MT.156.0.
IMT.162.0.
'MT.161.0.

IMT.160.0.

IMT.186.0.

OnpegaeneHne YyBCTBUTENbHOCTU K aHTUBOaKTepuanbHbIM npenapatam ESBL-
LWTamMmoB

OnpeaeneHune Y4yBCTBUTENBHOCTU K aHTUBaKTepuanbHbIM npenapatam MRSA-
LWTamMmoB

OnpepeneHune YyBCTBUTE/IbHOCTU K aHTUBaKTEpPUaNbHbIM NpenapaTam BCero
CneKTpa BblAeNeHHON MUKpodaopbI

OnpepeneHune YyBCTBUTENIBHOCTU K aHTUMUKOTUKAM C UCNO/Ib30BaHWEM TeCT-
cuctem "Fungitest"

OnpepeneHune YyBCTBUTENIBHOCTU K aHTUMMUKOTUYECKMM NpenapaTam
daroTunmsaumn ctadUIOKOKKa

17.02.05.AHTUTEHHbIE TECTbI, SKCNPECC-AHAJTN3bI

ApeHosupyc (Adenovirus, AvapeinHblii CUHAPOM), aHTUrEHHBIN TecT
NHdnoeHua A+B (Influenza A+B, rpunn), aHTUreHHbIN TecT

MccneposaHue Ha Escherichia coli 0157:H7 (aMapeiHblit CUHAPOM), aHTUrEHHbI
Tect

Kpuntocnopuauu napsym (Cryptosporidium parvum, guapeiHblit cuHapom),
QHTUreHHbIN TecT

Nambauu (Giardia liamblia, anapeiHblii CUHAPOM), aHTUrEHHBIN TecT
Ob6HapyKeHue poTaBUPYCOB U afeHOBUPYCOB, aHTUrEHHBIW TecT

Potasupyc (Rotavirus, AMapeiHblil CUHAPOM), aHTUrEHHbI TeCT
CTpenToKoKKa rp.A (Streptococcus pyogenes), aHTUreHHbIl Tect
CTpenToKoKKa rp.B (Streptococcus agalactiae), aHTUreHHbIN TecT

TokewH A (Clostridium difficile, nceBgomem6paHHbIit KOAWT), aHTUTEHHBbI TecT

TokewH A u B (Clostridium difficile, nceBgomem6bpaHHbIit KOAWUT),aHTUTEHHBIN TecT

w wwwww

350

350

400

1040

350

520

1270
1270

1500

1270
1270
1500
810

1270
1270

1270

1840



