fMT.27.103.

fMT.27.91.

fMT.27.107.

MT.27.106.

fMT.28.111.

FMT.27.108.

[MT.28.558

IMT.27.104.

TMT.27.4.

TMT.27.1.

'MT.28.110.

MT.27.50.

MT.28.100.

fMT.27.3.

FMT.28.101.1.

HanmeHoBaHue nccnegosaHui
01.KOMM/EKCHbIE NCCNEAOBAHMA
01.01.06WNE ANATHOCTUYECKME KOMMNJIEKCbI

AHemuna(OAK pacwmpeHHbIi /IO 1 peTukynouutamm (BeHosHasa Kposb), CO3,
®epputnH, OXKCC, CoiBOPOTOYHOE Xeneso, TpaHcdheppuH, Butamun B12, donatbl)
AHTUPOChHONMNUAHLIV cMHAPOM(AT K dochonunuaam IgM (kon.), AT K
dochonununaam IgG (kon.), AT K KapgmnoamnuHy (kon.), AT K npoTpombuHy (Kon.),
BoYaHOUHbIV aHTUKOArynaHT, AT K 6eTa-2-rnMkonpoTenHy (Kon.))

Briomapkepb! PYHKLMOHANBHOW CMOCOBHOCTM NeYeHu(pacwmnpeHHbln) (Anbda-2-
MaKpornobynuH, FantornobuH, AnoavnonpotenH Al, Famma-I'T, Bunmpyoun O,
ANT, ACT, Tpuravuepugbl, X-O, [noKo3a)

Briomapkepb! PYHKLMOHANbHOW CMOCOBHOCTU NeYeHU(CcKpuHUHT) (Anbda-2-
MaKpornobynuH, FantornobuH, AnoavnonpotenH Al, Ffamma-I'T, BuampybuH
obwuin, ANT)

BMOXMMUA PACLUMPEHHASA(M ntoko3a (PpTopma), TNUMKMpOBaHHBbIM remornobuH
(HbAlc), CbiBOpOTOUHOE *Kene3o, AnaHMHammHoTpaHcdepasa (A/T),
AcnapTatamuHoTpaHcdepasa (ACT), BunmpybuH obwmii, XonectepuH obwmi,
Tpurnnuepuabl, O6wmii 6enok, KpeatmHnH, MoyesuHa, MouyeBan KMCIOTa,
docdarasa wénoyHan, Famma-IT, AMunasa, AnbbymuH, JlakTataermpporeHasa
(nAar), Kanumi (K+), Hatpuii (Na+), xnopuabl, Kanbunii 06wmit)

Buoxumms 6aszosan (06w, 6enok, KpeaTnHuH, XonectepmH, MoyesuHa, Moko3a,
ANT, ACT, BunupybuH 06w, CbIBOPOTOUHOE Kefle30)

Bruoxumms 21 (AcnapTatamuHoTpaHcdepasa (ACT) , AnaHMHamuHOTpaHchepasa
(ANT), AnbbymuH, Amunasa, bunmpybux Henpamoi (BManpybuH npamoid,
BununpybuH obwmit), Famma-IT, FMKMpoBaHHbIV remornobuH (HbAlc), Mntokosa
(dTOpUA), NHAeKc ateporeHHocT (XC obwumin, JINBM), Kanuii (K+), HaTpuit (Na+),
xnopwabl, Kanuii (K+), Hatpuit (Na+), xnopuabl, KpeaTnHuH, JlaktatgervaporeHasa
(nAr), Moyesas kucnota, MouesuHa, O6wwmit 6enok, C-peakTUBHbIN 6eNoK,
CbIBOpPOTOUHOE Xeneso, Tpuramuepuabl, PocdaTasa wenouHan, XonectepuH-JIMHM
BbinageHue Bonoc(CKpuHUHT) (Kanbumii 061w, LnHK, TTT, CbiBOpOYHOE Keneso,
CeneH (Kposb))

FEMOCTA3MOTPAMMA(Koarynorpamma) (A4TB, AHTUTPOMOWUH Ill, ToombUHOBOE
sBpems, PubpuHoreH, Npotpomb. sBpemsa u Mpotpomb. nHaekc, MHO, AYTB)
FocnuTtanbHblt Komnnekc(AT u AT K BUY 1/2, Cudnnuc cym. AT (IgG u IgM), FenaTtut
B, HBs Ag, lenatut C, anti-HCV cymm.)

FTOCNUTAbHbLIN KOMMNNEKC PACLUMPEHHbIN(06Limit aHanus Kposu ¢
nevkoumTapHoi dopmynoit, CO3, AT n Al K BUY 1/2 (cKpuHuMHT, Kau.), Cudumnuc
cym. AT (IgG u IgM) (kau), TenaTut B, HBs Ag (kau), Fenatut C, anti-HCV cymm. (Kau),
lpynna Kposwu, pesyc-pakTop, [NoKo3a (bTopua), IMMKMPOBaHHbIA remoriobuH
(HbAlc), ®ubpuHoreH, MHO (+NTB n NTU), O6wwmit 6enok, KpeaTuHnH, MoyeBuHa,
XonectepuH obwmin, BunmpybuH obwmii, AnaHnHamuHoTpaHchepasa (ANT),
AcnapTatamuHoTpaHcdepasa (ACT), Kanwuii (K+), HaTpuit (Na+), xnopuasl.
ExxerogHoe npodunaktnyeckoe obcnegosanue(renatut C, AT, ACT, Bunupy6buH o.,
KpeaTuHuH, MouesuHa, [nokosa, Fenatut B, AT u Al kK BUY 1/2, XonectepuH o.,
OAM, CO3, OAK c /1®, Cudunuc)

MNBC(dpakTopbl prcKa 1 nedeHue)(FNMKMpoBaHHbIA remornobuH (HbAlc),Mntoko3a
(dTopup),MHaekc aTeporeHHocTH (XC obwmia, JINBM),Kanuit (K+), HaTpuit (Na+),
xnopuabl, MHO (+MTB u MTN),KpeatnHmH,MouesnHa,XonectepuH-
JIMHMN,XonectepuH-J1MNBII.

JInnnaHbii KoMmnaekc(amMarHocTuka aTepockaeposa) (MHaeke ateporeHHocTH (XC
06wwmit, INBM), XonectepuH-NMNHM, XonectepuH-/INOHM (B Tom uncne
TpUrAuuepuabl))

MEPUATE/NNIbHAA APUTMMUA(Xonectepun-/INOHN (B Tom uncne
Tpuranuepuabl),XonecrepuH-/1NHM,MouesuHa,KpeaTuHnu, MHO (+MTB 1
MNTU),Kanuit (K+), HaTpuit (Na+), xnopumabl,Mo3roBoi HaTpUtypeTUYecKuii NnenTuza
(NT-proBNP),D-gumep)

Cpoku,
OHU

LieHa, pyb.
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FMT.27.87.

MT.27.102.

[MT.27.56.

[MT.27.55.

FMT.27.25.

FMT.27.69.

FMT.27.93.

FMT.27.54.

FMT.27.57.

FMT.27.92.

IMT.27.21.

FMT.27.113.

FMT.28.151.

IMT.28.153.

MT.28.152

IMT.27.5.
[MT.28.482.

FMT.28.104.

IMT.27.73.

rMT.27.74.

FMT.27.41.

FMT.27.11.

MeTabonunueckuit npodpuns(C-nentna, Koptuson, MNiokosa (dtopuag),
WNHA.aTteporeHHocTy (XC o6wmid, INBM), UHcynuH, X-AMHM, lentuH, T4 cB., X-
JINOHN (B T.4. TPpUrAnUepuasl), TTT)

Octeonopo3(Kanbuuii 06wmii, KanbLnii MOHU3UPOBAHHBIN (Ca++), OCTUOKANbLMH,
napatropmoH, pochop HeopraHuyeckuit, B-cross laps, 4NN/ (pasosas moua)
MeueHb(ANIT, ACT, ®ocdaTasa wenoyHasn, bunmpybuH Henpamoi, Famma-IT,
XonectepuH 06w, Obwwii 6enok, Mpot. Bpem., NpoT. UHAEeKC)

MogarkenypouHas Kkenesa(Amunasa naHkpeaTuyeckas, [nokosa, Konporpamma,
/lunasa)

Moukn(06wmit aHanms moun, Pocdop HeopraHmyeckuii, Kanuin (K+), Hatpuia (Na+),
Xnop, Marnwuii, KpeaTuHunH, MoueBuHa, (PekomeHayeTcs aHaAn3 moyu no
HeunnopeHko, ¥Y3U noyek)

PesmatonaHbiit apTput(OAK ¢ /I®, CO3, AC/I0, C-peakTueHbiii 6enokK,
PesmatounaHbiit daktop, AHTUTENa CCP)

CaxapHbiii gnabeT(AT K uHCyMHY (Koa.), AT K 6eTa-KneTkam NnoasKenya04yHom
»enesbl (Kon.), AT-GAD (koA.), UHcynuH, TnoKo3a, TMKMPOBaHHbI remornobuH
(HbA1c))

CaxapHblii gnabeT(ckpuHUHT) (Thtoko3a, MnKupoBaHHbIN remornobuH (HbAlc),
WHcynuH, C-nentug)

CycTtaBbl(AC/10, C-peakTuBHbIV 6enok, PeemaTtonaHsiit dpaktop, CO3, Mouesas
Kucnota, 06w Mt aHanM3 KPoBM C lelkoumTapHoi popmynoit (18 napamertpos)
Uennakua(AT K ravaguHy IgA (kon.), AT K ranaguHy 1gG (kon.), AT K aHgommsumio IgA
n 1gG (Kau.), AT k peTukynuHy IgA v IgG (kau.))

LWnToBnaHas »kenes3a(T4 cs, T4 obwmid, T3 cB, T3 obwmid, TTT (TupoTponuH), AT-
TNO, AT-TT.)

BUOXNMMUA(O6wmin 6enok, AnaHnHamuHoTpaHchepasa (ANT),
AcnapTatamuHoTpaHcdepasa (ACT), BunupybuH obwmii, KpeaTuHnH, MoyeBuHa,
XonectepuH o6wmin, CbiIBOPOTOUHOE eneso)

OEDULNT NOOA(KNMHMYECKMI aHaNM3 KPOBY € elikoLmTapHoi dopmynoit n CO
(c MMKpOCKOMUel masKa KpoBM Npu BbIABJAEHUM NAaTONOTMYECKUX U3MEHEHM)
(BeHO3Has KpoBb), Moa, (Kposb))

MWHEPANbI 419 340POBbA(Kanbuuin 06wmii, MarHuii, dochop HeopraHUYecKuin)

AKTUBHOCTb BUTAMWHOB(25-OH Butamuu D (25-OH vitamin D, 25(0OH)D, 25-
hydroxycalciferol, Butamuu B12, akTMBHbI (X0N0TpaHCKOBaNamMmUH), IpUTPOMNOSTUH)

LWnToBnaHan »kenesa(T4 cs, T3 cs, TTI (TupoTponun), AT-TMNO, AT-TT)

ButamuHbl KpacoTsl (A, E, D, B9, B12)

01.02.ANATHOCTUKA MHOEKLMI

TORCH-UH®EKL MU (Bnpyc npocToro repneca 1 1gG (kon), Bupyc npocToro repneca 1
IgM (n/kon), Bupyc npocrtoro repneca 2 1gG (Kon), Bupyc npoctoro repneca 2 IgM
(n/kon), KpacHyxa IgG (Kon), KpacHyxa IgM (n/konunu), Tokconnasma IgG (kon),
ToKconnasma IgM (kon), untomeranosupyc IgG (n/kon), umtomeranosupyc IgM
(n/kon))

MLP-10 Kayects(ma3zok/moua/cnepma)(Xnammgmus tpaxom, Ypeannasma ypean.,
Mwukonnasma reHut, Mukonnasma xom, NapaHepenna sar., TpUXomoHac BarMHanuc,
KaHguaa anbbukaHc, Heliccepua roHopen, Bupyc npocroro repneca 1/2,
Liutomeranosupyc)

MUP-10 Konnu. (masok/moua/cnepma)(Metog Real-Time)(Xnammamus Tpaxom,
Ypeanna3sma ypean., Mrkonnasma reHut, Mukonnasma xom, FapaHepenna gar.,
TpvxomoHac BaruHanuc, KaHauaa anbbukaHc, Heliccepus roHopeu, Bupyc npoctoro
repneca 1/2, Liutomeranosmpyc)

MUP-12 konuu. (masok) (Metog Real-Time) (Xnamuana Tpaxomatuc, Ypeannasma
ypeanutnkym, Mukonnasma reHutaamym, Mukonnasma xomuHuc, FapaHepenna

BarvHanuc, TPMXoMoHas BarmHaaumc)
MUP-12 KauyecTB.(Ma3oK)(Xnammana Tpaxom, Ypeannasma ypean, Mukonnasma

reHuT, Munkonnasma xom, MapaHepenna sar, TpuxomoHac Bar, Heiiccepus roHopew,
KaHanaa anbbuKaHc, Bupyc npoctoro repneca 1,2, BMY Tun 16, BNY Tun 18,
Liutomeranosupyc)
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1840

1730
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3450
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FMT.28.94.

FMT.28.93.

[MT.28.95.

fMT.28.107.

MT.28.108.

fMT.28.96.1.

MT.28.97.1.

FMT.28.96.2.

[MT.28.97.2.

fMT.28.99.1.

[MT.28.98.1.

MT.28.98.2.

fMT.28.99.2.

MT.27.40.1.

'MT.27.10.

IMT.27.71.

IMT.27.75.

MUP-13 + KBM konun4yecTBeHHbIV(Bupyc npoctoro repneca 1,Bupyc npoctoro
repneca 2,BMY Tun 16,BMNY Tun 18,MapaHepenna sarnHanuc,KaHanaa
anbbukaHc,Mukonnasma xomuHuc,Heiccepms roHopeu, TpuxomoHac
BarvHaauc,Ypeanaasma ypeanutukym,Xnammuama Tpaxomatuc ,Liutomeranosumpyc)

MLP-13 KayecTBeHHbIW(Bupyc npocToro repneca 1,Bupyc npocroro repneca2,Brny
Tun 16,BMNY Tun 18,lapgHepenna BarvHanuc,KaHanaa anbbukaHec,Mukonaasma
XOMUHUC,MuKonnasma reHutannym,Heiccepus roHopeun, TpuxomoHac
BarMHanuc,Ypeannasma ypeanutmkym,Xnammamua tpaxomatuc, Liutomeranosumpyc)
NuP-14 ANA KEHWMH(NLP-13 + naktobakTepumn) KonmuecTBeHHbIN((Bupyc
npocToro repneca 1,Bupyc npocroro repneca 2,BMY Tun 16,BMY Tun
18,MapaHepenna BarnHanuc,Kananaa anbbukaHc, Mukonnasma
XoMUHUC,Heliccepua roHopewn, TpuxomoHac BarMHanuc,Ypeaniasma
ypeanutukym,Xnammamsa Tpaxomatuc ,Liutomeranosupyc,/laktobakrepumm)

MLP-4 BUPYCbl(aHanun3 maska) KauecTBeHHbIV(Bupyc npocToro repneca
1,2,lutomeranosupyc ,BMY Tun 16,BMY Tun 18 (kau.))

MLUP-4 BUPYCbl(aHann3 maska) KonnyecteeHHbI(Bupyc npocToro repneca
1,2,llutomeranosupyc ,BMY Tun 16,BMY Tun 18 (kau.))

MLUP-4 UMMM natoreHbl(aHan13 masKka) KayectseHHbI(MuUKoNAasma reHuTannym
,Helccepusa roHopeun , TpUXOMOHAC BarvHaauc,X1amuams TpaxomaTuc )

MLP-4 UMNMN natoreHbl(aHan1s masKka) KoaunyectseHHbI(MuUKonnasma reHutTaanym
,Helccepus roHopeun , TpUXOMOHAC BarvHaauc,X1ammnams TpaxomaTuc )

MLP-4 UMMM natoreHbl(aHan1s moum) KayectseHHbI(MuUKoNAasma reHutannym
,Helccepusa roHopeun , TpUXOMOHAC BarvHaauc,X1ammnams TpaxomaTuc )

MLP-4 UMMM natoreHbl(aHan13 mMouu,) KomMyecTBeHHbIM(MuUKonaasma reHnTaanym
,Heliccepusa roHopeun ,TpxoMoHac BarMHanuc,Xnammamsa TpaxomaTumc )

MLP-4 UMMM ycnoBHble NaToreHbl(aHanMs maska) KonnyectseHHbl(KaHanaa
anbbukaHc,MapgHepenna BarHanmc, MmMKonaasma Xom1HUC,Ypeannasma
YpeanuTukym)

MLP-4 UMMM ycnoBHble NaToreHbl(aHanM3 maska) KayecTBeHHbl(KaHanaa
anbbukaHc,MapgHepenna BarHanmc, MmMKkonaasma XoM1HUC,Ypeannasma
YpPeanuTnkym)

MLP-4 UMMM ycnoBHble NaToreHbl(aHanMs moun) KayectseHHbl(KaHanaa
anbbukaHc,MapgHepenna BarHanmc,MmKkonaasma XoM1HUC,Ypeannasma
YpeanuTnkym)

MLP-4 UMMM ycnoBHble NaToreHbl(aHanmMs moun) KonnyectseHHbln(KaHguaa
anbbukaHc,MapgHepenna BarHanmc, MmMKonaasma XoM1HUC,Ypeannasma
YpeanuTukym)

MUP-6 konny.(masok) (Metopg Real-Time) (Xnamuaua Tpaxomatuc, Ypeannasma
ypeanutukym, Mukonnasma reHutannym, Mumkonnasma xomuHuc, NapgHepenna
BarMHanuc, TOMXoMoHa3 BarmHanumc)

MUP-6 KauecTs.(Ma3ok/moua) (Xnamuama TpaxomaTuc, Ypeannasma ypeaanTukym,
MwuKonnasma reHutanmym, Mmkonnasma xommHuc, NapgHepenna BarmHanumc,
TpWXOMOHa3 BarMHanuc)

MLP-8 kauecTs.(ma3ok/moua) (Xnammuana TpaxomaTtuc, Ypeannasma ypeaanutukym,
MwuKkonnasma reHutaanym, Mukonnasma xomuHuc, lapaHepenna BarMHanuc,
TpuxomoHac BarmHanuc, KaHamaa anbbukaHc, Heliccepus roHopeu)

MLUP-8 konmnu.(ma3ok/moua) (Metopg Real-Time) (Xnammama TpaxomaTuc,
Ypeannasma ypeanutnkym, Mukonnasma reHutananym, Mmkonnasma XomuHUc,
lapaHepenna BarmHanuc, TpuxomoHac BarvHanuc, KaHauaa anbbukaHrc, Heliccepusa
roHopem)
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fMT.27.109.1.

FMT.27.109.2.

MT.27.6.

FMT.27.81.
FMT.27.82.

'MT.27.80.

rMT.27.77.

MT.27.78.

IMT.27.79.

MT.28.103.

IMT.28.3.

MT.27.110.1.

FMT.27.110.2.

IMT.27.84.

01.03.414 KEHLWNH

CHECK-UP Neo1 A/1A EHLWH(aHanus kposwu)(Fenatut C, Cudpunuc, Nrenatut B, AT n
AT K BUY %, ANT, ACT, I nivKkupoBaHHbI remornobuH (HbAlc),Mntokosa, TTM T4
cB060aHbIN,CbiB.>KeNe30, KpeaTuHnH, MoyeBnHa,AnbbymuH, ITT,docdop Heopr,
NAr, Kanbuuit O,XonectepuH obuw,, X-ANHM/AMNOHM,BuanpybuH o6, buanpybuH
npsmoi,KpeaTuHkuHaza,MHO, ®unbpuHoreH,OAK ¢ 1d+CO3,C-peak.benok, Anbda-
deTonpoTenH, AHTUIeH NI0CKOKAETOYHOM KapumHombl (SCCA),P3A, CA 19-9,CA 15-

3CA125,CA72-4) 12-23
CHECK-UP Ne2 /19 *EHLUWH(aHann3 masKa)(TMHeKoNormyecknin MasokK Ha

dnopy,/lakTobakTepuun (konnu.),Bupyc npocrtoro repneca 1,2 (konmy.),BNY Tunel 16,
18 (kau),*¥ugrocTtHan umtonorva,KaHamaa anbbukaHc (konmu.),fapgHepenna
BarvHanuc (Koaumu.),Mukonnasma XoMmmMHUC (Konuny.),Mrukonnasma reHuTanamym
(konny.),Heiccepusn roHopen (Konauu.), TpuxomoHac BaruHanmc
(Konny.),Ypeannasma ypeanutukym (Koamu.),Xnamugus TpaxomaTmc

(konny.),Llntomeranosupyc (Konmy.). 3
AApeHOreHUTaNbHbIN KOMNNEKC(M36bITOK MYXCKUX TOPMOHOB Y YKEHLLMH)

(TectoctepoH, Kapauson, 17-OH-nporectepoH, AAFA-S) 2
YeHcKkue ropmoHbl(ntoTenHosan ¢asa) (Ictpaguon, NporectepoH) 2
eHckume ropmoHbi(MeHonaysa) (TTT, T4 cBobogHbii, ©CI, ScTpagmon) 2

eHckue ropmoHbl(ponnnrynapHas ¢pasa)(dPCr, /M, MponaktuH, Ictpaguon, ArA-S,
TectoctepoH, 17-OH-nporectepoH, TTI, T4 cB, FNobyAunH, CBA3bIBAIOLLMIA NONOBbLIE
rOPMOHbI) 2

O6cnenosaHue npu 6epemeHHocty (1 Tpumectp)(BUY 1/2,M'en B,C, RW,0AK ¢

N®+C0O3, 0.6en0K, KpeatuHuH, MouesuHa, X-O, Ioko3a, ANT, ACT, bunnpy6.0,
Bup.np.repn. 21gG,IgM, Liutomer.snp.1gG,IgM, Tokconn.IgG,IgM, KpacHyxa IgG,IgM,
dakTop AYTB, AHTUTPOMBMUH IIl, Tpomb.8p, DnbpuHoreH, MHO,D-aumep,0AM,

M'MH.ma30K Ha ¢, Uccnen.cockobos ¢ LM u LK, CbiB.xkeneso, Mp.KpoBu) 4
O6cneposaHue npu bepemeHHocTn (2 TpumecTp)(OAK c /1d, CO3, OAM) 2
O6cneposaHue npu 6epemeHHocTy (3 TpumecTp)(BMY 1/2,I'en B,C,RW, OAK ¢

N®+CO3, 0.6enok, KpeaTuHuH, MouesuHa, X-0, Mntoko3a,A/IT,ACT,Bunupy6buH O,
CbiB.)keneso, A4YTB, AHTUTPOMOUH Ill, Tpomb.8p, PnbpuHoreH, MHO,D-gumep,

OAM, TMH.ma30kK Ha ¢n) 3
OHKOMapKepbl 411 }KeHWmH(npodunakTMyeckoe obcnenosaHue)(Anbda-
deTonpoTenH,AHTUreH NNOCKOKNETOUYHOM KapunHomsl (SCC),P3A,CA 125,CA 15-3,CA

19-9,CA 72-4). 2
NPOPUIAKTUKA PAKA MOJIOYHOWM XEJE3bI (PIA, BRCAL: 5382 InsC, 4153DelA,
A1708EN, Arg1699T, BRCA2: 6174DelT, Asn372Hi) 6

01.04.018 MYX4YUH

CHECK-UP Ne1 4/19 MY4YUH(aHanu3 kposu)(O6LmMit aHanms Kposm ¢

nemkounTapHoi popmynoit u CO3,AT n Al kK BUY 1/2 (CKpUHKMHT , Kay.)lenaTtuT B,

HBs Ag (kau)lenaTtut C, anti-HCV cymm. (kau),Cudunmc cym. AT (IgG n IgM)

(kau),Mntoko3a (pTopma),FNMKnpoBaHHbIM remornobun (HbAlc), TTr, T4
¢8,ANIT,ACT,lfamma-I'T,N 4T, KpeaTUHKMHa3a,buanpyomuH obwmin, bunmpybumH
npamoi,XonectepuH-J/IMHMN,Xonectepun-/IMBIM,XonectepuH obwmii,06wwmi
6en0K,AnbbymunH,KpeaTnHmH, MoueBunHa,CbiBOpoTOYHOE Kene3o,PnbpuHoreH, MHO

(+NTB n NTU),Kanbunin 0b6wmin,Kanuii (K+), Hatpuit (Na+), xnopuabl,docdop
HeopraHuyecknin,C-peakTusHbIn 6enok ,06wmii MNCA ,CeobogHbIn NMCA,PIA,CA 19-

9,CA 72-4, Anbda-dpetonpotenH ,Cyfra 21-1 (HEMENKOKNETOUHDBIN paK NEerkmx) 2

CHECK-UP No2 A/19 MYX4YUH(aHanm3 moun)(O6wwmii aHanns mounm meToaom

NPOTOYHOM UUTODNYOPUMETPUM (BbICOKOUYBCTBUTENbHbIN TecT),Cyfra 21-1 B

moue,Bupyc npocToro repneca 1,2 (konwu.),fapgHepenna BarMHanuc

(konnu.),KaHamaa anbbukaHc(konmy.),MmMKonnasma reHuTannym)

(Konny.),Mukonnasma XomuHuc (Koawmy.),Heliccepma roHopen (Kosmd.), TpuxomoHac
BarMHanunc(konmy.),Ypeannasma ypeanutmkym (koiumu.),Mukonnasma reHutanmym
(Konnu.),Xnammamsa TpaxomaTtuc(konmy.),Llutomeranosupyc (Konmu.). 2
My:skckume ropmoHbl(®Cr, /1T, NMponakTuH, FNobyanH, CBA3bIBAIOLWMIA NON0BbLIE

ropmMoHbl, AurnapotectoctepoH, TectoctepoH, CBO6OAHbIN TECTOCTEPOH,

cTpagmon) 6

13230

6330

1780
920
2070

5520

12480
860

6790

5290

5180

16680

6330

5640



rMT.27.62.

fMT.28.119.

MT.28.105.

MT.27.99.1.

MT.27.70.1.

MT.27.70.2.

FMT.27.49.

IMT.27.47.

MT.3.1.1.
MT.3.4.

'MT.3.9.1.

IMT.3.9.2.

FMT.3.3.1.

FMT.3.5.1.

FMT.3.6.1.
[MT.3.6.2.

'MT.3.8.1.

OHKOMapKepbl 411 My*K4MH(npodunakTuyeckoe obcnegosaHue)(Anboa-
¢deTonpoTtenH (neyeHb), CA 19-9 (noaxenynoyHas »Kenesa, npsamas U CUrmoBuaHas

KULLKA), POA (ToncTas KuwwKa, npsamas kuwka), O6wwuii NCA, CBoboaHbil MCA, CA 72-

4 (skenynok), Pacuer cootHowweHnsa MNCA ceoboaHblin/MCA obuwimit)
01.05.014 AETEN

CHECK-UP Nel1 4719 NOAPOCTKOB(aHanu3 kposu)(0O6wwmii aHanuns Kposu
pacliMpeHHbIl ¢ nerikountapHoi popmynoit n CO3,06wmi
6enok,KpeaTuHnH,MouesunHa, XonectepuH obwmii, Mnoko3sa
(dTOPUA),MNMKMpoBaHHLI remornobuH (HbAlc),ANT,ACT,lamma-IT,BuanpybumH
Henpamoli (BunupybuH npamoi, bunavpybux obwmin), OXCC , TTI, Kanbumii
061wmit,(25-OH ButamuH D cymmapHbii (25-OH sutamud D2 n 25-OH sutamuu D3,
06Lwwmii pesynbTart), TectoctepoH, /1T, dCI,3cTpaamon,17-OH-nporectepoH,ArA-S.)

ExxeroaHoe obcnenosaHue peberka(ANT,ACT,Mnoko3a (dTopua),MNMKMpPOBaHHBIMI
remornobut (HbAlc),KpeaTnHuH,MouesunHa,(O6Wwmii aHann3 KPOBU pacLUMPEHHbIN
¢ nevikoumTapHoit dopmynoii n CO3,CoiBopoToUHOE Keneso,TTT, Kanbuunii
obwuin,docdarasa wenoyHasn, XonectepuH obwmii,06wmin 6enok,0AM,bunnpybuH
Henpsamoit (BunmpybuH npamoit, bunampybuH obwmit),Konporpamma,Cockob Ha
3HTepobMos.)

3/10POBbIN PEGEHOK(BeHO3Has KpoBb)( KAMHWYeCKMit aHanns KpoBu ¢
nevikoumTapHoit dopmynoit u COI (c MUKPOCKONMEN Ma3Ka KpOBM NPU BbIBNEHUMU
NaTo/I0rMYECKMX U3MEHEHWI),06LWLMIA aHaNN3 MOUMN.)

AHanusbl ANA AETCKOro caga, WKOo/bl, AETCKOro farepa (BeHo3Han KpoBb).(o6wmit
aHaNM3 KPOoBM C NeiKoumUTapHOM popmynoit BeHo3Han Kposb+CO3,06wWwunii aHanus
MOuMU, ANLA reIbMMHTOB, UCCNea0BaHMe COCKoba Ha 3HTepo6bumos)

AHanu3bl gNa AeTCKOro caga, WKOobl, AEeTCKOro fareps (Kanwun.KpoBb)(o6uwmit
aHaNn3 KPoBM ¢ fielKoLmTapHoi Gopmynoin BeHo3Has KpoBb+COD,006Wwmit aHanms
MOYM, ANLA reIbMMHTOB, UCCNef0BaHMe COCKOba Ha 3HTepoburos)

01.06.PUTHEC KOMMEKCbI

®UTHEC KOHTPO/1b CMOPTUBHOTO MUTAHUA(ANT,(ACT,Buanpy6uH
06wwmii,Mnokosa (dTopug), KpeatuHuH, T, MponaktuH, TectoctepoH, OCrT,
Ictpagmon, O6wmin 6enok, O6wmit 6enok).

®UTHEC MOHUTOPUHT(25-0OH ButamuH D cymmapHbiit (25-OH sutamuH D2 mn 25-
OH ButamuH D3, 06wmit pesynbtart), IcTpagmon, MponakTuH,
TectoctepoH, 1T, dCI,TTT, UHAaekc ateporeHHocTH (XC obwwmid, JINBMN),XonectepuH-
JINOHN (8 TOm uncne Tpuranuepuabl),Mouesas kucnota,XonecrepuH-JMHM.
02.0BLEKNNHNYECKUE UCC/IEQOBAHUA

02.01.0BLLEKTNHNYECKUE NCCNEQOBAHUA KPOBU

02.01.01.06wmi aHanU3 KpoBM

06wmit aHanm3 Kposu 6e3 nekoLmMTapHON GopPMyIbl BEHO3HAA KPOBb

O6LWMit aHaNM3 KPOBM PaCLUMPEHHbIN C NeliKouUTapHo Gpopmynon n
peTuMKynounTaMm (TONbKO BEHO3HAA KPOBb)

KNMHUYECKMI aHanm3 Kposu ¢ eikounTtapHoi popmynoit n COD (c MUKpocKonuei
Ma3Ka KpOBUW NpU BbIABAEHWUM NATONOTMYECKUX U3MEHEHWUIA) (BEHO3HAA KPOBb)

KAMHWYECKWIA aHaNn3 KPoBM C nekouutapHoi dopmynoii n COI (c MuKpocKkonuen
Ma3Ka KPOBM NPU BbIABAEHWU NATONIOMMYECKUX U3MEHEHMI) (KanuanapHas KpPoBb)
02.01.02.CO3

CO3 no BecTeprpeHy (BeHO3Has KPoBb)

02.01.03./1elikounTtapHan popmyna

JlelikounTtapHaa ¢opmyna c 0653aTeNbHON «PYYHON» MUKPOCKOMMEN Ma3Ka KpOBU
(BeHO3HanA KpoBb)

02.01.04.PeTnKynoumThbl

PeTuKynoLmMTbl BEHO3HAsA KPOBb

PeTUKynoLMTbI (KanuAnspHas KPoBb)

02.01.05.[lononHUTENbHbIE UCCNEA0BAHMA K 06LLEMY aHaN3y KPOBU
OnpepeneHve NPOLLEHTHOTO COAEPKAHNA MOHOHYK/€apoB B KPOBU (BEH. KPOBb)
(Ha3HauaTb BmecTe ¢ "OAK")

3680

8970

4830

750

1400

1400

4490

5750

350

630

630

630

290

170

290

290

160



MT.3.8.2.

fMT.3.7.1.

MT.3.7.2.

MT.9.3.
FMT.9.4.
MT.10.1.
FMT.9.2.
MT.9.1.

MT.21.12.
FMT.21.11.
MT.21.6.
FMT.21.2.
MT.21.14.
FMT.21.7.
FMT.21.3.
MT.21.13.

rMT.21.10.

[MT.21.5.
MT.21.21.

MT.1.3.
MT.1.3.1.

MT.1.64.1

MT.1.2.
MT.1.53.
MT.1.641.1.
MT.1.641.2.
MT.1.4.
MT.1.4.1.
MT.1.52.
IMT.1.52.1.
MT.1.5.
MT.1.5.1.
MT.1.1.
MT.1.1.1.

MT.1.103.
MT.1.58.
IMT.1.49.
MT.1.57.
MT.1.54.
MT.1.51.
'MT.1.50.
MT.1.46.
MT.1.101.

MT.1.6.
TMT.1.7.
fMT.1.13.
MT.1.13.1.
fMT.1.12.
MT.1.12.1.

OnpeaeneHve NPOLLEHTHOTO COAEPHKAHNA MOHOHYK/IeapOoB B KPOBWM (Kanun.Kposb)
(Ha3HauaTb BMmecTe ¢ "OAK")

Moacyet TpomboLMTOB N0 MeToay PoHMO (BeH. KPOBb) (Ha3HauaTb BmecTe C
"OAK")

Mopcyet TpomboLmuToB NO MeTogy PoHMO (Kanua.KpoBb) (Ha3HaYaTb BMeCTe C
"OAK")

02.02.0BLLEKNUHUYECKUE UCCIEQOBAHUA MOYM

2-X cTakaHHasA npoba

3-X CTaKaHHanA npoba

AHann3 mouu No 3MMHULLKOMY

AHanus mouun no HeunnopeHko

06wWMmii aHanM3 moum

02.03.0BLLEKNTUHUYECKUE MCCNELOBAHUA KASTA

BbnactoumcTbl

M'MmeHonennaosbl

WccnepoBaHue cockoba Ha aHTepobmo3

Konporpamma

JleHTO4Hble YepBu

MpocTeliwmne

CKpbITan KpoBb

CTpoHrunongpbl

Tect «Colon View Hb 1 Hb/Hp» Ha cKpbITyto KPOBb B Kane (obHapyskeHue
remornobumHa nau Komnsaekca remornobuHa/rantornobrHa B Kase)
ANua renbMMHTOB

CkpbiTas kKpoBb (FOB Gold), kan, Kon.

03.BMOXMMUNYECKUE NCCNELOBAHUA

03.01.6MOXUMUYECKUE MCCNEAOBAHUA KPOBU
03.01.01.6enKoBbI U aMUHOKMCNOTHbI 0BMeH

AnbbymuH

AnbbYyMUH (Kanun.KpoBb)

AHann3 KPOBM Ha CoaepaHne HesaMeHMMbIX aMUHOKUCAOT (16 nokasaTteneit -
acnapruHoBas, TPEOHWH, IYTaMUHOBASA, IMUMH, aNaHUH, CEPUH, BaIMH, METUOHUH,
neiny,

Benkosble ¢ppakuum B T.4. 06K Benok

FomouucTtenH

KomnneKcHbIV aHann3 Ha amMHOKMUCNOTHI (32 noKasaTens) (KpoBb)
KomnieKcHbI aHann3 Ha amMHOKUCNOThI (32 nokasaTens) (Moua)
KpeaTuHUH

KpeaTHUH (Kanun.KpoBb)

MoueBas Kucnora

MoueBas KMcnota (Kanua.Kposb)

MoueBuHa

MoueBuHa (Kanun.KkpoBb)

06umit 6enok

O6wuit 6enok (Kanun.Kposb)

03.01.02.Cneunduruyeckme 6enku

Anboa-1-aHTUTPUNCKH

Anbda-2-makpornobynuH

AnTtuctpentonmsnH-0 (AC/10)

ranTornobuH

MpPOKaNbLUUTOHUH

PesmatongHbIn hakTop

C-peaKTuBHbI 6enok

LepynonnasmuH

203MHODUNbHBIN KaTUOHHbIN 6enok

03.01.03./IunnaHbIi obmeH

AnonunonpoTtenH Al

AnonunonpoTteunH B

NHaekc aTeporeHHocTu (XC obwwmit, JINBM)

NHaekc ateporeHHocTH (XC o6wmit, JIMBIM) (Kanun.KpoBb)
JlnunonpoTeuH (a)

JNlunonpotewnH (a) (Kanwun.KkpoBb)

N NNNN

N NDNNNNNN

NN

N NNNNNNNNNDNWO

N NNNNNNNO®

N NNNNN

160

160

160

400
520
520
350
350

400
400
290
460
400
350
460
400

1380
400
1150

230
230

3910
400
1380
7590
7590
230
230
230
230
290
290
400
400

750
860
460
920
2420
460
400
1040
1090

520
520
520
520
520
520



MT.1.65.1 HeHacblLLeHHbIe }KUPHble KUCN0Tbl cemeitcTBa OMEGA-3 (3liko3aneHTaeHOBas

Kucnota-EPA, nokosarekcaeHoBas kucnota-DHA, anbda-nnHoneHosas Kucnota-ALA) 8 3910

HeHacblLLeHHble }KMPHble KUcNoTbl cemeitctea OMEGA-6 (nnMHonesas, ramma-
MT.1.67.1 JIMHO/IEHOBasA, AUFOMOTraMMa-/IMHO/IEHOBAsA, apaxMA0HOBas, 3KO3a4MeHOoBas,

L0KO3aaMeHoBas. 8 3910
MT.1.66.1 OnpegeneHne Omera-3 MHAEKCa (OLEHKA PUCKA BHE3AMHOM CEPAEYHON CMepPTH,

MH}apKTa MMOKapaa 1 APYrnx cepaevyHo-CoCyAnCTbIX 3aboneBaHuit) 8 3910
MT.1.102. Tpuranuepmabl 2 230
[MT.1.102.1. Tpuranuepunapl (Kanun.Kposb) 2 230
TMT.1.8. XonectepuH obwuin 2 290
FMT.1.8.1. XonectepuH obwMin (Kanun.KpoBb) 2 290
MT.1.10. XonectepuH-JIMNBI 2 230
[MT.1.10.1. XonectepuH-JIMBMN (Kanua.KpoBeb) 2 230
[MT.1.9. XonectepuH-JINMHM 2 230
FMT.1.9.1. XonectepuH-JINMHIM (Kanun.kpoBb) 2 230
MT.1.11. XonectepuH-/INOHN (B TOM Yncne TpUranuepuapl) 2 230
FMT.1.11.1. XonectepuH-J/INOHN (B Tom uncne Tpuranuepuasl) (Kanmn.Kposb) 2 230

03.01.04.YrneBoAHbI 06MeH
IMT.1.18. FNMUKMpoBaHHbIN remornobuH (HbAlc) 2 690
MT.1.14.2. Fntokosa (pTopua) 2 290
IMT.1.16. Fntoko3oToNepaHTHbIN TecT (0-120) 2 580
MT.1.16.1. FntoKo30TONEpPaHTHbIV TecT (0-60-120) 2 860
MT.1.107. [NIOKO30TO/IePaHTHbINM TECT C onpeaeNeHNEM INH0KO3bl U UHCY/IMHA 2 1380
MT.1.63. [NHOKO30TONEPAHTHbIV TECT C ONpeaeneHmem roKosbl U C-nentuaa 2 2650
MT.1.108. .

[NtOKO30TONEPAHTHBIN TECT C ONpeaeneHnem roKosbl, C-nentnaa, MHCYAMHa 2 3390
MT.1.109. NHaekc nHcynnHopesuncteHTHoctn HOMA-IR 2 1150
MT.1.19. Nakrat 2 350
MT.1.17. PpyKTO3aMMH 2 290

03.01.05.PepmeHTbI
FMT.1.21. AcnapTtatamuHoTpaHcdepasa (ACT) 2 230
MT.1.21.1. AcnapTatamuHoTpaHcdepasa (ACT) (Kanun.Kposb) 2 230
MT.1.20. AnaHMHamunHoTpaHcdepasa (AIT) 2 230
[MT.1.20.1. AnaHnHamuHoTpaHchepasa (A1T) (Kanun. KpoBsb) 2 230
MT.1.22. Amunasa 2 290
IMT.1.22.1. Amunnasa (Kanua.Kposb) 2 290
MT.1.23. AMnnasa naHKpeaTnyeckas 2 290
[MT.1.23.1. AMunnasa naHKpeaTuyeckas (Kanua.Kposb) 2 290
MT.1.28. Famma-IT 2 230
[MT.1.28.1. Famma-I'T (Kanua.Kposb) 2 230
MT.1.26. rMapokenbyTupataervaporeHasa ( 1-a dpakums) 2 290
MT.1.29. KpeaTuHKMHa3a 2 290
MT.1.29.1. KpeaTnHKMHa3a (Kanwun.Kposb) 2 290
TMT.1.27. NaktataernaporeHasa (N4r) 2 230
MT.1.27.1. NaktataernaporeHasa (N146) (kanun.kposb) 2 230
MT.1.24. Nnnasa 2 290
MT.1.24.1. Jlunasa (Kanua.KpoBb) 2 290
MT.1.31. docdarasa KMcNas HenpocTaTUYecKas 2 290
MT.1.31.1. docdarasa Kncnas HenpocTaTUyeckas (Kanua.Kpoeb) 2 290
MT.1.30. docdarasa Kucnas obas 2 290
IMT.1.30.1. docdarasa knucnas obwas (Kanua.Kposb) 2 290
FMT 132, docdarasa Kncnas npocratmyeckan (Pocdartasa Kucn.obwan, Pocdarasza Kuca.

HenpocTaTMyeckasn) 2 520
FMT.1.32.1. docdarasa Kucnas npoctatndeckan (Pocdatasa Kucn.obwan, PocdaTasa KUc.

HenpocTaTuyeckas) (Kanua. KpoBsb) 2 520
MT.1.33. docdarasa wenoyHas 2 290
IMT.1.33.1. docdarasa wenoyHas (Kanua.Kpoeb) 2 290
MT.1.25. XonnHacTepasa 2 230
IMT.1.25.1. XonuHacTepasa (Kanua.KpoBeb) 2 230

03.01.06.MUrmeHTHbIN 06MeH
MT.1.36. BununpybuH Henpamow (BuanpybuH npamoi, bunanpybuH obmii) 2 350



MT.1.36.1.

BunupybuH Henpsamoi (BunnpybuH npamoit, bunupybux obwmin) (kanun.kposb) 2 350
MT.1.34. BunnpybuH obwmi 2 230
FMT.1.34.1. BunnpybuH obLwmii (Kanua.KpoBsb) 2 230
[MT.1.35. BuanpybuH npamon 2 230
[MT.1.35.1. BunnpybuH npsmon (Kanun.KpoBb) 2 230

03.01.07.u1arHoCcTMKa NaTonornum neyeHu 6es buoncum
MT.1.62. CreaToCKpuH 2 10470
MT.1.60. PubpoMakc 2 26160
FMT.1.601. ®dubpoMakc (ToNbKO pacyeT NPy HaANYMU PE3yNbTaTOB UCCNeL0BaHNA

CteaToCKpUH) 2 19780
MT.1.59. PubpoTect 2 23120
MT.1.591.

dubpoTecT (ToNbKO pacyeT Npu HaMYMK pesyabTaToB uccnenosaHua CteaTtoCKpuH) 2 18860

03.01.08.[41MarHoCTMKa aHeMU
TMT.4.9. KoadduumeHT HacbiweHnsa TpaHchepprHa 2 690
TMT.4.2. OXCC (CbiBOpoTOUHOE Keneso, JIKCC) 2 290
TMT.4.8. PactBopumble peuenTopbl TpaHcheppuHa (sTR) 8 2130
MT.4.1. CbIBOPOTOYHOE Keneso 2 290
MT.4.6. TpaHcdeppuH 2 580
[MT.4.5. deppuUTnH 2 810
MT.4.3. donatbl 2 750
MT.4.7. DpUTPONO3TUH 2 1150

03.01.09.AHTUOKCUAAHTHBIM CTaTyC
TMT.13.2. rnytatmoHnepokcugasa (M) 10 2700
MT.13.4. O6Wwunii aHTUOKCUAAHTHBIN cTaTyc (TAS) 10 3340
IMT.13.1. CynepokcuaancmyTasa (COM) 10 3340

03.01.10.Kapanomapkepbl
MT.7.2. KpeaTuHKnHasza Mb 2 350
MT.7.1. Mwuornobux 2 810
[MT.7.5. Mosrosoii HaTpuitypetndeckuii nentug, (NT-proBNP) 2 3110
MT.7.3. TponoHuH | 2 1270

03.01.11.BuTamuHbl
FMT.1.110. 25-OH BuTtamuH D cymmaphbliin (25-OH eutammi D2 1 25-OH ButamuH D3, 06wmit

pesynbTar) 2 1610
[MT.50.24.2121. ButamuH B12, akTUBHbIN (XonoTpaHckobanamuH) 2 890
MT.4.4. ButamuH B12 2 750

MeTabonunTbl BuTamuHos rpynnsl D (1,25-OH sutamuHbl D3 1 25-OH ButamuHbl D3,
MT.1.61.1. N

pasfgeneHHbli pesynbrar) 8 4850
MT.4.14. beTa-kapoTuH 8 2100
MT.4.18. Butamuh B1 8 2100
MT.4.19. Butamun B2 8 2100
MT.4.20. ButamuH B3 (HuaumH) 8 2100
MT.4.21. Butamun B5 8 2100
MT.4.22. Butamux B6 8 2100
MT.4.17. Butamun C 8 2100
MT.4.16. ButamuH E 8 2100
MT.4.15. ButamuH K 8 2100
MT.4.11. ButamuH A 8 2100
MT.4.23.1. Butamuubl rpynnsi B (B1,82,B3,85,86,89,B12) 8 11900
MT.4.24.1. BogopacTBopumble BUTamuHbl (B1,B5,B86,C) 8 7350
[MT.4.25.1. *upopacrsopumble ButamuHbl (A,D,E,K) 8 7150
rMT.4.26.1 KomMnneKcHbI aHanu3 KpoBKW Ha BUTamMmKHbI (Butamunbl A,D,E,K,C,B1, B5,B6) 8 15200
MT.1.56.1. KomnneKcHbI aHann3 Kposu Ha ButamuHbl rpynnsi D (D2 n D3) 8 4500

03.01.12.MuHepanbHbIi 06MeH
rMT.1.42. Ca++, Na+, K+ 2 580
MT.1.72.1. AntoMnHUiA (BoNoCbl) 6 810
TMT.1.72.2. ANOMUHWIA (KPOBb) 6 810
MT.1.72.3. AntoMnHMiA (Moya) 6 810
TMT.1.72.4. ANOMUHWIA (HOTH) 6 810
[MT.1.48.11. AHanM3 MMHepanbHOro obmeHa (23 anemeHTa) (BooChI) 6 3570
[MT.1.48.31. AHanun3 muHepanbHoro obmeHa (23 anemeHTa) (moya) 6 3570



MT.1.48.41.
MT.1.48.21.
MT.1.69.1.
MT.1.69.2.
MT.1.69.3.
MT.1.69.4.
MT.1.79.1.
IMT.1.79.2.
MT.1.79.3.
IMT.1.79.4.
MT.1.87.1.
[MT.1.87.2.
MT.1.87.3.
[MT.1.87.4.
MT.1.74.1.
MT.1.39.
MT.1.74.2.
IMT.1.74.3.
MT.1.74.4.
MT.1.75.1.
IMT.1.75.2.
MT.1.75.3.
IMT.1.75.4.
MT.1.38.
MT.1.37.
MT.1.80.1.
MT.1.80.2.
MT.1.80.3.
MT.1.80.4.
MT.1.68.2.
MT.1.68.1.
MT.1.68.3.
MT.1.68.4.
IMT.1.43.
MT.1.71.1.
IMT.1.71.2.
MT.1.71.3.
MT.1.71.4.
MT.1.78.1.
MT.1.78.2.
MT.1.78.3.
IMT.1.78.4.
TMT.1.45.
MT.1.82.1.
FMT.1.82.2.
MT.1.82.3.
FMT.1.82.4.
MT.1.86.1.
MT.1.86.2.
MT.1.86.3.
MT.1.86.4.
MT.1.84.1.
MT.1.84.2.
MT.1.84.3.
MT.1.84.4.
MT.1.70.1.
MT.1.70.2.
MT.1.70.3.
MT.1.70.4.
MT.1.81.1.
MT.1.81.2.
MT.1.81.3.
MT.1.81.4.

AHanun3 mMHepanbHoro obmeHa (23 anemeHTa) (HorTtu)
AHanun3 muHepanbHoro obmeHa (23 anemeHTa) (nnasma)
Bop (Bonochbl)

Bop (KpoBb)

Bop (Mmoua)

Bop (HorTn)
*eneso (Bonochbl)
eneso (Kposb)
*eneso (moua)
eneso (Hortn)
Kaamuii (Bonocbl)
Kagmuii (KpoBb)
Kaamuii (moya)
Kagmuii (Hortu)
Kanuit (Bonocsbl)
Kanui (K+), Hatpuit (Na+), xnopuabl
Kanwii (KpoBb)
Kanwuit (moua)
Kanuit (Hortu)
Kanbuwit (Bonocsbl)
Kanbuuii (KpoBb)
Kanbuuit (moua)
Kanbuwnii (Hortu)
Kanbumit MOHU3NPOBaHHbIN (Ca++)
Kanbuuii o6wwmit
Ko6anbT (Bos1OCHI)
KobanbT (KpoBb)
Ko6anbT (Moya)
KobanbT (Hortn)
NuTtnin (Kposb)
JNnutuit (Bonocsbl)
Nutnii (moua)
NuTwnii (Hortn)
MarHui

MarHuit (Bonocbl)
MarHuit (KpoBb)
MarHuit (moya)
MarHuit (Hortu)
MapraHeL, (Bonocbl)
MapraHew, (KpoBb)
MapraHew, (Moua)
MapraHew, (Hortu)
Meab

Meab (Bos10CbI)
Megab (KpoBb)
Megab (moua)
Meab (HorTm)
MonnbaeH (sonocsbl)
MonnbaeH (KpoBb)
MonubaeH (moya)
MonnbaeH (Hortu)
MblIwWwbsAK (BONOCHI)
MbiwbAK (KpoBb)
MbiwbAkK (Moya)
MbiwbAK (HOrTH)
HaTpwuii (Bosiocbl)
HaTtpuii (KpoBb)
HaTpwuii (moua)
Hatpwii (Hortu)
Hukenb (Bonocobl)
HuKenb (KpoBb)
Hukenb (moua)
Hukenb (Hortu)

OO OO OO OO OO0 N0 DN OO0 ONNOOOOOOOOOOONOOOOOOOoOOoOOOO oo oo oo

3570
3570
810
810
810
810
810
810
810
810
810
810
810
810
810
580
810
810
810
810
810
810
810
630
290
810
810
810
810
810
810
810
810
230
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810



MT.1.89.1.
MT.1.89.2.
MT.1.89.3.
MT.1.89.4.
MT.1.90.1.
MT.1.90.2.
MT.1.90.3.
MT.1.90.4.
[MT.1.85.1.
[MT.1.85.2.
[MT.1.85.3.
[MT.1.85.4.
[MT.1.88.1.
MT.1.88.2.
MT.1.88.3.
[MT.1.88.4.
MT.1.73.1.
IMT.1.73.2.
MT.1.73.3.
IMT.1.73.4.
IMT.1.76.1.
MT.1.76.2.
IMT.1.76.3.
MT.1.76.4.
MT.1.44.

IMT.1.77.1.
IMT.1.77.2.
MT.1.77.3.
MT.1.77.4.
IMT.1.47.

MT.1.83.1.
MT.1.83.2.
MT.1.83.3.
MT.1.83.4.

MT.11.1.
MT.11.4.1.
MT.11.4.2.
MT.11.5.
MT.11.6.1.
MT.11.6.2.
MT.11.10.
MT.11.7.1.
MT.11.7.2.
MT.11.3.1.
MT.11.3.2.
MT.11.9.1.
MT.11.9.2.
MT.11.8.1.
MT.11.8.2.

MT.11.11.1.
MT.11.11.2.

MT.11.2.1.
fMT.11.2.2.
MT.10.2.
FMT.11.15.

MT.11.12.1.
MT.11.12.2.

MT.11.16.1

MT.21.1.
FMT.21.9.
MT.21.4.
MT.26.44

PtyTb (BONOCHI)

PTyTb (KpOBB)

PTyTb (MOUYa)

PTyTb (HOITHM)

CBuHeL, (Bonochbl)

CsuHeL, (KpoBb)

CBuHeL, (moua)

CsuHew, (HorTu)

CeneH (Bonochbl)

CeneH (KpoBb)

CeneH (moua)

CeneH (HorTu)

CypbMma (Bosiochbl)

CypbMa (KpoBb)

Cypbma (moua)

Cypbma (HorTu)

Tannuii (Bonochbl)

Tannuii (Kposb)

Tannuii (moya)

Tannuii (Hortu)

TuTaH (BoNOCHI)

TutaH (KpoBb)

TuTaH (Moua)

TutaH (Hortn)

docdop HeopraHUYECcKui

Xpom (Bonochl)

Xpom (KpoBb)

Xpom (Moua)

Xpom (HorTwn)

LnHK

LInHK (BONOCHI)

LMHK (KpoBb)

LUuHK (moya)

UnHK (HorTK)
03.02.6MOXMMUYECKUE UCCNTEAOBAHNA MOYU
pH (pa3sosas)

Amunnasa (pasoBas)

Amunnasa (cyTouHasn)

BunupybuH (pasosas)

Fntokosa (pasosas)

Fntokosa (cyTouHas)

Kanbuuit (TONbKO CyTO4YHas)
KpeaTuHUH (pa3oBan)

KpeaTuHUH (cyTouHas)
MukpoanbbymuH (anbbymuH) (pasosas)
MukpoanbbymuH (anbbymmH) (cyTouHas)
MoueBas Kucnota (pasoBas)
MoueBas Kucnora (cytouHas)
MoueBwuHa (pa3osas)

MouesuHa (cyTouHas)

Hatpwii, Kanuii (pasosas)

HaTpuii, Kanuit (cytouHasn)

O6wwii 6enok (pasosasn)

06wwmit 6enok (cytouyHas)

Mpoba Pebepra (cyTouHasn)

Mpoba Cynkosuua (Kanbumii Moun, KaYECTBEHHbIN TecT) (pa3oBas)
docdop HeopraHMueckmit (pasosasn)
dochop HeopraHMyeckuin (cyTouHasn)
XUMMUYECKUI aHaNIM3 MOYEBOTO KaMHA (CNEKTPOCKOMMUA, KOIMYECTBEHHO)
03.03.6BMOXMMUYECKMUE NCCNEAOBAHUA KANA
BroxMmMmmuyeckuii aHanus Kana
MaHKkpeaTuyeckan snacrasa 1
Yrnesoapbl

KanbnpoTeKTWH B Kane

DO ONOOOODODNOOOOOOO OO OO o oo o oy
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13-23

N O 0

810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
230
810
810
810
810
400
810
810
810
810

230
290
400
230
230
350
230
230
350
350
460
230
350
230
350
350
460
230
350
400
290
230
400
5180

1840
2010
810
2650



MT.16.8.

MT.2.1.
MT.2.2.
MT.2.3.
MT.2.4.
TMT.2.7.
MT.2.6.
MT.2.8.
MT.2.5.

MT.2.17.
IMT.2.54.
MT.2.11.
IMT.2.52.
MT.2.18.
MT.2.50.
MT.2.53.
FMT.2.12.
MT.2.51.
MT.2.16.
MT.2.14.
MT.2.10.

MT.50.2.1368

MT.2.9.
MT.2.13.
MT.2.15.

MT.2.19.
MT.2.22.
MT.2.21.
MT.2.20.
MT.2.55.

IMT.2.27.
MT.1.100.
MT.2.26.
MT.2.25.
MT.2.24.

IMT.2.32.
TMT.2.62.

MT.2.35.

MT.2.28.
MT.2.31.
MT.2.29.
'MT.2.30.

MT.2.36.
MT.2.37.
fMT.2.39.
MT.2.40.
FMT.2.42.
MT.2.38.
MT.2.60.

MT.2.43.
TMT.2.44.

03.04.6BMOXUMUNYECKUE NCCNEQOBAHUA CNHOHbI
Broxmmmueckuii aHanns caroHbl
04.FOPMOHA/IbHbIE UCCNTEAOBAHUA
04.01.FOPMOHAJ1IbHbIE UCCNTEAOBAHUA KPOBU
04.01.01.luToBNAHARA Xene3a

T3 0bwuii

T3 cBo60OAHbIN

T4 obwuii

T4 cBo60OAHbLIN

TecT nornoweHna TMpeonaHbIX rOPMOHOB
TupeornobynvH

TWUPOKCMHCBA3bIBAKOLWNIA r106YANH

TTr

04.01.02.MNMonoBble rOPMOHbI
17-OH-nporectepoH

AHAPOCTEHAMNON FNIOKYPOHUA,
AHOpPOCTEHANOH

AHTUMIONNEPOB ropMoH (AMH/MIS)
INobynuH, cBA3bIBAIOLWIMNIA NONOBbIE FOPMOHbI
OurnapoTectoctepoH

NHrMbuH B

nr

MaKponponakTuH, B T.4. [pONakTUH
MporectepoH

MponakTuH

CBO6OAHbIN TECTOCTEPOH

TecTtocTepoH cBo60AHbIN (ONpeaeneHne TectoctepoHa obuwero, FCMT n MHAEKca

cBOBOAHbIX aHAPOrEHOB)

TectocTepoH

oCr

ScTpaguon
04.01.03.M'mnodu3apHO-HaANOYEYHNKOBAA CUCTEMA
AKTI

AnbaocTepoH

OTA-S

KopTtuson

PeHVMHOBas aKTMBHOCTb

04.01.04.MeTab0/1M3M KOCTHOM TKaHM

B-cross laps

Mapkép popmmMpoBaHUA KOCTHOrO maTpukca PINP
OcTeoKanbumH

KanbuuToHMH

MapatropmoH

04.01.05.MogskenyaouHas skenesa / Henya04Ho-KMLWEUHbIA TPaKT

lacTpuH

FactponaHens (CKpMHUHT) (FacTpuH-17 6a3anbHbii, MencuHoreH-1, MencuHorew-ll,

Helicobacter pylori I1gG

FacTponaHens( ¢ Harpyskoit) (FacTpuH 17, FacTpuH 17-CTUMYAUPOBAHHbIN,

MencuHoreH |, NencuHorex Il, H.Pylori IgG)

NHcynnH

NenTtuH

MpounHcynnH

C-nentug,

04.01.06.MpeHaTanbHaa AMarHOCTMKa

B-Xr4

B-XTY cBO6OAHDIM

Benok accoummnpoBaHHbIl ¢ 6epemeHHOCTbIO (PAPP-A)
MnavueHTapHbIN nakToreH

MpeHaTanbHbIN CKPUHUHT || ToumecTpa (14-20 Hepens)
3cTpron cBoboaHbIN

MpeHaTanbHbIN CKPUHUHT | TpuMmecTpa Astraia (11-13 Hegens)
04.01.07.KatexonamuHbl

AZpeHanuH, HopaapeHanmH

AppeHanuH, HopaapeHanvH, AodbamuH
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2010

460
460
520
580
860
860
860
580

630
1270
810
1960
810
1380
1380
630
860
580
630
1040

2240
580
630
630

810
630
580
580
1380

1090
1500
1040
900
630

810

4080

6270
860
810

1090
690

810
810
980
860
2190
580
1610

1380
1670



MT.2.46.
TMT.2.47.

IMT.2.49.
MT.2.48.

FMT.12.1.
FMT.12.2.
IMT.12.6.1.
MT.12.6.2.
MT.12.7.1.
MT.12.7.2.

fMT.12.10.1.

fMT.12.4.
rMT.12.12.

MT.12.8.1

MT.12.3.
IMT.12.5.
MT.12.11.

MT.2.78.

MT.2.80.

TMT.2.77.
IMT.2.76.
IMT.2.79.
MT.2.70.
TMT.2.73.
MT.2.72.
TMT.2.74.
TMT.2.75.
IMT.2.71.
MT.2.69.

MT.5.4.
MT.5.3.
MT.5.2.
MT.5.1.
MT.5.5.

MT.6.8.
IMT.6.11.
FMT.6.12.
MT.6.3.
MT.6.13.
'MT.6.10.
MT.6.5.
MT.6.9.
MT.6.4.
'MT.6.14.
MT.6.6.
IMT.6.7.
MT.6.15.
'MT.6.16.

rMT.8.7.
MT.8.6.
MT.8.8.

04.01.08.bnoreHHble aMUHbI

fmctamuH

CepOTOHUH

04.01.09.dakTOpbI pOCcTa

NdP-1(ComaTomeanH C)

CTr

04.02.TOPMOHAJIbHbIE UCC/TEAOBAHUA MOYN

17-KC

17-KC xpomaTorpaduueckuii metos (cyTouHas moua)
AppeHannH+HopaapeHanuH (pasosas moua)
AppeHanuH+HopaapeHanuH (cyTouHas moua)
AppeHanuH+HopaapeHanuH+JodamuH (pasosas moua)
AppeHanuH+HopaapeHanvH+[obamuH (cyTouHas moua)

AHaNM3 MOUM Ha COAEPIKAHME MPOMENKYTOUHbIX METabOIMTOB KaTeX0NaMUHOB:
meTaHeppuH, HopmeTaHedpPUH (CyTouHas moua)

ArA-S (cyTouHas moua)

AONUA (ae30KcMNUMpUAMHOANH) B MoYe

KomnnekcHoe nccnenoBaHme Ha KaTexo1amMmHbl, CEPOTOHUH U UX METaboUTbI
(romoBaHWAMHOBAA, BaHUIUIMUHAANEBARA,5-TUAPOKCUUHAONYKCYCHAA KUCNOTbI)
(nnasma 24T)

KopTuzon (cytouHas)

C-nenTtug (cytouHas)

CBO6OAHbIV KOPTU30N

04.03.FTOPMOHAJIbHbIE MCCNEAOBAHWUA CNHOHb
17-OH-MporecTtepoH (cntoHa) (meTos BIMHKX)

17-OH-MporectepoH, AHapoCcTeHANOH, JernapoannaHapoctepoH, Koptuson,
KopTusoH, MporectepoH, TectocTepoH, dcTpaanon, (cBob. dpakumm B citoHe)
(meTog BIXKX)

AHgpocTeHANoH (cntoHa) (meTog BIXKX)
[JernapoannaHgpocTepoH (cntoHa) (meTog BIMKX)
HernapoanunaHgpoctepoH, MporectepoH, dcTpaanon, TectocTepoH (cBoboaHble dppa
MporecTtepoH cBOb6oAHbIN (cntoHa) (meTog BIHKX)

CsoboaHbI KOpTH30A (ABa B3ATUA) (CtoHA) (MeToa BIHKX)
CB0obOAHbIV KOPTH30/ (04HO B3ATUE) (CNtoHA) (MeTog BIHKX)
CBo60AHbIN KOPTU30A (TpK B3ATUA) (CtoHA) (MeTog BIHKX)
CB06OAHbIV KOPTM30 (YeTbipe B3aTHA) (ctoHa) (MeTog BIMKX)
TecTtocTepoH cBo6oAHbIN (CntoHa) (meTog BIXKX)

IcTpaamon cBoboaHbIN (cntoHa) (meTog BIMKX)
05.MMMYHOTEMATOI0TMYECKWUE MCCNELOBAHUA

AHTUrEeHbl cuctemsl KELL

AT K pesyc-daKTopy (KayecTs)

AT K pe3syc-paKkTopy (TUTp)

lpynna Kposw, pesyc-pakTop

deHoTMNMPOBaHMe 3puTpoumToB no aHTureHam C, ¢, E, e, Cw , K, k
06.FEMOCTA3MOJIOFMYECKUE NCCNELOBAHMA

D-anmep

AKTMBMpPOBaHHOE BpemMa peKanbumbukaumm niasmol (ABP)
AHTUTPOMOWH IlI

AYTB

BoaYaHOUHbIM aHTUKOArynAaHT

MHO (+NTB u NTW)

MpoTpombuHosoe Bpems, MPoTPOMOUHOBbIN MHAEKC

POMK

TpombuHoBOE Bpems

DdakTop VI

dubpuHoreH

dU6PUHONNTUHECKAA aKTUBHOCTb

MpoteunH C

MpoTeunH S.

07.0HKOOMNATHOCTUKA

07.01.0HKOMAPKEPbI

CA 125 (ANYHMKM)

CA 15-3 (MonoyHble Kenesbl)

CA 19-9 (noaskenypouHas kenesa, NpAmas U CUrMOBUAHANA KMLIKA)
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1090
1090

1090
630

1150
2010
1610
2300
1670
2240

3450
630
1320

3680
580
630
920

1350

5890
1350
1350
5090
1350
1790
1250
2200
2430
1350
1350

1380
690
750
460

1610

1270
230
580
290
810
290
290
230
290

1440
350
230

1950

2450

860
860
920



MT.8.9.
TMT.8.22.
MT.8.10.
[MT.8.25.
MT.8.19.
FMT.8.17.
MT.8.18.
MT.8.12.1.
FMT.8.12.2.
MT.8.1.

MT.8.14.

MT.8.13.
MT.8.21.
MT.8.20.
MT.8.11.
MT.8.2.

MT.8.15.

fMT.8.4.

MT.8.26.1

MT.8.5.
MT.8.3.

MT.14.16.
FMT.14.19.

FMT.14.18.

MT.14.15.
MT.14.14.

MT.14.11.
FMT.14.2.

[MT.19.102.1.

FMT.14.21.

MT.14.13.

fMT.14.3.
FMT.14.17.

IMT.14.6.
rMT.14.12.

'MT.14.10.

MT.14.1.

MT.14.5.

CA 72-4 (sxenyfioK)

CA-242 (nopgykenyaouHan »enesa, TONCTbIA KUWEYHUK, NPAMAnA KULLKA)
Cyfra 21-1 (HEMeNKOKNETOUHbIN paK NErkux)

Cyfra 21-1 B moue

HE4 (anutennanbHbIi paK ANYHUKOB)

pro-GRP

S-100 (Helpo-3HAOKPUHHBIE OMYyX0/K)

B-2 mukpornobynunH (nMmpoma, MHOKECTBEHHA MMENOoMA)

B-2 muKkpornobynuH (nMmpoma, MHOXKECTBEHHAs MUEIOMA)
Anbda-petonpoTtenH (neyeHnb)

AHTUreH NIOCKOKNETOYHOM KapumHoMbl (SCC) (KapumMHOMA LWENKM MaTKK,
HOCOT/IOTKM, NULLEBOAA, YXa U 4. I0KaAU3aunii)

AHTUreH paka modesoro nysbipa (UBC) (moueBoit ny3bipb)

NHaekc ROMA B nocTMeHonayse (3nuTennanbHblii pak ANYHUKOB)

Muaekc ROMA B npemeHonayse (3nuTenmanbHblii pak AUYHUKOB)
Helpocneuunduyeckas eHonasa

O6wwii MCA (MpocTaTuyeckmii cneumduUeckmin aHTUreH)

Onyxonesas M2 nupyBaTKMHa3a (KOJI0OpPeEKTanbHbIN PakK)

MCA cBo60aHbIN/TICA 06wmit (And. AMArHOCTUKA aAeHOMbl M KapuMHOMbI
npeacraTesibHON Kenesbl)

NHAaeKc 340poBebs npocTtaThl (phi-uHaekc). OueHKa pycKka HainMums paka
npeacraTenbHol xenesbl_MK

P3A (TonCTasA KMLLKa, NPAMan KMLWKa)

CBobogHbIli MCA (NpeacTaTenbHan »Kenesa)

07.02.uMUTONOTUA

07.02.01.MyHKTaTbl WUTOBUAHOM Kenesbl

MccnefioBaHMe NYHKTATOB LWMTOBUAHOM Kenesbl

MccnefoBaHMe NYHKTATOB LWMTOBUAHOM ¥Kene3bl METOAO0M XKUAKOCTHON LUTONOMUK
BD ShurePath

07.02.02.MyHKTaTbl MOJIOYHOW Xe/ie3bl U COCKOObI KOXKM

MccnefoBaHMe NYHKTAaTOB KOMM U MOJIOYHOM YKenesbl MeTOA0M KUAKOCTHOWM
yutonorun BD ShurePath

WccnefoBaHMe NYHKTAaTOB MOJIOYHOM »Kenesbl

WccnepoBaHue cockoba KoM

07.02.03.CocKobbl C LWEMKM MaTKK U LLePBUKAZIbHOTO KaHana
WccnepoBaHue cockobos ¢ Wweiku maTku (no ManaHukonay, Pap-tecr)
MccnefoBaHne COCKOBOB C WeNKM MaTKU U LLepBUKabHOMO KaHana
KOMI/IEKCHbIM CKPUHUHT PAKA LLEMKW MATKMU: LiuTonormnyeckoe
nccnefoBaHMe COCKOOOB LIEMKM MATKU U LLePBMKAZIbHOTO KaHana MeTogom

¥UOKOCTHOM LIUTONOMUM BD SurePat
PACLUMPEHHbIA KOMNIEKCHBIN CKPUHWHT PAKA LUEMKU MATKU:

LiuTonornyeckoe nccnesosaHne cockoboB Wenku maTku(HuakocTHas uutonorus:
nccnefoBaHue COCKOBOB LWeKM MaTKM U LiepBMKabHOTO KaHala C OKPacKon no
ManaHukonay (texHonorus BD ShurePath),BMNY Tunbl
16,18,31,33,35,39,45,51,52,56,58,59 reHoTun. + Koand. (Metop Real-Time)
(konny.).

CKPUHWMHT PAKA LLEMKN MATKM: LiuTonornueckoe nccnefosaHme cockobos
WeMKN MaTKM 1 LIepPBUKaNbHOTO KaHana metogom *KUAKOCTHOM LIMTONOMMN BD
SurePath FocalPoint

07.02.04.AcnupaT NOAIOCTU MATKK

WccnepoBaHue acnupaTa NOA0CTU MATKU

LiuTonormyeckoe nccnegosarune NMANMENb-BUOMNCUN SHOOMETPUA meTogom
*UAOKOCTHOM umtonorum BD SHURE PATH

07.02.05.9HA0CKONMYECKUIM maTepuman

NccnepoBaHue sHAO0CKONMYECKOro maTepuana

WccnepoBaHme 3HAOCKONMYECKOro matepuana Ha Helicobacter pylori
07.02.06.Uutonorma moum

LnTonornueckoe nccnegosaHme moum

07.02.07.UccnepoBaHne MOKPOTLI

WccnepoBaHne MOKpPOTbI

07.02.08.4pyrune nccnegosaHma

WccnepoBaHMe NyHKTATOB APYrMX OPraHOB U TKaHeM!
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1040
1440
1500
2760
2070
2300
2300
810
810
460

1150
2130
2300
2300
1320
630
2130
1090
4030
750
860
810
1730
1730
810
810
1210
690

2070

3450

1730

810

2650

810
1040

860

920

810



FMT.14.20.

fMT.14.9.

MT.14.8.
IMT.14.7.

FMT.29.21.

[MT.15.31.

FMT.15.32.

fMT.15.32.1.

MT.15.33.

MT.15.34.

IMT.15.34.1.

MT.15.35.

MT.15.36.

MT.15.39.1.
MT.15.39.2.

MT.15.37.
MT.15.38.
MT.15.39.

IMT.15.40.2.

MT.15.40.1.

MT.15.40.

FMT.15.41.

[MT.15.42.

FMT.15.43.

FMT.15.44.

FMT.15.45.

FMT.15.46.

MT.15.46.1.

MT.15.47.

MccnepoBaHve NyHKTATOB ApYrnx OPraHoOB U TKAaHeN MeTOA0M KUAKOCTHOM
uuTonorum BD ShurePath

WccnepoBaHme COCKOBOB 1 OTNEYATKOB OMyXOJIEW U ONYyX01EBONOAO06HbIX
obpasoBaHui

WccnepoBaHre COCKOBOB 1 OTNEYATKOB 3pO3UHA, A3B, PaH, CBULLLEN
MccnepoBaHWe 3KCCy4aToB, TPACcCy4aToB, CEKPETOB, IKCKPETOB
07.03.MMMYHOLIUTOXUMUA

MMMYHOLMTOXMMUYECKMI CKPUHMHT PaKa Weku maTku: pl6ink4, Ki67
(Ha3HavaeTcA JONONHUTENBHO UK BMECTE C XKMUAKOCTHOM LUTONOTMEN:
nccnefoBaHWe COCKOBOB LWENKM MaTKM U LIepPBUKaIbHOTO KaHasla C OKPackon no
ManaHukonay (TexHonorus BD ShurePath)

07.04.rucrtosorna

07.04.01.lLluTtoBNAaHaA xenesa

MMcToNOrMYecKoe uccaefoBaHve LWUTOBUAHOM Kenesbl
07.04.02.MonouHasn »kenesa

MMcTonorMyeckoe nccaesoBaHe MOIOYHOW Kenesbl (broncuiiHbii Matepuan)

lMcTonorMueckoe UccaeoBaHe MONOYHOM Keesbl (OnepaumoHHbIA maTepuan)
07.04.03.CntoHHbIe Kenesbl

IMcToNorMyeckoe UcciefoBaHUe CAOHHBIX Kees
07.04.04.enya04YHO-KMLIEYHbIW TPAKT

FMcTonorMyeckoe UccaefoBaHme XKeayA04HO-KUWEeYHOro TpakTa (bMoncuiiHbIi
matepuan)

FMcTonorMyeckoe uccaeoBaHme XeayA04HO-KMWEYHOro TpakTa (onepaumoHHbIi
marepwvan)

07.04.05.Msarkne TkaHu

FMcTonorMyeckoe nuccaefoBaHue MArKUX TKaHeW (CTEHKM paHeBbIX KaHanoB, TKaHb
CBULLEBbIX XOZL0B U FpaHynaL,

07.04.06.Koxa

FMcTonorMyeckoe nccnefoBaHve KOXKHbIX U MOAKOXHbIX HOBOOBPa3oBaHUi
07.04.07.MaTKa / ANYHUKM

I'McTonormyeckoe nccnegoBaHne MaTku € NpuUaaTKamm

IMcTonorMyeckoe UcciegoBaHue LepBUKaJbHOrO KaHana

McTonornyeckoe uccnenoBaHme WENKN MaTku

FMcTonorMyeckoe nccnefoBaHme SHAOMepPUA (guarHocTYeckoe BbickabansaHue)
rMcTonormyeckoe nccneaosarme sHaometpua (MAMMNENb-BMONCUA)
07.04.08.MpepcTaTenbHan xenesa

lMcTonoruyeckoe nuccaegosaHue 6Moncumn npeacratesibHom Kenesbl (6onee 12
06pasuos)

MMcTonoruyeckoe nuccaenoBaHve buoncumn npeacrTaTenbHoM Kenesbl (4o 12
06pasuos)

FMcTonorMyeckoe uccnefoBaHne NpeacTaTesibHOM Kenesbl (onepaumroHHbI
maTtepuan)

07.04.09.Monoctb pTa

FMcTonormyeckoe uccnepoBaHme onyxonenoaobHbix 06pa3oBaHMiA MOAOCTH pTa
07.04.10.MonocTb HOoCa

FMcTonorMyeckoe uccnefoBaHne obpasoBaHuii Nasyx Hoca

07.04.11.Moykn / MoueBsoi ny3bipb

l'McTonornyeckoe uccnenoBaHMe NOYEK, OPraHOB MOYEBbLIAENUTENIbHOM CUCTEMDI
07.04.12.N1erkoe

l'McTonornyeckoe nccnenoBaHme Nerkux

07.04.13.CeneseHkKa

l'McTonornyeckoe nuccnefoBaHMe ceneseHku

07.04.14.lumdaTtryeckue y3nbi

MMcTonormyeckoe nccneposaHme nMmdatnyeckmx y3nos (1-5 naumooysnos)

IMcTonormyeckoe uccnegoBaHue AnmeaTmyeckux ysnos (bonee 5 numooysnos)
07.04.15.Cocyapl
FMcTonorMyeckoe nccnefoBaHme cocynoB
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FMT.15.48.

[MT.15.55.

FMT.15.56.

X.12-039

MT.50.105.1405.
MT.50.106.1405.
MT.50.110.1405.
MT.50.108.1405.
MT.29.34.
MT.29.38.
MT.29.37.
MT.29.25.
MT.29.23.
MT.29.22.
MT.29.32.

FMT.29.33.

MT.29.26.
FMT.29.24.
'MT.29.30.

MT.41.801

IMT.29.27.

MT.29.31.

MT.29.29.

MT.29.48.

MT.29.49.

MT.29.50.

MT.29.51.

MT.29.28.

FMT.29.41.

MT.29.39.

FMT.29.43.

MT.29.5.
MT.29.35.

MT.50.114.1405.

07.04.16.[pyraa nokanusaumsa
l'McTonormyeckoe nccnefoBaHne matepuana Apyroi N0KannsaLmm

l'McTonornyeckoe uccneposaHve 6UONCUMMHONO matepuana KOCTHOW TKaHuU (onyxonm

1 onyxonenogobHble 3a601eBaHNA KOCTU U CYCTaBOB)
FMcToNorMyYecKkoe uccneaoBaHne onepaLmMoHHOro MaTepmana KOCTHOM TKaHK
(onyxosn n onyxonenofobHble 3a60seBaHNA KOCTU U CYCTaBOoB)

FMcTonorMyeckoe UcciefoBaHMe IHA0CKONMYECKoro matepmana KT npu
BOCNaNUTeNbHbIX 3a601eBaHNAX (}KeNyaoK - MHOrodoKycHas buoncusa no
knaccuduraumm OLGA 2010)/KuLLeyHuK - cTaHgapTHaa MHorodpokycHan 6uoncusn)
07.05.MMMYHOTMCTOXUMUA

07.05.01.0npeaeneHme n oueHKa NPOrHOCTUYECKU 3HAUYMMbIX MAapPKEPOB B
3/10KAYECTBEHHbIX MUTENNANBHBIX OMYXONAX

EGFR (anuaepmanbHbIit dakTop pocTa)

HER 2/neu

Ki67

p53

VGFR

UMX-nccnepoBaHue Ha XpOHUYECKUiA aHaomeTpuT (CD-138)
UrX-nccneposaHune peuentmsHocTn sHgometpua: RE, RP
MIMMYHOTUCTOXMMUYECKOE UCCNeA0BaHNE KeNyA04HO-KULLEYHOTO TPaKTa
MIMMYHOTMCTOXMMMYECKOE UCCNEeA0BAHME LLMTOBUAHOMN Kenesbl
MIMMYHOMMCTOXMMMYECKOE UCCNeA0BaHME TMHEKONOTMYECKOTo maTepuana
MIMMYHOMMCTOXMMMYECKOE UCCAeA0BaHME APYTMX OPraHOB U TKaHeM
MIMMYHOTMCTOXMMMYECKOE MUCCNed0BaHMe 3/10KaYeCcTBEHHbIX onyxonel 6e3
BbIABNEHHOrO MEPBMYHOrO ouara

OnddepeHumanbHas gUarHoCTMKa MeNaHOUMTaPHbIX 0O6pa3oBaHUI KOXM
MIMMYHOTMCTOXMMMYECKOE UCCNeA0BaHWE NErKOro

MIMMYHOTUCTOXMMMYECKOE UCCaea0BaHMe TMMbATUYECKKX Y3108
UMMYHOTMCTOXMMWUYECKOE UCCNEAOBAHUE MONOYHOM KENE3bI (ER, PR,
Her2/neu, Ki67)

MMMYHOTMCTOXMMUYECKOE UCCNEeAOBaHNE MATKMX TKaHel (MblleyHas, }KMpoBas,
HepBHaA U CMHOBMA/bHasA)

MIMMYHOTMCTOXMMMYECKOE UCCAeA0BaHME OMyXONei rO/I0BHOMO M CMIMHHOTO
mo3ra

MIMMYHOTUCTOXMMMYECKOE UCCNeA0BaHME NOYEK U APYIUX OPraHoOB
MOUYEBbIAENNTENBHOMN CUCTEMBI

KomnaeKkcHoe MMMYHOTMCTOXMMUYECKOE UCCNe0BaHNe NPU XPOHUYECKOM
sHpgometpuTe (CD 138, CD 20, CD16,CD56)

Pacu.mpeHHoe KOMNNeKCHOe UMMYHOTUCTOXMMUYECKOe nccaenoBaHme asHaomeTpuma

(CD 138, CD 20, CD16,CD56, ER, PR)

MMMYHOTMCTOXMMMYECKan ANArHOCTMKA 3aboneBaHnii Weliku maTku pl6inkd, Ki67
MMMYHOTMCTOXMMMYECKOE UCCNe0BaHME Kenya04HO-KULLEYHOTO TPaKTa
(6MonCcKitHbIN/3HAOCKOMMYECKMIA maTepuan)

MMMYyHOMMCTOXMMUYECKOE UccneoBaHne npeacTaTesIbHOM Kenesbl
07.06.0HKO/TIOTMYECKASA SKCMNEPTU3A

MepecmoTp rotosbix TMCTONNOTMYECKUX npenapaTtos BegyLwmmm Poccuiickumm
dkcneptamu (BTOPOE MHEHMUE), ueHa 3a cnyyait

MepecmoTp rotosbix TMCTO/IOTMYECKUX npenapaTos Bpayamu Jlabopatopum
lFemoTecT (BTOPOE MHEHME) (Kpome naTonormm KOCTHoM TKkaHu, onyxonen LLHC,
nmmoo-nponundep

MNepecmoTp rotosbix LLUTOJIOTMYECKUX npenapaToB BeAyLWw MU POCCUNCKMMMU
dkcneptamu (BTOPOE MHEHWE), ueHa 3a cnyyai

07.07.00NONHUTENBHbLIE YCNYTU

[lononHWTeNbHOE U3rOTOBIEHME TMCTOIOTMYECKUX NPEnapaTos

LindpoBoe ckaHMpOBaHWe NpenapaToB Ha CKaHWpYoLLEel cucteme Aperio
ScanScope System AT (3a cay4ait)

07.08.©1YOPECLEHTHAA TMBPUAN3ALLUA in situ (FISH)

Onpegenenne HER2 cTaTyca onyxosiM MOIOYHOM XKenesbl METOAOM
dnyopecueHTHOW rmbpugmnsaumm in situ (FISH)
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FMT.16.1.
fMT.16.1.1.
FMT.16.2.
fMT.16.1.2.

MT.16.3.
MT.16.14.

[MT.16.15.
[MT.16.5.
MT.16.4.

fMT.16.17.

MT.16.12.
MT.16.10.

MT.19.1.
FMT.19.44.
FMT.19.5.
FMT.19.3.
MT.19.45.
MT.19.8.
MT.19.95.
MT.19.10.
MT.19.6.
MT.19.97.

[MT.19.54.2.

MT.19.49.

MT.19.96.

MT.19.91.1.
MT.19.56.1.
MT.19.56.2.
MT.19.91.2.

MT.19.55.

IMT.19.107.

MT.19.106.

FMT.19.38.

MT.19.35.2.
MT.19.71.2.
MT.19.35.1.
MT.19.71.1.
[MT.19.51.2.
[MT.19.51.1.

MT.19.52.2.

[MT.19.52.1.

08.MUKPOCKOMWYECKME NCCNEAOBAHNA

08.01.MWUKPOCKOMWUYECKUE NCCNEAOBAHMA YPOTEHUTA/IbHOTO TPAKTA
IMHEKONOrMYeckunii Masok Ha dbaopy

Ma3sok Ha ¢nopy 13 Baaranumia

Ma30oK Ha dpnopy us ypeTpbl

Ma3oK Ha paopy 13 LepBMKasbHOro KaHana

08.02.MUKPOCKOMUYECKME NCCNELOBAHUA CMNEPMbl U CEKPETA NMPOCTATbI
CeKpeT npocTaTtbl

TecT Ha peTporpagHyto 3AKYNALMIO

08.03.MUKPOCKOMMUYECKME MCCNEAOBAHMA APYTUX NOKAU3ALMIN
AHaNM3 MOKPOTbI Ha MUKOBaKTepun TybepKynesa

AHanu3 Ha 4eMoAeKC (PeCHULLbI, Ko¥a)

KAMHMYECKUIA aHaM3 MOKPOTbI

Ma30K Ha 303MHOWbI OTAENAEMOTO CAN3UCTbIX 060/104eK (Ma3Ku U3 HOCa, 3€eBa,
yXa, OTAeNsemoro rnasa)

MWKpOCKOMNMUYecKoe nccnegoBaHne CUHOBUANbHOM KUAKOCTU

PuHouutorpamma

10.AMATHOCTUKA MHCDEKLI,l/Iﬂ

10.01.MWKPOBUNOTOMMYECKUE MCCNELOBAHUA

10.02.MUP-ANATHOCTUKA

10.02.01.BupycHble renatuTbl

Bupyc renaTtuTa B - (kau.)

Bupyc renatuta B - (koanu.) (MeTog Real-Time)

Bupyc renatuta C - (reHotun.) (MeTog Real-Time)

Bupyc renatuta C - (kau.)

Bupyc renatuta C - (konmu.) (MeTog Real-Time)

Bupyc renatuta D - (kau.)

Bupyc renatuta D (Koanu.)

Bupyc renatuta G - (kau.)

Bupyc renatuta A - (Kau.)

Bupyc renatuta C (reHotun. 1a, 1 b, 2, 3a, 4, 5a, 6) (kau.)

JHTepoBupyc(Kan.) (Kay.)

10.02.02.BUY-nHbekumm

BWY-1 (kau.) (MeTog Real-Time) (kau.)

10.02.03.PaHHAA gmnarHocTuka renatuta B, C, BUY-1, BUY-2

PaHHAA anarHoctuka nHoekumii: PHK HCV, HK HBV, PHK B1Y-1, PHK BM1Y-2
(ynbTpauyBCTBUTENBHBIN MeToA) (Kau.)

10.02.04.KneweBble MHPEKLUN

Boppenus bypraopdepu (Borrelia burgdorferi) (kposb)(konuy.)

Boppenus 6ypraopdepu (Borrelia burgdorferi) (kposb) (kau.)

Boppenus bypraopdepu (Borrelia burgdorferi) (moya) (kau.)

Boppenus 6ypraopdepu (Borrelia burgdorferi) (moua) (konny.)

Bupyc knewesoro sHuedanuta (Metog Real-Time) (kau.)

KomnnekcHoe nccneaoBaHme Ha MHGEKLMK, NepeaBaemble Knewammu: boppenvos,
Kneuesoin sHuedanuT, apaMxmos, aHannasmos (bromarepuman Kposb)
(KauecTBeHHbIN aHaNU3)

KomnnekcHoe nccneaoBaHve Ha MHGEKLMK, NepeaBaemble Kaelwammu: boppenvos,
Kneweson aHuedanuT, apaMxmos, aHannasmos (bromatepuman Knew)
(KauecTBeHHbIN aHaNu3)

10.02.05.PecnupaTtopHbie MHbEKL MM

Bopaetenna nepryccuc (Kay.)

Bupyc dnwTteliHa-bapp (Ma3ok) (kauy.)

Bupyc dnwreiHa-bapp (masok) (koauy.)

Bupyc dnwTteliHa-bapp (3ATA) (Kau.)

Bupyc dnwTenHa-bapp (SATA) (koany.)

MwuKoniasma NHEBMOHUM, XNaMUAMA MHEBMOHUK (MA30K)

MwuKkonnasma NHEBMOHMM, Xnamuaus nHeemoHun (SATA)

Heliccepua meHuHrnTUamuc, Fremoounyc nuodnoeHua, CtpenToKOKKYC MHEBMOHUM
(ma3ok)

Heviccepua meHunHrutugmuc, Fremoounyc nudaoeHua, CTpenToKOKKYC MHEBMOHUM
(34TA)
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Onpegenenne PHK supyca rpunna A (HIN1-swine) B KAMHMYECKOM MaTepuane

meTtogom MLP 3 3110
MT.19.151 KopoHasupyc, PHK(SARS-CoV-2, MLP) masokK , Kau. 3 1730
10.02.06.0cTpble KuLEeYHble NHbEKLUN
PoTasupycbl rpynnot A (Rotavirus A), Hoposupycsl 2 reHotuna (Norovirus 2 reHotun)

MT.50.8.2090.

FMT.19.54.

n Actposupycsbl (Astrovirus) (Kau.) 3 1500
FMT.19.53. Wurenna (Shigella spp.) u sHTeponHsasumsHble E. coli (EIEC), CanbmoHenna

(Salmonella spp.), Kamnunobaktepun (Campylobacter spp.) (kau.) 3 1380

10.02.07.Apyrve 6akTepuanbHbie U BUPYCHble MHOEKL MK
IMT.19.34.2. Bupyc Bapuuenna-3octep (ma3ok) (Kau.) 2 400
[MT.19.34.3. Bupyc Bapuuenna-3octep (moua) (Kau.) 2 400
IMT.19.34.1. Bupyc Bapuuenna-3octep (34TA) (kau.) 2 400
[MT.19.85. KpacHyxa (kau.) 3 580
MT.19.86. KpacHyxa (konnu.) 3 750
TMT.19.43. JNluctepus moHouuToreHec (Kau.) 2 400
MT.19.32.2. MukobakTepum Tybepkynesa (Masok) 2 350
[MT.19.32.4. MukobakTepum Tybepkynesa (MoKpoTa) 2 350
MT.19.32.3. MukobakTepum Tybepkynesa (moua) 2 350
[MT.19.32.1. MukobakTepum Tybepkynesa (34TA) 2 350
MT.19.39.2. Tokconnasma NoHau (masok) (Kau.) 2 350
[MT.19.74.2. Tokconnasma NoHam (masok) (Konny.) 2 400
MT.19.39.3. Tokconnasma lNoHAM (moya) (Kau.) 2 350
[MT.19.74.3. Tokconnasma lNoHaM (moua) (konny.) 2 400
MT.19.39.1. Tokconnasma lNoHau (9ATA) (kau.) 2 350
[MT.19.74.1. Tokconnasma lNoHam (3ATA) (Konuy.) 2 400
MT.19.37.1. Xenukobaktep nunopu (kan) (Metog Real-Time) (kau.) 3 460
[MT.19.72.2. Xenukobaktep nunopu (kan) (Metog Real-Time) (konny.) 3 520
MT.19.37.2. Xenukobaktep nunopu (masok) (Metopg Real-Time) (Kau.) 3 460
MT.19.72.1. Xenukobaktep nunopu (masok) (Metog Real-Time) (konuu.) 3 520
MT.19.31.2. Lutomeranosupyc (ma3ok) (Kau.) 2 350
MT.19.69.2. Uutomeranosupyc (masok) (Konmy.) 2 400
MT.19.31.3. Lutomeranosupyc (moua) (kau.) 2 350
[MT.19.69.3. Uutomeranosupyc (moua) (konuu.) 2 400
MT.19.31.1. Uutomeranosupyc (9A4TA) (kau.) 2 350
[MT.19.69.1. Uutomeranosupyc (3ATA) (konuu.) 2 400

10.02.08.Bupyc npoctoro repneca
[MT.19.24.2. Bupyc repneca VI Tna (ma3ok) (kau.) 2 350
MT.19.68.2. Bupyc repneca VI Tuna (ma3ok) (Konuy.) 2 400
[MT.19.24.3. Bupyc repneca VI Tvna (moua) (Kau.) 2 350
MT.19.68.3. Bupyc repneca VI Tvna (moua) (Kosiuny.) 2 400
[MT.19.24.1. Bupyc repneca VI Tuna (34TA) (Kau.) 2 350
MT.19.68.1. Bupyc repneca VI Tuna(34TA) (Konuny.) 2 400
[MT.19.108.2 Bupyc npocToro reprneca 1 (Kay.) — ma3ok 2 460
MT.19.108.3 Bupyc npocToro repneca 1 (kay.) — moua 2 460
[MT.19.108.1 Bupyc npocToro repneca 1 (ka4.) — 3ATA 2 460
MT.19.109.2 Bupyc npocToro repneca 1 (Koany.) - masok 2 480
MT.19.109.3 Bupyc npocToro repneca 1 (Koany.) - moya 2 480
FMT.19.23.2. Bupyc npocToro repneca 1,2 (ma3ok) (Kau.) 2 350
MT.19.67.2. Bupyc npocToro repneca 1,2 (ma3ok) (Kosinu.) 2 400
[MT.19.23.3. Bupyc npocToro repneca 1,2 (moy4a) (kau.) 2 350
[MT.19.67.3. Bupyc npoctoro repneca 1,2 (moya) (Kosinu.) 2 400
[MT.19.23.1. Bupyc npocToro repneca 1,2 (34TA) (kau.) 2 350
MT.19.110.2 Bupyc npoctoro repneca 2 (Kay.) — ma3ok 2 460
[MT.19.110.3 Bupyc npocToro repneca 2 (Kay.) — moya 2 460
[MT.19.110.1 Bupyc npoctoro repneca 2 (kay.) — 34ATA 2 460
MT.19.111.2 Bupyc npocToro repneca 2 (Koany.) - Ma3okK 2 480
MT.19.111.3 Bupyc npoctoro repreca 2 (Kosiny.) - mo4a 2 480

10.02.09.KomnnekcHoe nccneaoBaHueHa rpmbsl poga KaHamaa
FMT.19.777. KomnnekcHoe nccnenosaHue Ha rpubbl poaa KaHauaa ¢ ugeHtudurkaumen

BO36byauTens (kau.) 3 1500
MT.19.77. KomnnekcHoe nuccnepoBaHma Ha rpubsl poaa KaHamaa (kau.) 3 980



MT.19.83.
MT.19.84.

[MT.19.16.1.
MT.19.60.1.
[MT.19.16.2.
MT.19.60.2.

MT.19.46.
MT.19.75.

MT.19.76.
MT.19.25.
MT.19.78.
MT.19.26.
MT.19.88.
MT.19.92.
FMT.19.93.
MT.19.27.

FMT.19.57.

FMT.19.47.

MT.19.28.
MT.19.30.
MT.19.90.
MT.19.29.
MT.19.89.

MT.19.19.1.
MT.19.63.1.
MT.19.19.2.
MT.19.63.2.
MT.19.22.1.
MT.19.66.1.
MT.19.22.2.
MT.19.66.2.

MT.19.79.
MT.19.80.

MT.19.17.1.
MT.19.61.1.
MT.19.17.2.
MT.19.61.2.
MT.19.18.1.
MT.19.62.1.
MT.19.18.2.
MT.19.62.2.

FMT.19.81.
MT.19.82.

fMT.19.21.1.
[MT.19.65.1.
fMT.19.21.2.
[MT.19.65.2.
MT.19.50.1.
MT.19.50.2.
MT.19.20.1.
[MT.19.64.1.
MT.19.20.2.
[MT.19.64.2.
[MT.19.15.1.
MT.19.59.1.
[MT.19.15.2.
MT.19.59.2.
MT.19.14.1.
[MT.19.58.1.
MT.19.14.2.
MT.19.58.2.

10.02.10.YporeHuTanbHble MHbERLUN

bakTepougbl (Bacteroides spp.) (Kau.)

Bbaktepouabl (Bacteroides spp.) (konunu.)

Buosapbl Ureaplasma (U. Urealyticum, U. parvum) (ma3ok) (Kau.)
Buosapsbl Ureaplasma (U. Urealyticum, U. parvum) (ma3ok) (konwuu.)
Buosapbl Ureaplasma (U. Urealyticum, U. parvum) (moua) (kau.)
Buosapbl Ureaplasma (U. Urealyticum, U. parvum) (moua) (konny.)
BMNY 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59 - reHoTMN. (Kay.)

BMNY Digene-tect (16/18/31/33/35/39/45/51/52/56/58/59/68 Tnnbl) (Koany.)
BMY Digene-tect (6/11/42/43/44 Tvnbl) (Koany.)

BMY Tun 16 (kau.)

BMY Tun 16 (koauy.)

BMY Tun 18 (kau.)

BMY Tun 18 (koauy.)

BMY Tunbl 16, 18 (kau)

BMY Tunbl 16, 18 (koany)

BMY Tunbl 16, 31, 35, 39, 59 (KayecTBEHHbIN)

BMY Tunwbl 16,18,31,33,35,39,45,51,52,56,58,59 reHoTun. + Koaund. (MeTog Real-
Time) (Konny.)

BMY Tunwl 16,18,31,33,35,39,45,51,52,56,58,59 Koaund. (MeTog Real-Time) (koanu.)
BMY Tunbl 18, 33, 45, 52, 58, 67 (Ka4yecTBeHHbI 1)
BMY Tunbl 51,26 (Kau.)

BMY Tunbl 51,26 (Koauny.)

BMY Tunbl 6, 11 (Kau.)

BMY Tunbl 6, 11 (Koauny.)

FapaHepenna BaruHanunc (Masok) (Kau.)
FapaHepenna sarmHanuc (Masok) (koauy.)
FapaHepenna BarmHanuc (Moya) (kay.)
lapaHepenna sarmHanuc (Moua) (Konmy.)
KaHgunpa anbbukaHc (Mas3ok) (Kau.)
KaHgunaa anbbukaHc (MasokK) (Koauy.)
KaHgunpa anbbukaHc (Moua) (Kau.)

KaHgunaa anbbukaHc (Moua) (Konmy.)
Naktobaktepum (Lactobacillus spp.) (kau.)
Naktobaktepum (Lactobacillus spp.) (koany.)
MwuKonnasma reHuTannym (Masok) (Kau.)
Mwukonnasma reHutannmym (Masok) (konmu.)
Mwukonnasma reHutTanmym (moua) (Kau.)
Mwukonnasma reHutanmym (moua) (Konmu.)
MwuKonnazma XomMHUC (Ma3oK) (Kau.)
MuKonnasma XoMMHKUC (Ma30oK) (Koauy.)
MwuKonnasma xommMHUC (Moya) (Kau.)
MuKonnasma XoMmmMHKUC (Moya) (Konny.)
Mob6unyHkyc (Mobiluncus curtissi) (kau.)
Mob6unyHkyc (Mobiluncus curtissi) (kosnu.)
Helccepus roHopeun (Mas3ok) (Kau.)
Helccepus roHopeun (Ma3ok) (koany.)
Helccepusa roHopeun (Moua) (Kau.)
Heliccepus roHopeu (moua) (Konmy.)
TpenoHema nanamaym (masok) (Metog, Real-Time) (kau.)
TpenoHema nannmaym (moya) (MeTog Real-Time) (kau.)
TpuxomoHac BarmHanuc (Masok) (kau.)
TpuxomoHac BarmHanuc (Masok) (Kkonauu.)
TpuxomoHac BarmHanuc (Mo4a) (Kau.)
TpuxomoHac BarmHanuc (Mmoya) (Kosmu.)
Ureaplasma species (Ma3ok) (Kau.)
Ureaplasma species (ma3ok) (konnu.)
Ureaplasma species (mou4a) (kau.)
Ureaplasma species (moua) (konnu.)
Xnamugms TpaxomaTuc (Masok) (Kau.)
Xnamugus Tpaxomatuc (Masok) (Kkonuy.)
Xnamugus TpaxomaTmc (mouya) (Kau.)
Xnamugms Tpaxomatuc (moua) (Konmu.)
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MT.50.2.2087.

FMT.27.39.

FMT.27.38.

fMT.28.92.

'MT.20.79.
MT.20.22.
'MT.20.21.
MT.20.80.

'MT.20.39.
MT.20.118.

MT.20.32.
MT.20.33.
MT.20.31.
MT.20.29.
'MT.20.30.

'MT.20.36.
MT.20.35.
MT.20.34.

MT.20.37.
'MT.20.38.

MT.20.82.
MT.20.81.

MT.20.26.
MT.20.25.
'MT.20.24.
MT.20.23.
MT.20.28.
MT.20.27.

MT.20.63.
'MT.20.61.

10.02.11.0ueHKa b1MOLEHO3a YPOTEHUTANILHOTO TPAKTa

BMOLEHO3 YPOreHUTaIbHOro TPAKTa Y XeHLWMH Ha 12 rpynn MMKpoopraHn3mos
(Lactobacillus, Gardnerella vaginalis+Prevotella bivia+ Porphyromonas spp, Candida
spp, Ureaplasma, Mycoplasma hominis, Mycoplasma genitalium, Trichomonas
vaginalis, Neisseria gonorrhoeae, Chlamydia trachomatis, HSV-2, CMV, HSV-1)

demodnop-16 (UccnepgoBaHme MUKPOPNOPbI YPOTEHUTANbHOTO TPAKTA Y MKEHLLMH
16 nokasaTteneit: Lactobacillus, Enterocteriaceae, Streptococcus, Staphylococcus,
Gardnerella vaginalis + Prevotella bivia + Porphyromonas spp, Eubacterium,
Sneathia spp + Leptotrichia spp + Fusobacterium spp, Eubacterium, Sneathia spp.+

Leptotrichia spp. + Dialister spp., Lachnobacterium spp+Clostridium spp, Mobiluncus

spp+Corynebacterium spp, Peptostreptococcus spp, Atopobium vaginae, Candida
spp, Mycoplasma hominis, Ureaplasma (urealyticum+pavum), Mycoplasma
genitalium.

demodnop-8 (MccnenosaHne MUKpodaopbl YPOreHUTaAbHOMO TPAKTA Y KEHLWMH 8
nokasaresnei: Lactobacillus, cem. Enterobacteriaceae, Streptococcus spp,
Gardnerella vaginalis+Prevotella bivia+Porphyromonas spp, Eubacterium spp,
Candida spp.)

10.02.12.mnarHocTuKa 3a60n1eBaHMI YPOreHTaIbHOro TpaKTa

®NOPOLLEHO3 KOMIMJIEKCHBIN (c amarHocTvkoii MMMM: [HK Bacteria, AHK
Lectobacillus spp, AHK Gardnerella vaginalis, AHK Atopobium vaginae; JHK
Enterobacteriaceae, IHK Stapylococcus spp, Streptococcus spp; AHK Ureaplasma
parvum, IHK Ureaplasma urealyticum, JHK Mycoplasma hominis; IHK Candida
albicans, AIHK Candida glabrata, /HK Candida krusei, HK Candida Parapsilosis
tropicalls, HK Neisseria gonorrhoeae, IHK Chlamydia trachomatis, AHK
Mycoplasma genitalium, AHK Trichomonas vaginalis

10.03.CEPOMIOTUA

10.03.01.CKpUHUHT

AT 1 AT K BUY 1/2 (CKPUHUHT, Kau.)

Frenatut C, anti-HCV cymm. (Kau)

lenatut B, HBs Ag (kau)

Cudunumc cym. AT (1gG v IgM) (kau)

10.03.02.fenatnt A

Frenatut A, anti-HAV IgM (n/kon)

Fenatut A, anti-HAV cym. AT(n/kon)

10.03.03.f'enatut B

lenatut B, anti-Hbe (n/kon)

lenatut B, anti-HBs (kon)

lenatut B, Hbe Ag (kau)

Fenatut B, anti-HBV cor IgM (n/kon)

lenatut B, anti-HBV cor cymm. (kau)

10.03.04.f'enatut C

Fenatut C cnekTp aHTUTeN (Kau)

renatut C, anti-HCV IgG asuaHocTb (n/kon)

Fenatut C, anti-HCV I1gM (n/kon)

10.03.05.f'enatut D

Fenatut D, anti-HDV IgM (kau)

Frenatut D, anti-HDV cymm. (Kau)

10.03.06.fenatut E

Frenatut E, anti-HEV-IgG (kau

lenatut E, anti-HEV-IgM (kau)

10.03.07.Cudunnuc

Cuounuc IgG (n/kon)

Cuounnuc IgM (kau)

Cudunuc RPR (n/kon)

Cudunnc TPHA (n/kon)

Cudunnmc nmmyHob10T IgG (Kau)

Cuounmc ummyHob10T IgM (Kau)

10.03.08.Xnamngmno3s

Xnamuama nHesmoHuu IgA (n/kon)

Xnamugmsa nHesmoHuu I1gG (n/kon)
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MT.20.62.
'MT.20.41.
MT.20.42.
MT.20.43.

MT.20.126.
MT.20.65.
'MT.20.66.
MT.20.47.
MT.20.46.

MT.20.45.
MT.20.44.

MT.20.76.
'MT.20.77.
MT.20.78.

MT.20.58.
MT.20.59.
MT.20.60.

MT.20.15.
MT.20.16.
MT.20.17.

MT.20.104.
MT.20.125.
MT.20.105.
MT.20.102.
MT.20.103.

'MT.20.50.
MT.20.51.
MT.20.52.
MT.20.53.
MT.20.54.
MT.20.55.
MT.20.83.
MT.50.17.2007.
MT.50.15.2007.
MT.50.16.2007.

MT.20.71.1
MT.20.85.

MT.20.69.1
MT.20.70.1

MT.20.56.
MT.20.57.

MT.20.72.
MT.28.799

MT.20.18.
MT.20.88.

'MT.20.74.
MT.20.75.

MT.20.10.
FMT.20.11.

Xnamuams nHesmoHuu IgM (n/kon)

Xnamuama tpaxomatuc IgG (n/kon)

Xnamuams Tpaxomatuc IgM (n/kon)

Xnamuama Tpaxomatuc IgA (n/kon)
10.03.09.Mukonnasmos

Mwukonnasma NHEBMOHUM IgA

MwuKonnasma nHeBMoHuUu IgG (n/kon)
MwuKonnasma nHeBMmoHuu IgM (n/kon)
MwuKonsiasma xoMuHuc IgA (n/kon)

MuKonnasma xomuHuc I1gG (n/kon)
10.03.10.Ypeannasmos

Ypeanna3sma ypeanutukym IgA (n/kon)
Ypeannasma ypeanutukym IgG (n/kon)
10.03.11.Tokconnasmos

Tokconnasma IgG (kon)

Tokconnasma IgG asmaHocTb (n/kon)
Tokconnasma IgM (kon)
10.03.12.LluTomeranosupycHasa MHbeKu s
LUntomeranosupyc IgG (n/kon)

Lintomeranosupyc IgG asuaHocTb (n/kon)
Liutomeranosupyc IgM (n/kon)
10.03.13.KpacHyxa

KpacHyxa IgG (kon)

KpacHyxa IgG asuaHocTb (n/kon)

KpacHyxa IgM (n/konwnu)
10.03.14.PecnupaTopHble BUPYCHble MHbEKL MU
ApeHosupyc 1gG (n/kon)

AgneHosupyc IgM (n/kon.)

ApeHoswupyc IgA (n/kon)

PecnupaTopHbIi CUHLMTHANbHbIN BUpYC 1gG (n/Kkon)
PecnupaTopHBbIi CUHLUTUANbHLIN BUPYC IgM (n/kon)
10.03.15.epnec

Bupyc npocToro repneca 1 1gG (kon)

Bupyc npocrtoro repneca 1 1gM (n/kon)

Bupyc npocrtoro repneca 2 1gG (n/kon)

Bupyc npocToro repneca 2 1gG aBuaHocTb (n/kon)
Bupyc npocrtoro repneca 2 IgM (n/kon)

Bupyc npoctoro repneca VI tuna IgG (n/kon)
Bupyc npocrtoro repneca VIl Tuna IgG (n/kon)
Bupyc npocToro repneca 1,2 IgG (kon)

Bupyc npocrtoro repneca 1,2 1gG asuaHocTb (n/kon)
Bupyc npocToro repneca 1,2 IgM (n/kon.)
10.03.16.B3b-nHdpeKkuma

Bupyc dnwTeiHa-bapp 1gG K kKancuaHomy Al (kon)
Bupyc dnwTeliHa-bapp I1gG K paHHemy ATl (kon)
Bupyc dnwreiHa-bapp 1gG k sagepHomy Al (n/kon)
Bupyc dnwreiHa-bapp I1gM K KancugHomy Al (Kon)
10.03.17.BeTtpsaHas ocna

Bupyc Bapuuenna-3octep IgG (n/kon)

Bupyc Bapuuenna-3octep IgM (n/kon)
10.03.18.Kopb

Kopsb IgG (kon)

CKPUHUHIOBbI KOMMNIEKC Ha KOpb
10.03.19.Kokntow

Bopaetenna nepryccuc IgG (n/kon)

Bopaetenna nepryccuc IgA (n/kon)
10.03.20.MapoTut

MapoTuT IgG (n/kon)

Mapotut IgM (n/kon)

10.03.21.KneweBoit boppennos

Boppennos IgG (n/kon)

Boppenunos IgM (n/kon)
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MT.20.123.
MT.20.124.

MT.20.9.
MT.20.8.
MT.20.95.
MT.20.93.
MT.20.94.

MT.20.127.
MT.20.128.

MT.20.115.

MT.20.6.
MT.20.1.

MT.20.3.
MT.20.2.
MT.20.4.
MT.20.5.

MT.20.13.

MT.20.91.
'MT.20.89.
MT.20.90.

MT.20.129.

MT.20.117.
MT.20.14.
MT.20.86.
MT.20.87.
MT.20.238

MT.20.106.
MT.20.67.
MT.20.12.
'MT.20.49.
MT.20.7.
MT.20.64.
MT.20.116.
'MT.20.48.
MT.50.2.1362
MT.50.83.1295.
MT.50.45.921
MT.20.154

MT.20.165

MT.20.172.
MT.20.170.

10.03.22 Knewwesoi sHuedanut

Bupyc kneutesoro sHuedanuta IgG (n/kon.)
Bupyc knewesoro sHuedanuta IgM (n/kon.)
10.03.23.NepcnHn03

MepcuHumos IgA (n/kon)

WNepcuHnos IgG (n/kon)

Wepcuuua ncesaoTtybepkynesa (n/kon)
MNepcuHua sHTepokonntuka, cepotun 03 (n/kon)
MepcuHua aHTepoKkonutmka, cepotrn 09 (n/kon)
10.03.24.bpyuennes

Bpyuennes IgG (Kau.)

Bpyuennes IgM (kau.)

10.03.25./1efilwumaHno3

Neiwmannos, 1gG (n/kon)
10.03.26.f'enbMUHTO3bI

Ackapuaos I1gG (n/kon)

OnddepeHumanbHaa gMarHoCcTUKa reibMMHTO308 IgG (n/Kon) (Tokcokapos IgG,

Onuctopxos I1gG, TpuxuHennes IgG, IXMHOKOKKO3 I1gG)
Onuctopxo3s IgG (n/kon)

Tokcokapos IgG (n/kon)

Tpuxurennes IgG (n/kon)

IXMHOKOKKO3 IgG (n/Kon)
10.03.27.CanbmoHennes

CanbmoHennes (rp.A, B, C, 4, E, cymm., n/kon)
10.03.28.lurennes

LWurenna 3oHHe (n/kon)

LWurenna ®nekcHepa 1-5 (n/kon)

Wurenna ®nekcHepa 6 (n/kon)
10.03.29.Acneprunnes

Acneprunnes IgG (kauy.)
10.03.30.XennKkobakTepHasa nHbeKuma
Onpegenenne aHTureHa HELICOBACTER PYLORI B kane (MDA)
Xenukobaktep nunopwu IgG (n/kon)
Xenukobaktep nunopw IgA (kon)

Xenukobaktep nunopw IgM (kon)

13C-ypeasHblit AblxaTe/bHbIV TECT
10.03.31.Apyrve nHdexumm

Amebuas IgG (n/kon)

BptowHom TMd (Kau)

BptowHoi Tud (n/kon)

KaHguaa anbbukaHc 1gG (Kau)

Nambanos (cymm. AT, n/kon)

MukobakTepum Tybepkynesa (cymm. AT, Kau)
CbinHoi TMd (n/kon)

TpuxomoHmas IgG (kau)

BopaeTenna neptyccuc v napaneptyceuc (n/kon.)
Bopaetenna nepryccuc IgM (n/kon)

AT v KopuHobakTepun ANdTEPUN (CKPUHHUHT)
KopoHasupyc SARS-CoV-2, aHTtutena IgG (n/kon.)

KopoHaBupyc SARS-CoV-2, HeWTpanusytowme aHTuTena IgG kK RBD gomeHy S-6enka

(Architect, Abbott) (kon.)
Bupyc rpunna tuna B IgM (kon)
Bupyc rpunna tTuna A IgM (n/kon)
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FMT.17.51.

MT.27.960.

FMT.17.61.

FMT.17.9.

MT.17.50.

[MT.17.54.

FMT.17.47.

MT.50.2.2002.

FMT.17.43.

FMT.17.44.

FMT.17.42.

MT.17.56.
MT.17.53.

MT.50.12.1385.
MT.50.13.1385.
MT.50.13.2007.

MT.17.2.
MT.17.1.
MT.17.37.
MT.17.40.
MT.17.38.
MT.17.39.

MT.50.10.1385.
MT.50.11.1385.

[MT.17.5.
[MT.17.57.

MT.17.58.
IMT.17.4.
'MT.17.60
IMT.17.6.
MT.17.41.

11.MMMYHO/IOTMYECKMUE UCCNTEAOBAHUA

11.00.01.0CHOBHblE CKPUHHWUHIOBbIE NaHenn

F'yMmopanbHbI UMMYHUTET (MMMYHOTN06YMHBI IgA, 18M, 18G, IZE, umpRyaupyowme
MMMYHOKOMIMEKCbI, KOMMOHEHTbI) 9

MMMYHHbIV cTaTyC (CKPUMHUHT) (ParountapHas akTUBHOCTb /IEMKOLMTOB, KAETOUYHbIN
UMMYHUTET, UMMYHOTrN06yNuH IgE 06wWwuin, ummyHornobynuHbl IgA, IgM, 1gG) 4

MMMYHHbIV CTaTyC paclUMPEHHbIN (MMMYHOPEryAaTOPHbIA UHAEKC,
MMMmyHornobynutbl IgA, IgM, I1gG; UmmyHornobynuH IgE obwuii; aroymtapHas
aKTUBHOCTb NelikouuTos; fleikounTapan opmyna; T-nmbouuTbl (CD3+); T-xennepsol
(CD3+CD4+); T-uuToTOKCUYecKme KneTku (CD3+CD8+); T-perynatopbl KNETKK
(CD4+CD25+CD127neg); T-akTMBMpPOBaHHbIe KneTkun (CD3+HLA+DR+CD38+); NK-
Knetkn (CD16+/56); NK akTMBMpoBaHHble KneTku (CD3-CD8+CD38+); NK v B-
aKTUBMPOBaHHble KneTku (CD3+HLA-DR); B-numoouutsl (CD19+); B-kneTkn namatu
(CD19+CD5-CD27+); Bl-numdouutbl (CD19+CD5+); B2-numdoumutbl (CD19+CD5-
);Onpenenenne nHtepdepoHos ("anbda”, "ramma", "cbIBOPOTOUHbIN, CNOHTaHHbIN);
LUupryaupytowme nmmyHokomnaekcobl; KomnoHeHTbl KomnaemeHTta C3 n C4; T-
aKTUBHbIE KNETKMU C MapKepom paHHel akTuBHOCTU (CD3+CD25+); T-xennepbl

aKTUBMPOBaHHbIE C MapKepom paHHel akTusHocTu (CD3+CD4+CD25+) 15
Onpegenenne nHTepdepoHos ("anbda”, "ramma", "cbIBOPOTOUHbIN", CNOHTaHHbIN"). 14
KnetouHblt ummyHUTeT (T-numdoumnTsl, T-xennepbl, T-UUTOTOKCUYECKME KNETKH,

MMMyHOperynaTopHbIn MHAEKC, B) 4

11.00.02.Jlon0NHUTENbHbIE KOMNAEKCHI

AKTMBMpPOBaHHbIe AMmoounTsl (T-numbouuTbl, T-xennepobl, T-LUTOTOKCUYECKUE
KNETKU, UMMYHOPEryAATOPHbIN MHAEKC) 4
NMMyHOPerynaTopHbIn MHAEKC AR OLEHKU MMMYHHOTO cTaTyca U 3pdeKTUBHOCTH
Tepanuu (MMMyHoperynaTopHbli nHaekc, T-numoouutsl, T-xenneps, T-

LMTOTOKCUYECKKE) 4
WccnepoBaHve napamMeTpoB MMMYHHOIO CTaTyca: onpegeneHme abcontoTHbIX

Konnyects CD4+CD8+CD3 numoouuTtos y naumeHTos ¢ BUY (CMNL Ha npoToyHOM
uuToda0pUMETP) 4
UccnepoBaHue cybnonynaunm B-nmmooumTtos

(CD19+CD5+, CD19+CD5-, CD19+CD5-CD27+) 4
KneTouHble peuenTopbl AIMMPONAHOMN TKAHU

of-T u y8-T: (CD3+aB-TcR+yS-TcR, CD3+y8-TcR+aB-TcR-) 4
OugeHKa coCToAHMA T-KNETOYHOro 3BEHA MMMYHUTETA:

(T-numdoumTsl (CD3+CD19-), T-xennepbl (CD3+CD4+CDA5+) 4
PaHHAA akTMBaLMA T-KNETOK U T-perynaTtopHbie MMMPOUnUTDI

LluTokuHbl (PpakTop HEKPO3a ONYyX0NU, UHTEPAENKMH-10, UHTepNENKNH-6)
11.00.03.HamBMAYaNbHBIE UMMYHONOTUYECKUE TECTbI
NmmyHOrnobynuH IgM

MmmyHornobynuH IgG

NMMyHOrnobynuH IgA

NMmmyHornobynuH IgE obwwmin

MmmyHornobynuHel IgA, 1gM, IgG

NHTepneitkmH 1 6eTta

NHTepneikuH 10

NHTepneinkmH 6

NHTepneikmH 8

KomnoHeHT komnnemeHTa: C3

KomnoHeHT komnnemeHTa: C4

KomnoHeHTbl KomnnemeHTa C3, C4

[e I~
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NelikounTapHo-T-NMMMOLUTAPHDIN MHAEKC (BMecTe C KneT. UMMyHUTeTOM)
TN Kanbo-Kanuda (Bmecte ¢ nekouut. d-noi.)

CopepkaHue LUK IgG, IgM

T-xennepbl (CD3+CD4+)

daroumTapHan akTUBHOCTb NEMKOLUTOB

®HO/TNFa (dakTop HeKpo3a onyxosiu)

coONULTO WU

3110

5520

14700

2880

4600

6670

3680

3220

2880

3570

5290
1840
5180

350
350
350
750
810
1840
1840
1840
1840
420
420
860

120
120
1090
1610
920
2240



FMT.17.13.
MT.17.14.
MT.17.16.
MT.17.15.

MT.17.22.
MT.17.25.
IMT.17.23.
IMT.17.24.

FMT.17.27.
MT.17.29.
MT.17.30.
MT.17.36.
MT.17.32.
MT.17.33.
MT.17.35.

MT.26.3.
'MT.26.40.
FMT.26.1.
IMT.26.2.

'MT.26.30.
MT.26.29.
MT.26.28.

FMT.26.183.

MT.26.82.
MT.26.176.
MT.26.201.

MT.26.161.

MT.26.162.

MT.26.6.
MT.26.8.
MT.26.5.
MT.26.4.
'MT.50.21.2181
MT.50.20.2181
MT.50.1.2202.
MT.50.4.1289.

[MT.26.163.

MT.50.4.1385.
MT.20.167.

IMT.26.127.

MT.26.184.
MT.50.24.2181

'MT.26.26.
MT.26.27.
MT.26.165.
MT.26.196.

11.00.04.4yBCTBUTENBHOCTb K NpenapaTam nHTepdepoHa: (HazHayaTb TONbKO
BMecTe C uccnegoBaHvem "OnpegeneHve MHTepdepoHos"):
FammadepoH (MHrapoH)

NHTpOH

PeanbanpoH

PeadepoH (BudepoH)

11.00.05.4yBCTBUTENBHOCTb K MHAYKTOPAM UHTEPhEPOHa (HasHayaTb TOIbKO
BMecTe C uccnegoBaHvem "OnpegeneHme HTepdepoHos"):
AMUKCUH

Karouen

Heosup

LunknodepoH

11.00.06.4yBCTBUTENBHOCTb K MMMYHOMOAYIATOPAM (Ha3Ha4yaTb TO/IbKO BMeCTe C
uccnegoBaHvem "OnpegeneHve MHTepdEpoHoB"):

lanasut

NmmyHan

NmmyHobaH

NmyHOpmKC

Jlnkonug,

MoNNOKCMA0HUM

TumoreH

12. AYTOUMMYHHAA ANATHOCTUKA

12.00.01.lLluToBMAHAA Kene3a

AT K peuentopam TTT (kon)

AT-MAT (aHTUTeNna K MMKpOCoMasnbHoW ppakuum TMpounTos) (Kon)
AT-TT (kon)

AT-TNO (kon)

12.00.02.Moaxkenyao4Han enesa

AT - GAD (kon)

AT K 6eTa-KneTkam NoaKenyao4HoN xenesbl (Kon)

AT K MHCYNUHY (Kon)

AHTUTENA K OCTPOBKOBbIM KNETKaM noaKenyao4Hom xenesbl (ICA) metogom HPUD
(n/kon.)

AHTUTENA K TMPO3UH PocdaTase (IA-2)

AT K OCHOBHbIM aHTUIreHam OCTPOBKOBbIX KneToK (GAD/IA-2)

AT K 3K30KPUHHOM YacTu NOAMKENYA0YHOMN Xenesbl (n/Ko.)
12.00.03.Cepaue

AHTUTENA K MMOKapAy C onpeaeneHuem TMna cBeveHus
12.00.04.TpombouuTOoneHus

AHTUTENA K TpoMbouuTam, metog HPUD®
12.00.05.AHTUDOCHONMNUAHBINA CUHAPOM

AT K KapauonunuHy (ckpuH. IgG, IgM, IgA)

AT K NpoTpoMbUHY (CKpuH. IgG, I1gM, IgA)

AT k dochonmnunaam IgG (kon)

AT Kk dochonunuaam IgM (Kkon)

AHTUTENA K aHHeKcuHy V I1gG

AHTUTENa K aHHeKCcHHy V IgM

AT K KapaunoaunuHy IgA (kon)

AT Kk ®C-npoTpombuHoBomy Komnnekcy (PS-PT), 18G u IgM
12.00.06.AyTOMMMYHHbIN renaTuT

AHTUTENA K MUKPOCOMaM nedyeHn-nodkmn (LKM-1) metogom HPUSD Ha TpoirHOM
cybcTpate

AHTUTENA K LUTOMIA3MaTUYECKOMY aHTUTEHY NeYeHu

AT K rnagkoi myckynatype (ASMA) (n/kon)

AT K aHTUreHam ayTOMMMYHHbIX 3aboneBaHuit neyeHn (PDC-AMA-M2, M2-3E,
SLA/LP, LC-1, LKM-1, Sp-100, PML, gp210, Ro-52)

AT K acvanoriMkonpoTemHoBomy peuentopy (aHTU-ASGPR)
OnpegfeneHne copepaHua nogknacca 1gG4

12.00.07.Uennakna

AT K ravaguHy IgA (kon)

AT K ranaguHy 1gG (kon)

AT K aHgomusmio IgA n 1gG (EMA) (Kau)

AT K fe3amuManpoBaHHbIM NenTuagam ravaguHa IgA

15
15
15
15

15
15
15
15

15
15
15
15
15
15
15
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15
15
15
15

15

15

15

15

15
15

15
15

750
750
750
750

750
750
750
750

750
750
750
750
750
750
750

1900
860
630
630

1960
1380
750

1800
1740
1700
1600

1150

1320

810
810
750
810
1370
1370
1040
1450

2070
1610
1840

1700
1700
1850

750
750
1210
990



MT.26.197.
MT.50.25.2181
MT.50.26.2181

MT.26.11.
MT.26.10.
MT.26.12.

MT.26.200.

MT.26.205.

MT.26.21.
MT.26.18.
MT.26.20.
MT.26.19.

MT.26.9.
MT.50.13.2181

MT.26.23.
FMT.26.22.
MT.26.25.
MT.50.4.2215.
MT.26.182.
MT.26.203.
MT.26.202.

[MT.50.2.2215.

MT.26.13.

MT.26.7.

MT.26.14.
MT.26.15.
MT.26.16.
[MT.26.17.

[MT.26.24.
MT.26.170.

MT.26.198.
MT.50.23.2181

'MT.26.31.
MT.26.36.
MT.26.38.
MT.26.37.
MT.26.171.
MT.26.195.
MT.50.27.2181

FMT.26.33.
MT.50.51.2181

MT.50.22.2181
MT.26.191.
FMT.26.192.
[MT.26.174.
MT.26.175.

AT K ge3amuanpoBaHHbIM NenTugam ravaguHa IgG
AT K TKaHeBOW TpaHcrayTamuHase, IgA (kon.)

AT K TKaHeBOW TpaHcriyTamuHase, 1gG (n/kon.)
12.00.08.CuctemHan KpacHasa BOMYaHKa

AT k agycnuvpansHoi OHK (kon. 1gG)

AT Kk ogHocnupanbHoi HK (kon. I1gG)

AT K 3KCTparMpoBaHHbIM aaepHbiM Al (Kon)

AT k gsycnupanbHoi AHK Ha Crithidia lucilia, nogrsepsaerHne HPU® (n/kon.)
AT K aumooumtam (n/kon.)

12.00.09.CuctemHan cknepoaepmma

AHTUUEHTPOMEpPHbIe AT (Kon. IgG)

AT K aHTUreHy Scl-70 (kon. IgG)

AT K HyKneocomam (kon. 1gG)

AT K umMtonnasmaTmyeckomy Al Jo-1 (kon. I1gG)

12.00.10.AyToMMMYyHHble 3aboneBaHua XKKT

AHTUHYKNeapHble AT (kon. 1gG)

AHTUHYKNeapHbIN GaKTOp Ha KNeTo4YHoMn nnHuK HEp-2 c onpeaeneHvem 6 TMnos
cBeyeHun

AT K BHyTpeHHemy dakTopy (Kon)

AT K mutoxoHapuam (kon. 1gG)

AT K napueTanbHbIM KieTkam (Kon. 1g8G)

AT k Saccharomyces cerevisiae (ASCA) IgA

AT k Saccharomyces cerevisiae (ASCA) IgG

AT K aHTUreHy GP2, IgG v IgA (npu 6one3Hn KpoHa) (kon.)
AT K 60KaNoBMAHbIM KNeTKkamM KuweyHuka (n/kon)

MMMYHOB10T aHTUHYKI€apHbIX aHTUTen (aHTureHbl Sm, RNP/Sm, SS-A (60 kda/52
k[a), SS-B, Scl-70, PM-Scl, PCNA, CENT-B, Jo-1, dsDNA/ructoH/, Hykneocomsl, Rib
12.00.11./1eKapcTBEHHAA BONYAHKA

AT K ructoHam (Kon. 1gG)

12.00.12.MapKepbl ayTOMMMYHHbIX 3a60/1€BaHNM1, accoLMmMpoBaHHbIX ¢ CKB
AT K 6eTa-2-rnmkonpoTenHy (ckpuH. 1gG, IgM, IgA)

AT K umtonnasmatmuyeckomy Al SS-A (RO) (kon. I1gG)

AT K umMTonnasmaTmyeckomy Al SS-B (La) (kon. IgG)

AT K aKcTparupyemomy sagepHomy Al Sm (kon. 1gG)

AT K aKkcTparvpyembim agepHbim AT RNP\Sm (kon. 1gG)
12.00.13.AyTOMMMYHHble 3ab01€BaHUA NMOYEK

AT Kk 6a3anbHoi membpaHe rnomepynspHoro annapara (Kon. IgG)

AHTUTENa K peuentopy ¢pochonmnasbl A2 (MembpaHO3HbIA F1oMepya0n0ppuUT)
AT K cTeponanpoayumpyoLmMm KneTkam HagrnodeyHuka (ACMK) (n/kon.)
AT K C1q dakTopy KOMMAEMEHTa

12.00.14.Nonosas chepa

AHTUCnepmanbHble AT (ko)

AT K TKaHU ANYHUKKa, Ig A (Kau)

AT K TKaHU ANYHKKa, IgG (Kau)

AT K TKaHW ANYHKKA, IgM (Kau)

AnTtutena k XM IgG, IgM (n/kon.)

AT K cTepoua-npoayLMpyoWwmm Knetkam smuka (ACKM-Testis)

AT K cTepona-npoayLmpyoWwmm KnetTkam amyHmKka (ACKM-Ovary)
12.00.15.CuctemHble BacKynuUTbI

AT K unTtonnasme Hentpodpunos (AHUA) (n/kon. 1gG)

AHTUHENTPOdUAbHbIE LMTONIa3MaTUYecKme aHTuTena, IgG (ANCA), Combi 6
AT K KneTkam cocyaucrtoro sHgoTtenus (HUVEC)

AT K muenonepokcugase (aHTM—MIMO)

AT K npotenHase-3 (aHTK-MP-3)

AT K untonnasme Heitpodunos (AHUA) IgA

AT K untonnasme Hentpodpunos (WLAHUA/NAHLA) IgG meTtogom HPUD

15
15
15
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15

15
15
15
15
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13
15
15
15
15
15

990
1200
1200

980
1040
1040

1500
1720

1040
1040
1040
1040

1090

1730
1210

1550
860
1250
1250
2100
1860

4360

1090

1090
1090
1090
1090
1090

1380

2800
1300
1300

980
690
750
750
1090
1390
1490

1210

3100
1690
1300
1300
1200
1490



FMT.26.34.

MT.26.160.

MT.26.35.

MT.26.81.

'MT.26.206.
MT.26.207.
FMT.26.115.

MT.26.114.

MT.20.113.
MT.26.177.
MT.26.180.
MT.26.181.
MT.26.178.
MT.26.179.
MT.26.173.

MT.26.166.

MT.26.168.
MT.26.169.
MT.26.210.
MT.26.208.
MT.26.188.

FMT.26.209.

MT.26.117.
MT.26.116.
MT.26.167.
MT.26.118.

IMT.26.121.

MT.26.120.
MT.26.119.

MT.26.66.
MT.26.77.

MT.26.52.

MT.26.76.
MT.26.63.
MT.26.60.

IMT.26.71.

MT.26.79.
FMT.26.74.
MT.26.54.
'MT.26.58.

MT.26.68.

MT.26.53.

MT.26.55.
'MT.26.67.

12.00.16.PeBMaTOMAHDIV apTPUT

AHTU-MCV (AHTUTENA K LUTPYANUHUPOBAHHOMY BUMEHTUHY) (KoA. IgG)
AHTUKEepaTUHOBbIE aHTUTENA

AHTUTENa CCP (AHTUTENA K UUK/IMYECKOMY UMTPY/UIMH COAEep Kallemy nentuay)
(kon)

AHTUNEPUHYKNEAPHbIW daKTop

AT K Sa-aHTuUreHy

AT pesmatouaHoro daktopa, IgA

KpucTannbl cMHOBUaNbHOM }KUAKOCTU

ONMromepHbI MaTPUKCHBIN 6enok xpswa (COMP) (guarHocTMka octeoapTposa)
12.00.17.3a6oneBaHnA KOXKM

AT K MeXK/IEeTOYHOMY BellecTBy U 6a3anbHOM membpaHe KOXKU (Kau)

AT K 6a3anbHON membpaHe KoxKu meTogom HPUD

AT k 6enky BP 180

AT K 6enky BP 230

AT K gecmornevHy 1

AT K gecmorneuvHy 3

AT K gecMocomam KoXu metogom HPUD

12.00.18. Capkonaos

AKTUBHOCTb aHTMOTEH3MH-NpeBpaLLatoLLero GepmeHTa (AMarHocT1Ka capkonaosa)
12.00.19. HeBposormyeckne ayTouMmyHHble 3a6os1eBaHmA

AHTWUTENa K aueTUIXoNMHOBOMY peLenTopy (AxP)

AHTUTENA K CKeNeTHbIM Mblwuam (ACM)

AT K Kanuesbim KaHanam (LGI1 u CASPR2) (n/kon.)

AT Kk MUSK peuenTtopy

AT k NMDA ratotamaTHOMY peLenTtopy

AT K aHTUreHam MUesIMHa METOLOM HEeNpAMOi MMMyHodaopecueHumm (n/Kon.)
NHAaekce anbbymmHa (npoHuuaemocts M36) (MMKBOP M KpoBb)

ONUrOKNOHANbHBIN UMMYHOTN06YIUH 18G (NMKBOP M KPOBb)

OnpegeneHne akBanopwuHa - 4 (NMO) knacca IgG

12.00.20. Cuctema KOMnieMeHTa

IgG-MMMYHHble KomnneKcbl (meTog, cBasbiaHua ¢ Clq (Clg-1gG)

AyTOMMMYHHanA UMMYHOKOMM/IeKCcHan natonorua (komnaemeHt CH-50 n C1Q-IgG-
MK)

NHrnbutop C1INH (gMarHocTrka KpanmMBHULbGI M AHTIMOHEBPOTUYECKOTO OTEKa)
0O6wan remonnTUYeckas cnocobHOCTb cbiBOpoTKK (CH-50)

12.00.21.KomnneKkcHas AMarHOCTUKA ayTOMMMYHHbIX U CUCTEMHbIX 3a601eBaHui
AHTUHENTPOOUNbHbIE aHTUTENA
AHTUTENA K KapAnOAMNuHy Knaccos IgG u IgM

AHTUTENA K OCHOBHbIM aHTMreHam CKB (aHTuTena K aclHK n Hykneocomam)
AHTUPOCHONMNUAHBIE aHTUTENA

BblsiBNeHWe aHTUTEN K PETUKYANHY Knaccos IgG u IgA

[narHocTMKa ayToMMMyHHOTO nopaskeHusa noyek (AHUA, BMK, AH®)
[narHocTuka 6bicTponporpeccupytollero rnomepynoHepputa (AHUA v aHTUTENa K
BMK)

[narHocTuKa BoCManuTenbHbix MMokapauonatuii (Mio n AMA)

[unarHoctmka BTopuyHoro aHTudochonunugHoro cuHapoma (AK/1 n AHOD)
[narHocTuKa rpaHynematosHbIx Backyamntos (AH® n AHLLA)

[narHoCcTuKa Ny3bIpHbIX AEPMATO30B (ayTOAHTUTENA K AHTUrEHAM KOXM)

OnddepeHumanbHan guarHocTmka 6o1e3Hn KpoHa 1 a3BeHHoro Koauta (AHLA IgG
1 ASCA IgA)_new

KombuHupoBaHHOE 0bcnesoBaHWe Npy BOCNAnUTeIbHbIX 3a601eBaHUAX
KuweyHmKa (AHLA 1gG/1gA, ASCA (1gG/IgA)

KomnieKcHbIV TECT AUAarHOCTUKM PacCeAHHOIO CKepo3a (0ONIMroKIOHaNbHbIN IgG 1
cBoboHblE NIEerkune Lenu)

O6cnepoBaHMe Npy BONYaHOYHOM HedpuTte

15

15
15
15

15

15
15
15
15
15
15
15

15
15
15
15
15

15
15
15
15

15

15

15
15

15
15

15
15
15
15

15
15
15
15
15

15

15

15
15

1840
2650

2760
1190
1650
1300
1460

2800

2300
1850
2350
2350
2350
2350
2350

2390

5600
1250
6200
5500
4200

1820
1650
5020
2920

1450

2550

2150
1550

3680
2190

2300
5410
1610
3910

3220
2760
3910
3110
3910

2880

4950

5980
2530



MT.26.78.

FMT.26.56.

MT.26.62.
MT.26.61.

FMT.26.72.

MT.26.75.
MT.26.73.

FMT.26.59.

FMT.26.65.

FMT.26.64.

MT.26.70.
MT.11.14.
MT.26.57.
MT.26.80.
MT.26.69.
MT.26.51.
MT.26.171

MT.26.187.

MT.26.111.

FMT.26.112.

MT.26.186.

[MT.26.185.

MT.26.73.1.
MT.11.14.1.
MT.50.19.2181
MT.26.80.1.
'MT.50.28.2181

IMT.26.51.1.

FMT.40.2.

FMT.40.1.

FMT.40.57.

MT.40.33.
MT.40.65.

O6cnepoBanuve npy CKB (AH®, acAHK n AKN)

MonHoe ceponormvyeckoe obcnenosaHue npu uenmakum (ASA, TTI, APA, ATA)
Pa3BepHyTan gnarHocTmMka aHtudocdonmnmaHoro cuHapoma (AH®, aHtutena K
KapaunonunuHy IgG/1gM, 6eta2

PasBepHyTaa ceponorns ayTouMMYHHbIX 3a60/1€BaHWNI NevyeHn

Pa3sepHyTOe 0b6cegoBaHme Npy NOANHEBPUTAX (CKPMHUHT NapanpoTenHa, AHO,
AHUA, ENA, aHTn-GM1, GD1b, GQ)

Pa3BepHyTOe ceponormyeckoe obcneoBaHNe Npu NOIMMMUO3IUTE C KOMMEHTAPUEM
(AH®, ENA, aHT!-Mi-2, Ku, Pm)

CBobOAHbIE Nerkue Kanna v 1ambaa uenu UMMyHorn106y1MHOB B Moye

CBoboaHble ferkue Kanna/naméaa Lenu MMyHor1006yIMHOB B CbIBOPOTKE KPOBM
CBoboaHble ferkne nambaa/Kanna uenu MMMyHorn106yanHoB B
LepebpocnmHanbHo kuarkoctv( CBoboaHble NAMBAA-LENY UMMYHOTN06YIMHOB B
CMUHHOMO3roBOW XunaKoctn CBoboaHbIe Kanna-uenu MMMYHOr106y1MHOB B
CMUHHOMO3IOBOW XUAKOCTU

CKPUHUHT ayTOMMMYHHOTO nopakeHus nederu (AH®, AMA, ATMA, LKM, ANK}K)
CKpUHUHT 6onesHel coeanHuTenbHol TkaHu (AH® 1 ENA-cKpuH)

CKPUHWHI M-TPAOMEHTA (6enka beHc-AxoHca) B MOYE

CKPUHUHT Lennakum (AAT 1gG n TTI2 IgA)

TunuposaHue M-rpaaveHTa (6enka beHc-[koHca) B moye

YTO4YHeHue anarHosa uenvakum (AA n TTT)

dnekTpodopes 6e/KOB MoUM C onpeseneHUemM TMNna NPOTENHYPUn

AnTtuTena n Xy 1gG, gM (n/kon.)

AHTUHeNpOHasbHble aHTuTena (AHTK-Yol, Hu, Ri, PNMA2 (Ma2/Ta), CV2,
AMdrbdU3MH), AnMarHOCTMKa NapaHeonacTmyeckmx sHuedanmTos

AHTUHYK/I€apHble aHTUTeNa npu cknepogepmum (Scl-70, CENP A, CENP B, RP 11, RP
155, ¢punbpunnapun, NOR 90, Th/To, PM-Sc 100, PM-Scl 75, Ku, PDGR, Ro-52) u

AHTUdOChONMNMAHbIE aHTUTena (AT 6eTa-2-rnnkonpoTtemnHy IgM, IgG, aHHeKeuHy V
IgM, 1gG, npoTpombuHy IgM, IgG, K/1,dC, ©X, DU, K, CP), ummyHobn0T

AT npu noammmosute: AT K Mi-2, Ku, PM-Scl100, PM-Scl75, SRP, aHTUCUHTETa3Hble
aHTuTena (Jo-1, PL-7, PL-12, EJ, OJ) n aHTUTENa K RO-52

[unarHocTmka BocnanutenbHbiX noanHesputos (AT K raHrnanosmaam GM1,GM2,
GM3, GM4, GD1a, GD1b, GD2, GD3, GT1a, GT1b, GQlb, cynbdatuay) IgG/1gM

CBoboaHble fIerkue Kanna u nambaa uenm MMMmyHornobyanHos (cyTouHas moya)
CKpUHUHT M-TpagueHTa (6enka beHc-[KoHca) (cyTouyHas moua)

CKPUHUHI NapanpoTeEMHEMUIA B CbIBOPOTKE KPOBM C MOMOLLbIO MMMYHODUKCaLUm
TunupoBaHue M-rpaaueHTa (6enka beHc-[koHca) (cyTouHas moua)

TUNMpPOBaHME NapanpoTEMHA B CbIBOPOTKE KPOBM C MOMOLLbIO UMMYHOdMKCALLMUM

AnekTpodopes 6eNKOB MOUM C ONpesesieHnemM TUNa NPOTEUHYPUM (CYTOYHAn moua)
13.0MATHOCTUKA ANNEPTUN

13.01.TEXHONIOMMA IMMUNOCAP

13.01.01.1 OTAN NepBUYHbIE TECTbI HA ANNEPTUIO (CKPUHWUHT)

CMmecb annepreHoB NULLM (ANYHbIN 6eN0K, MOJIOKO, TPECKa, NWeHNLLa, apaxuc, cos)
IgE (FX5, ImmunoCAP)

Cmecb MMKpocKonuyeckux rpuboe (Penicil. notatum, Cladosporium herbarum,
Asper. fumigatus, Candida a

CMecb MACHbIX NPOAYKTOB: CBMHWHA, roBaamMHa, Kypuua Igk (FX73, ImmunoCAP)

Cmecb ¢pyKkToBaa Nol: anenbcuH, s6noko, 6aHaH, nepcuk IgE (FX15, ImmunoCAP)
TpunTasa IgE (ImmunoCAP)

15

15

15
15

15

15
15

15

15

15
15
15
15
15
15
15

15
15

15
15

15

15

4260

6790

4490
6900
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1610
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1960
1040
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5090
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5500
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1890
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MT.40.63.1.
MT.40.63.

MT.40.5.

MT.41.48.
MT.41.19.
FMT.41.7.
MT.40.324.
MT.41.11.
MT.41.5.
FMT.41.1.
MT.41.9.
FMT.41.3.
[MT.41.15.
FMT.41.13.
MT.41.173.
FMT.41.473.
MT.41.183.
MT.41.283.
MT.41.181.
MT.41.185.
MT.41.103.
IMT.41.243.
MT.41.189.
MT.41.187.
FMT.41.463.
MT.41.379.
MT.41.113.
MT.41.199.
IMT.41.279.
MT.41.191.
MT.41.393.
MT.41.295.
MT.41.193.
MT.41.85.
MT.41.115.
MT.41.151.
MT.41.153.
FMT.41.233.
MT.41.261.
MT.41.201.
FMT.41.37.
MT.41.77.
MT.41.409.
MT.41.465.
MT.41.289.
IMT.41.483.
MT.41.207.
MT.41.139.
MT.41.109.
IMT.41.481.
[MT.41.445.
IMT.41.213.
MT.41.469.
MT.41.167.
MT.41.263.
MT.41.219.
[MT.41.215.
IMT.41.221.
MT.41.269.
MT.41.259.
MT.41.411.

daguaton (ImmunoCAP) KanunnspHas KpoBb
daguaton IgE (ImmunoCAP).

Cmecb annepreHos naecenu (Penicillium notatum, Cladosporium herbarum,
Aspergillus fumigatus, Alternaria alternata), IgE, 06w, pesynbtat (MX1,ImmunoCAP)

13.01.02.2 3TAI BbiaBneHMe NHAMBUAYANbHOIO annepreHa
Alternaria alternata IgE (M6, ImmunoCAP).
Aspergillus flavus IgE (M228, ImmunoCAP).
Aspergillus fumigatus IgE (M3, ImmunoCAP).
Botrytis cinerea IgE (M7, ImmunoCAP)

Candida albicans IgE (M5, ImmunoCAP).
Cladosporium herbarum IgE (M2, ImmunoCAP).
Helmintosporium halodes IgE (M8, ImmunoCAP).
Mucor racemosus IgE (M4, ImmunoCAP).
Penicillium notatum Igt (M1, ImmunoCAP).
Pityrosporum orbiculare IgE (M70, ImmunoCAP).
Rhizopus nigricans IgE (M11, ImmunoCAP).
Abpukoc IgE (F237, ImmunoCAP).

AMb6po3umsa Bbicokas IgE (W1, ImmunoCAP).
AnenbcuH IgE (F33, ImmunoCAP).

Apaxuc IgE (F13, ImmunoCAP).

Apbys3 IgE (F329, ImmunoCAP)..

BaHaH IgE (F92, ImmunoCAP)

Bobbl coesble IgE (F14, ImmunoCAP).
Bpokkonw IgE (F260, ImmunoCAP).

BuHorpap, IgE (F259, ImmunoCAP).

BuwHsa IgE (F242, ImmunoCAP).

Bas IgE (T45, ImmunoCAP).

FoBaguHa IgE (F27, ImmunoCAP)

Fopox IgE (F12, ImmunoCAP).

MpenndpyT IgE (F209, ImmunoCAP).

Mpeukuii opex IgE (F256, ImmunoCAP).

Mpywa IgE (F94, ImmunoCAP).

[omawHan noiib (Hollister-Stier Labs.) IgE (H2, ImmunoCAP)
[Lposkku IgE (F45, ImmunoCAP).

[ObiHaA IgE (F87, ImmunoCAP).

entok anyHbil IgE (F75, ImmunoCAP).

Kakao IgE (F93, ImmunoCAP).

Kanbmap IgE (F258, ImmunoCAP).

Kambana IgE (F254, ImmunoCAP).

Kanycra IgE (F216, ImmunoCAP).

Kaptodenb IgE (F35, ImmunoCAP).

Kusw IgE (F84, ImmunoCAP).

Knew, somaluHei noiav Euroglyphus maynei IgE (D74, ImmunoCAP)
Kosbe monoko IgE (F300, ImmunoCAP).

Komap IgE (171, ImmunoCAP).

Koctep IgE (G11, ImmunoCAP).

Kode IgE (F221, ImmunoCAP).

Kpanusa gsygomHas IgE (W20, ImmunoCAP).
KpacHas cmopoaumHa IgE (F322, ImmunoCAP).
KpeseTku IgE (F24, ImmunoCAP).

Kykypy3a IgE (F8, ImmunoCAP).

JNlebepa yeuesnuesunaHan Ige (W15, ImmunoCAP).
NewwmHa IgE (T4, ImmunoCAP).

JiumoH IgE (F208, ImmunoCAP).

JNncoxsoct nyrosoit IgE (G16, ImmunoCAP).

JNlococb IgE (F41, ImmunoCAP).

JlyK IgE (F48, ImmunoCAP).

ManwuHa IgE (F343, ImmunoCAP).

MaHgapuH IgE (F302, ImmunoCAP).

MacnuHa IgE (F342, ImmunoCAP).

MwuHgans IgE (F20, ImmunoCAP).

Mopkosb IgE (F31, ImmunoCAP).

MoTbinb IgE (173, ImmunoCAP).
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MT.41.89.

MT.41.97.
MT.41.101.

MT.41.99.

MT.41.375.
MT.41.385.
MT.41.241.
MT.41.485.
MT.41.277.
MT.41.237.

'MT.41.69.
MT.41.78.

MT.41.223.
MT.41.471.
MT.41.475.
MT.41.479.

MT.41.55.
MT.41.91.

MT.41.477.
MT.41.239.
MT.41.377.
MT.41.143.
MT.41.423.
MT.41.145.
MT.41.203.
MT.41.459.

'MT.40.66.
MT.40.67.

'MT.41.900.
MT.41.405.
MT.41.387.
MT.41.265.
MT.41.155.
MT.41.165.
MT.41.257.
MT.41.121.
MT.41.281.
MT.41.141.
MT.41.285.
MT.41.251.
MT.41.255.

MT.41.47.

MT.41.231.
MT.41.399.
MT.41.395.
MT.41.457.
MT.41.391.
MT.41.905.
'MT.41.906.

MT.41.25.
'MT.41.26.
MT.41.27.
MT.41.28.
MT.41.23.

MT.40.274.

MT.41.38.

MT.40.211.

MT.40.215.
MT.40.213.

MT.40.214.
'MT.40.289.
MT.40.311.
'MT.40.306.

Myka rpeyHeBas IgE (F11, ImmunoCAP).

Myka oscsiHan IgE (F7, ImmunoCAP).

Myka pxkaHas IgE (F5, ImmunoCAP).

Myka aumeHHas IgE (F6, ImmunoCAP).

Msico kponuka IgE (F213, ImmunoCAP).

OscsHuua nyrosas IgE (G4, ImmunoCAP).

Orypeu, IgE (F244, ImmunoCAP).

OpayBsaHuuK IgE (W8, ImmunoCAP).

Opex Kewsbto IgE (F202, ImmunoCAP).

Mepeuy, IgE (F218, ImmunoCAP).

Mepo Kypuubl IgE (E85, ImmunoCAP).

Mepo yTku IgE (E86, ImmunoCAP).

Mepcuk IgE (F95, ImmunoCAP).

MoA0OPOXKHUK NaHueToBuAHbIN IE (W9, ImmunoCAP).
MNoaconHeyHuk IgE (W204, ImmunoCAP).

MonbiHb IgE (W6, ImmunoCAP).

MomeT BonHUCTOro nonyraiymka Ige (E77, ImmunoCAP).
Puc IgE (F9, ImmunoCAP).

Pomawka IgE (W206, ImmunoCAP).

CaxapHas csekna IgE (F227, ImmunoCAP).

CsuHUMHa IgE (F26, ImmunoCAP)

Cenbgp IgE (F205, ImmunoCAP).

Cems noaconHeyHuKa IgE (K84, ImmunoCAP).
Crym6pus IgE (F206, ImmunoCAP).

Cnuea IgE (F255, ImmunoCAP).

CocHa BeimyToBa IgE (T16, ImmunoCAP).
CTadmNOKOKKOBbIM S3HTEPOTOKCUH A IgE (M80, ImmunoCAP)
CTadmNOKOKKOBbIN SIHTEPOTOKCUH B IgE (M81, ImmunoCAP)
CTadmNOKOKKOBbIM 3HTEPOTOKCUH TSST IgE (M226, ImmunoCAP)
TapakaH pbixuit IgE (16, ImmunoCAP).

Tumocdeeska nyrosas IgE (G6, ImmunoCAP).

Tomar IgE (F25, ImmunoCAP)

Tpecka IgE (F3, ImmunoCAP).

TyHew, IgE (F40, ImmunoCAP).

ToikBa IgE (F225, ImmunoCAP).

daconsb IgE (F15, ImmunoCAP).

®ucrawkm IgE (F203, ImmunoCAP).

dopenb IgE (F204, ImmunoCAP).

®yHAayK IgE (F17, ImmunoCAP).

LiseTHan kanycta IgE (F291, ImmunoCAP).

YecHok IgE (F47, ImmunoCAP).

INuUTENNi MOpCKoW cBUHKM IgE (E6, ImmunoCAP).
f6noko IgE (F49, ImmunoCAP)

A4, ocbl 06bIkHOBeHHOM IGE (13, ImmunoCAP).

A4 nuensbl gomawHeit IgE (11, ImmunoCAP)..

flceHb BblcOKMA IgE (T25, ImmunoCAP).

[omawwHan noiib (Greer Labs.Inc.) IgE (H1, ImmunoCAP)
[omawwHas noiib (Greer Labs.Inc.) 1gG (H1, ImmunoCAP)
[omawwHas noiib (Hollister-Stier Labs.) 1gG (H2, ImmunoCAP)

Knew, somawHei nbinv Dermatophagoides farinae IgE (D2, ImmunoCAP)

Knew, somaluHei nbinv Dermatophagoides farinae 1gG (D2, ImmunoCAP)

Knew, gomawHei nbiav Dermatophagoides microceras IgE (D3, ImmunoCAP)
Knew, gomawHei nbiiv Dermatophagoides microceras IgG (D3, ImmunoCAP)
Knew, gomawHeit nbiniv Dermatophagoides pteronyssinus IgE (D1, ImmunoCAP)
Knew, gomawHei nbiiv Dermatophagoides pteronyssinus 1gG (D1, ImmunoCAP)
Knew, gomawHeit nbiam Euroglyphus maynei IgG (D74, ImmunoCAP)

13.01.03.3 3TAI OnpeaeneHne anneprokOMNOHEHTOB
13.01.03.3.1.MporHo3 appekTmBHOCTN ACUT

Anneprua Ha anuo IgE (ImmunoCAP).

Amb6po3us - ans ACUT IgE (ImmunoCAP).

3naKkosble Tpasbl - 4nsa ACUT IgE (ImmunoCAP).
MonbiHb - ans ACUT IGE (ImmunoCAP).

CopHble Tpasbl - gaa ACUT IgE (ImmunoCAP)
Alternaria alternata rAlt al IgE (M229, ImmunoCAP)
Tumoodeeska nyrosas rPhl pl, rPhl pSb IgE (G213, ImmunoCAP)
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MT.40.316.
MT.40.321.

MT.40.310.
'MT.40.349.
MT.40.357.
'MT.40.358.
'MT.40.359.
'MT.40.360.
'MT.40.305.
'MT.40.346.
MT.40.347.
MT.40.302.
'MT.40.303.

'MT.40.307.
'MT.40.301.
'MT.40.300.
'MT.40.348.
'MT.40.308.
'MT.40.309.
'MT.40.318.
MT.40.319.
'MT.40.361.
'MT.40.363.
'MT.40.362.

MT.41.616.

MT.41.616.1.

MT.41.601.
'MT.41.604.
'MT.41.603.
'MT.41.602.

MT.41.525.
MT.41.531.
'MT.41.520.

MT.41.521.
MT.41.529.

MT.41.517.
MT.41.518.
MT.41.522.
'MT.41.530.
MT.41.528.
MT.41.519.

MT.41.526.
MT.41.532.
MT.41.533.
MT.41.523.
MT.41.524.
MT.41.527.

MT.41.511.

-

AnbbyMUH cbIBOPOTKM KowKM nFel d2 IgE (E220, ImmunoCAP)
AnbbyMUH cbiBOpOTKM cobakum nCan f3 IgE (E221, ImmunoCAP)
Amb6po3una nAmb al IgE (W230, ImmunoCAP).

Apaxuc rAra h1 IgE (F422, ImmunoCAP).

Apaxuc rAra h2 IgE (F423, ImmunoCAP).

Apaxuc rAra h3 IgE (F424, ImmunoCAP).

Apaxuc rAra h8 PR-10 IgE (F352, ImmunoCAP).

Apaxuc rAra h9 LTP IgE (F427, ImmunoCAP).

Bepésa rBet v2, rBet v4 IgE (T221, ImmunoCAP).
Beta-naktornobynut Igk (F77, ImmunoCAP).

Kapn (Mapsansbymut) rCyp cl IgE (F355, ImmunoCAP).
KoHanbbymuH siya nGal d3 IgE (F323, ImmunoCAP).

Jnzoumm saua nGal d 4 IgE (K208, ImmunoCAP).

MMWHOpPHbIE KOMMNOHEHTbI MblNbLbl ¥ NPOAYKTOB PAaCTUTENLHOO NpoucxoxaeHus IgE (G214,
ImmunoCAP)

OBanbbymuH aiua nGal d2 IgE (F232, ImmunoCAP)

OBomykoua saiua nGal d1 Igk (F233, ImmunoCAP).

Omera-5 MuaguH nweHuup! rTri al9 IgE (F416, ImmunoCAP)
MonbiHb NArt v1 IgE (W231, ImmunoCAP).

MonbiHb NArt v3 LTP IgE (W233, ImmunoCAP).

Cobaka rCan f1 IgE (E101, ImmunoCAP)

Cobaka rCan 2 IgE (E102, ImmunoCAP)

Cos rGly m4 PR-10 IgE (F353, ImmunoCAP).

CbIBOPOTOUHbIN anbbymunH nBos d6 IgE (E204, ImmunoCAP)
TponomunosunH KpeseTok rPen al IgE (F351, ImmunoCAP).

13.02. TEXHO/10TMA ALLERGY EXPLORER 2

Anneprouun ALEX 2 (300 anneprokomnoHeHToB, Allergy Explorer 2)
Anneproumn ALEX 2 (300 anneprokomnoHeHToB, Allergy Explorer 2). kanunnsipHasi KpoBb

13.03. TEXHOJIOIUA ALLERGY-Q

ATtonuyeckas naHenb, IgE (44 anneprena, Allergy-Q-ummyHo6,10T)

MynbTu-naxens, Igk (107 anneprena, Allergy-Q-ummyHo6,10T)

Muwesas naHens, IgE (72 annepreHa, Allergy-Q-ummyHo610T)

PecnupaTtopHas naHenb, IgE (64 anneprexa, Allergy-Q-ummyHo610T)
13.04.TEXHONOI'NA DR. FOOKE

AnbTepHapus anbTepHarta, IgE (Alternaria tenuis (alternata), M6, Dr. Fooke)

AmBpo3ua nonbiHHOAUCTHasA, IgE (Ambrosia artemisiifolia, W1, Dr. Fooke)

Bepesa 6enas, IgE (Betula pendula, T3, Dr. Fooke)

BbITOBbIE annepreHbl, MUKCT 2: knewum gomaluHen neinu (D. pteronyssinus, d1), knewym
nomatuHei noinu (D. farinae, d2), anutenwuii kowku (e1), anutenuit cobakm (Do
InioteH, IgE (Gluten, F79, Dr. Fooke)

[omaluHssa nbinb, MukeT 1 (Greer Labs, Inc.): knewm gomatuHen neinu (D. pteronyssinus,
d1, D. farinae, d2), pbikuii TapakaH (Blatella germanica, i6), IgE (h1

Knewm gomawHelt noiny, IgE (Dermatophagoides farinae, D2, Dr. Fooke)

Kneww gomaluHer nbiau, IgE (Dermatophagoides pteronyssinus, D1, Dr. Fooke)
Kowka: rFel d1, IgE (Cat, Dr. Fooke)

Monoko koposbe, IgE (Milk, F2, Dr. Fooke)

Myka nweHuyHas, IgE (Wheat, F4, Dr. Fooke)

MnecHesble rpubbl, MUKCT 1: 30n10TUCTLIV NeHunumnn (Penicillium chrysogenum, m1),
TpaBsiHon knagocnopwuii (Cladosporium herbarum, m2), gbimsawmin acneprunn (Aspe
MonbiHb 06bIkHOBEHHAA, IgE (Artemisia vulgaris, W6, Dr. Fooke)

Tumoodeeska nyrosas, IgE (Timothy, G6, Dr. Fooke)

InuTennii Kowkw, IE (Cat dander, E1, Dr. Fooke)

Anutennit cobaku, IgE (Dog epithelium, E5, Dr. Fooke)

AnuHbin 6enok, IgE (Egg White, F1, Dr. Fooke)

13.05.TEXHONOINA RIDA AITEPTOCKPUH PA3BEPHYTbIE MAHE/IN

MaHenb negnatpuyeckas (RIDA-nMMyHOBROT) (7 pecnupaTopHbIX U 13 NULLEBbIX
annepreHoB) IgE (knew Dermatophagoides pteronyssinus,knely Dermatophagoides
farinae,6epésa,cmechk TpaB,rpmbok Alternaria alternata,kowka (anuTenun u wepcTtb),cobaka
(anuTenuii n LWepcTb),KOPOBLE MOIOKO,anbda-nakransbyMuH,6eTa-nakTornodynuH, AMYHbIA
6EenoK,ANYHBIN XENTOK,Ka3enH,MOpPKOBb,KapToenb, TeCHON Opex,apaxuc,nlleHnYHas
Myka,coeBble 606bl,6b14KIN CbIBOPOTOYHbIN anbbyMuH)
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MT.41.512.

MT.41.513.

MT.41.514.

MT.41.491.
MT.41.498.
MT.41.421.
MT.41.492.
'MT.41.493.
MT.41.419.
'MT.41.490.

"MT.41.500.
MT.41.501.
MT.41.504.
MT.41.507.
MT.41.502.
'MT.41.506.

'MT.40.339.
MT.50.44.2217.
MT.41.508.
MT.41.503.
MT.41.510.

MT.1.91.1

FMT.1.99.1

MT.1.92.1
MT.1.96.1.
MT.1.97.1
MT.1.93.
MT.1.94.1
MT.1.95.1

FMT.1.98.1

MT.50.38.2181
MT.50.38.2182

FMT.GNP028
FMT.GNPO53
FMT.19.94.

MT.GNP021
TMT.GNPO43
MT.GNP023
FMT.GNP022

MaHenb nuwesbix annepreHos (RIDA-ummyHo6n0T) (20 nuweBbix annepreHos) IgE
(opexwu: necHon, rpeukuid, apaxuc, MuHAanb;6enkn KopoBLEro Monoka, B TOM Yncne
Ka3eWH;ANYHbIA 6EoK 1 XeNToK;0BoLM: kapTodenb, Cenbaepeil, MOPKOBb,
TOMaTbl;Tpecka;kpabbl;PPyKTbl: anenbCuHbl U A6NOKK;MNWEeHNYHas 1 pXxaHast
MYKa;KYH)XXYTHOE Cemsi;coeBble 606bl)

MaHenb pecnupaTtopHbix annepreHos (RIDA-umMmyHo6n0T) (20 pecnmpaTopHbix) IgE
(kneww Derm. pteronyssinus,knew Derm. farinae,nbinbua onbxu,nbinbua 6epésbl,nbinbua
nNeLmHbI,Nbifbua Ayba,nbirbLua cMecu TpaB,NbinbLa pXku,Mbinbua nonblHW,Mbinbua
NoAOPOXKHMKA, LUEPCTb KOLLKM,LEPCTb folaau,luepcTb cobaku,lepcTb MOPCKOM
CBVIHKM,LLEPCTb XOMsika,lwepcTb kponuka,Penicillium notatum,Cladosporium
herbarum,Aspergillus fumigatus,Alternaria alternata)

YHuBepcarnbHasi naHenb (RIDA-MMMyHO6OT) (13 pecnmpaTopHbIX 1 7 NULLEBbLIX
annepreHoB) IgE  (knewwm gomaluHen neinu(Dermatophagoides pteronyssinus u
Dermatophagoides farinae);nbinbua onbxu, 6epésbl, NewwmHbl, PXu, NOMbIHKU, NOAOPOXHMKA
1 CMECU ApYruX LUBETYLLMX TPaB;LEePCTb U NEPXOTb KOLLKW, nowwaaun u cobaku;nnecHeBbIi
rpubok Alternaria alternata;opexu: necHoi, apaxuc;6enok KOpoOBLEFO MOSOKa;ANYHBIV
6enoK;MOPKOBb;NLLEHNYHas Myka;coeBble 600bl)

13.06.ANNNEPTNA HA NEKAPCTBEHHbIE CPEACTBA

13.06.01.TexHonorna ImmunoCAP

*enatu koposwuit IgE (C74, ImmunoCAP).

MHcynuH yenoseueckuit IgE (C73, ImmunoCAP).

Natekc IgE (K82, ImmunoCAP).

MennumnnuH G IgE (C1, ImmunoCAP)

Mennumnnuu V IgE (C2, ImmunoCAP)

dopmanbgerna/dopmanuu IgE (K80, ImmunoCAP).

XnoprekcuguH Igk (C8, ImmunoCAP).

13.06.02.TexHonoruaA Dr. Fooke

AnkypoHuym IgE (C53, Dr. Fooke)

ApTuKaunH 1 YabTpakauH IgE (C68, Dr. Fooke)

BeHsokauH IgE (C86, Dr. Fooke)

BynuBakauH, AHekauH u MapkauH IgE (C89, Dr. Fooke)

JInpoKkanH n AcunokauH Ige (C82, Dr. Fooke)

MenusakanH 1 NMonokauH IgE (C88, Dr. Fooke)

MecTHble aHecTeTukM 1 MnopenakcaHTsl IgE (Dr. Fooke). AnkypoHuym IgE (C53, Dr. Fooke)
MpokaunH n HosokawH IgE (C83, Dr. Fooke) MenuBakauwH u MNonokauwH IgE (C88, Dr. Fooke)
BynueakawH, AHekavH n MapkawuH IgE (C89, Dr. Fooke) TeTpakanH n JukavH IgE (C210, Dr.
Fooke)

HanpokceH (c110)

MpunokauH u LUutaHecr IgE (C100, Dr. Fooke)

MpokauH n HosokauH IgE (C83, Dr. Fooke)

TeTpakauH v [ukauH IgE (C210, Dr. Fooke)

14. TOKCMKONOTMYECKUE UCCNEOOBAHUA

AHann3z moun "BpeaHblie NPUBbIYKK" (aNKOrONb, HUKOTUH, HAPKOTUYECKME U
ncuxoaKkTUBHbIE BelecTsa - 6onee 800 npeacrasuteneit)

WccnepoBaHve MoYM Ha BbliBIeHME yNOTPebeHNA CUHTETUYECKUX KaHHAabUHOM 0B
"Cnaiicos"

KonunuectseHHoe onpeaeneHve ampeTammHa v ero Npon3BoAHbIX B MOYe
KonunuecTBeHHoe onpegeneHve 6apbutypatos B moye

KonunuectseHHoe onpeaenerHve 6eH3041Ma3eNUHOB B MoYe
KonnuecTBeHHoe onpegeneHue KaHHabMHONA0B B Moye

KonunuecTBeHHoOe onpegeneHne KoKavHa U ero metabonutos B moye
KonnyectBeHHOe onpeaeneHne onnuaTos B moye

MpeaBapuTesbHbIA aHaIM3 MOYM HA BbisiBAEHWE 9 rpynn HAPKOTUYECKUX U
NCUXO0AKTMBHbIX BelwecTs (onuatbl, KaHHabUHOMAbI, amdeTamuH, meTambeTamuH,
KOKaWH, 3KCTasun)

JIEKAPCTBEHHbI MOHUTOPUHI

Banbnpoesas kucnota (Kon)

BanbnpoeBas KucnoTa (nocne npuema npenapara) (Kon)

15.NTEHETUYECKUE NCCNEOOBAHUA

15.02.KOMIMJ/IEKCbI FEHETUYECKUX UCCNEAOBAHUN
15.02.01.TepaneBTHU4eCKMe Uccae0BaHUA

bonesHb KpoHa

BPOHXWAJ/IbHAA ACTMA (6a308bIi1)

BbiaBneHue annenn 27 nokyca B HLA (HLA-B 27)

F'eHeT1Ka KOMMAEKC NPOTPOMBUH

fMnepToHna

MHrMbuTOp akTMBaTOPa NNA3MUHOIEHa

NepeHoBcKas myTaums
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MT.GNP066
MT.GNPO55

MT.GNPO52

MT.GNP032
MT.GNP026
MT.GNPOO8
MT.GNPO30
MT.GNP046
MT.GNP045
MT.GNP044
MT.GNP025

FMT.GNP135

MT.GNPO50
MT.GNPO61
MT.GNP049
MT.GNPO51
MT.GNPO60

IMT.GNP034

MT.GNP020
MT.GNP048
MT.GNPO57
MT.GNPO19

MT.GNP029
MT.GNPO11

MT.GNP047
MT.GNP069
MT.GNPO35

MT.20.120.
MT.20.119.

MT.19.41.
MT.19.42.
MT.19.40.

'MT.GN0020
MT.GNOO16
FMT.GN0299

MT.GN0O190

FMT.GN0191
MT.GNO049
'MT.GN0OO050
MT.GNO091
IMT.GN0O168
MT.GNO167
FMT.GN0242
MT.GN0243
IMT.GN0245
MT.GN0244
'MT.GN0246
MT.GN0247
FMT.GN0248
MT.GN0249

MYKOBMCLIMA03
HACNELCTBEHHbIA FEMOXPOMATO3

HelpoceHcopHasa HecMHApomanbHas TyroyxocTtb (GJB2). Monvmopousm: 35DelG

HenepeHOCMMOCTb NaKTO3bI

Ocrteonopos

CuHapom Kunbbepa

CnuHanbHas amumoTtpodus

Tpombodunusa - 6asosbii

Tpombodunus - CKPUHWUHT

TPOMBODUTNA pacwmpeHHan

DeHunKeToHypumA

leHoTUnMpoBaHue 4 myTaumii reHa CYP21A2 npu Heknaccuuyeckol dopme
BPOXKIEHHOM rMnepniasmm Haano4e4yHnKos
15.02.02./1eKapCTBEHHbIN MOHUTOPUHT

MeTtabonm3m BapdapuHa - 6a3oBbil

METABO/IU3M KNOMNUAOTPENA

Tpomboduana - opanbHble KOHTPALENTUBDI
YyBCTBUTENIBHOCTb K BUTaMUHY [

YYBCTBUTE/IBHOCTb K JIEYSEHNKO MPUHOTEKAHOM
YyBCTBUTENILHOCTb K IEYEHUIO XPOHMUYECKOTO renatnta pubaBmMpuHoOm 1
NHTEppepoHom

15.02.03.0HKOreHeT1Ka

HenonnnosHbilii pak TONCTOW KULLKK

Pak Mmo04HOW Xenesbl U AUMYHUKOB - 6a3oBan

PAK MOJIOYHOWM ¥ENE3bl U ANYHWUKOB (paciumpeHHbIit)
PaK TONCTOWM KULLKK U KenyaKa

15.02.04.380p0BblIi 06pa3 }KU3HK
MpeapacnonoXXeHHOCTb K anKOroan3my

CK/IOHHOCTb K OXUPEHUIO

15.02.05.Penpoaykumnsa

MeTtabonnsm ponatos

MYXCKOE BECN10ANE

dakTop Asoocnepmun (AZF)

15.02.06.KapuotnunmpoBaHue

AHanus kaprotuna (c potorpaduelt xpomocom) 1 nauueHTa
AHanus kapuoTtmna 1 nayumeHTa

15.02.07.TunupoBaHwue reHos HLA |

Nokyc DQA 1

Jlokyc DQB 1

Jlokyc DRB 1

15.04.MHOUBUAYANBHBIE TEHETUYECKUME UCCNEOOBAHUA
ANKK1: Glu713Lys; DRD2: TaglA

BupycHblit oHKkoreH AKT1: Glul7Lys (E17K)

DaKTOp BbIXKMBAHUA MOTOPHbIX HEMPOHOBSMIN1: EX7DEL

3-rMApPOKCUN-3-MeTUArNYTapua-KoaH3um A peayktaza HMGCR: rs12654264
3-rnapoKcKa-3-MeTUArIyTapun-KosHsum A peaykrasa HMGCR: T/G SNP 29
CDH1: C-160A (C-285A)

CDH1: C2076T; Ex13-89T>C

CYP1A1: CYP1A1*2A (Mspl Polymorphism)

HLA-komnnekc, rpynna 9 HCGY: rs3823375

HLA-komnnekc, rpynna 9 HCGY: rs6904029

MutY romonor 1 (E.coli) MUTYH: Gly396Asp (Gly382Asp)

MutY romonor 1 (E.coli) MUTYH: Tyr165Cys (Y165C)
N-auetTuntpaHcdepasa 2 NAT2: C481T

N-auetuntpaHcoepasa 2 NAT2: lle114Thr (T341C)

N-auetuntpaHcdepasa NAT2: Argl97GIn (G590A)

N-auetuntpaHcpepasa NAT2: Gly286Glu (G857A)

N-auetTuntpaHcdepasa NAT2: Lys268Arg (A803G)

NOD-noao6HbIi peyentop 2 NOD1: T-160C (G796A)
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3800
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MT.GN0252
MT.GN0250
MT.GNO251
MT.GN0324
MT.GNO325
MT.GNOOOS
MT.GNOOO6
MT.GN0024
MT.GNO021
MT.GN0023
MT.GN0022
MT.GNO0O8
MT.GNOO09S

FMT.GNOO0O7
FMT.GN0017
FMT.GNOO76

MT.GNOO015
MT.GNO014
MT.GNOO013
MT.GN0026
MT.GN0027
MT.GN0025
MT.GNOO11
MT.GNOO10
MT.GNOO012
MT.GNO170
MT.GNO169
MT.GNO166
MT.GNO172

FMT.GN0189

FMT.GNO048

MT.GNO0O3
MT.GNO002
MT.GNO0O1
MT.GNO159
MT.GNO161
MT.GNO160
MT.GNO162
MT.GN0148
MT.GNO147
MT.GNO146
MT.GNO107
MT.GNO109
MT.GN0108
MT.GNO111
MT.GNO110
MT.GNO112
MT.GNO113

FMT.GN0292
FMT.GNO211
FMT.GNO212

FMT.GN0O045
FMT.GNO085
FMT.GN0081
'MT.GN0O080
FMT.GNO079

NOD-noao6HbIi peyentop 2 NOD2: 3020InsC

NOD-noao6HbIi peyentop 2 NOD2: Arg702Trp (R702W)
NOD-noao6HbIi peuentop 2 NOD2: Gly908Arg (G908R)
T-KNeTouHbIM Anrang, youksmtnHa-1 UBASH3A: rs11203203
T-KNEeTOUHbIN AnraHg, youksutuHa-1 UBASH3A: rs2839511
AnayumnH 1 anbda ADD1: G1378T

ApayuuH 2 (6eta) ADD2: C1797T

ANEHOMaTO3HbIN NOIMNO3 TOACTOM KuwKK APC: 1061Del5
AZleHOMaTO3HbI NOANNO3 ToACTOM KnwKu APC: 1309Del5
AfeHOoMaTo3HbIN NoAMNo3 ToscTol Knwku APC: Glul317GIn (E1317Q)
ALEeHOMaTO3HbIN NoAMNo3 ToscTol KuwKku APC: 1le1307Lys (11307K)
ApunoHeKkTnH ADIPOQ: G276T

ApunoHeKktnH ADIPOQ: T45G

AnkoronbgerngporeHasa 1B (knacc |) ADH1B: ADH1B*2 (Arg48His; Argd7His)
AnvaernpaernaporeHasa 2 ALDH2: ALDH2*1/*2 (Glu504Lys; E504K)

Anbda-5-HUKOTUHOBBIN XonnHeprudeckuin peuentop CHRNAS: Asp398Asn (D398N)
AHrnoteHsuH Il peuentop, Tn 1 AGTR1: A1166C

AHrnoTeHsmHoreH AGT: AGT, -6A haplotype (-6G-A)

AHrnoteHsnHoreH AGT: Met235Thr (M235T; Met268Thr; M268T)
AnonuvnonpoTteunH C-lll APOC3: C-482T

AnoaunnonpoTteunH C-1Il APOC3: C3238G

AnonunnonpoTteunH C-Ill APOC3: T-455C

Beta-2-agpeHopeuentop ADRB2: GIn27Glu (Q27E)
bera-2-agpeHopeuentop ADRB2: Gly16Arg (G16R)
Beta-3-agpeHopeuentop ADRB3: Trp64Arg (W64R)

femoxpomatos HFE: Cys282Tyr (C282Y)

Femoxpomatos HFE: His63Asp (H63D)

MManypoHaH-ceasbiBatowmii npotenH 2 HABP2: Gly534Glu (G534E)
[NaBHbIN KOMMNAEKC TMCTOCOBMECTUMOCTH, Knacc |, A HLA-A: rs6457110

[NaBHbIN KOMMNIEKC rMCTOCOBMECTUMOCTH, Knacc |, J (ncesgoren) HLA-J: rs4959039

rnunkosnndocdatMamaMHO3MTON-CBA3AHHbIN 6enok CD14: C159T; T-259C; C260T
InukonpotenH-P ABCB1: ABCB1*8 (C1236T)

InukonpotenH-P ABCB1: C3435T

InukonpotenH-P ABCB1: MDR1*2 (ABCB1*7; G2677T/A)

rnytatnoH S-tpaHcdepasa Mol GSTM1: null genotype

rnytatvoH S-tpaHcdepasa Mul GSTP1: Alal14Val (A114V)

FnyTatnoH S-tpaHcdepasa Mul GSTP1: llel05Val (1105V)

InytaTMoH S-TpaHcdepasa Tetal GSTT1: null genotype

IT® unknornaponasa 1 GCH1: rs10483639

[TO umknornagponasa 1 GCH1: rs3783641

IT® unknornaponasa 1 GCH1: rs8007267

OurnaponvpummamH aermaporeHasa DPYD: DPYD*2A (IVS14+1G>A)
OurnaponvpumnamH aermaporeHasa DPYD: DPYD*9A (Cys29Arg; C29R)
OurnaponvpummamH aernaporeHasa DPYD: Metl66Val (M166V)
JodamuHosbiit peuentop D1 DRD1: Ddel Polymorphism (DRD1_48A/G)
HOodamuHosbiin peuentop D1 DRD1: rs686 (¥*62C>T)

HodammHosblit peuentop D2 DRD2: 141CIns/Del (-141ClIns/Del)
OodamuHosbin peuentop D2 DRD2: rs6277

MHrMbutop akTueaTopa nnasmmuHoreHa SERPINEL: 4G/5G (PAILl: 4G/5G; Ins/Del G)
WHTerpuH, anbda 2 ITGA2: C807T

WHTerpuH, 6eta 3 (TpombouuTapHbii rankonpoTtenH Illa) ITGB3: PIA1/PIA2
(Leu33Pro; T1565C; HPA-1b)

KanbumtoHnHoBbLIN peuentop CALCR: C1377T (Pro447Leu)
KaTtexon-O-meTtuntpaHcdepasa COMT: A-98G (-118A>G)

KonnareH tin |, anbda 1 COL1A1L: 1663Ins/DelT

KonnareH tun |, aabda 1 COL1AL: G-1997T

KonnareH tun |, anbdpa 1 COL1AL: Spl-polymorphism (G2046T)

()R RE RN REe ) Rie) R RN ) REe) Rie) Rie) RN RNe)]

a o

(o) RN RN BN ) R RiEe) R ) REe) R ) Rie)Rie) RN ) Rie) Rie) R e) REe) R o) Bie)} )}

a o

[e)RE<) RN RN ) Rie)Rie)]

1150
1150
1150
1150
1150
1150
1150
1150
1150
1150
1150
1150
1150

1150
1150

1150
1150
1150
1150
1150
1150
1150
1150
1150
1150
1150
1150
1150
1150

1150

1150
1150
1150
1150
1730
1150
1150
1730
1150
1150
1150
1150
1150
1150
1150
1150
1150
1150

1150
1150

1150
1150
1150
1150
1150
1150



MT.GNO082
MT.GNO083

MT.GNO334

FMT.GNO336

MT.GNO332

FMT.GNO333

MT.GNO335

FMT.GN0149
FMT.GN0217
FMT.GNOO077
FMT.GN0221
FMT.GN0220
FMT.GN0219
FMT.GNO0239
MT.GN0238
FMT.GN0240
MT.GNO301
FMT.GN0225

MT.GN0293

MT.GN0294
MT.GN0295

FMT.GN0296

MT.GNO036
FMT.GN0268
MT.GNO316
'MT.GN0106

IMT.GNO326

MT.GNO277
MT.GNO307

IMT.GNO345

MT.GN0282
MT.GN0284
MT.GN0285
MT.GN0287
MT.GN0288
MT.GNO039
MT.GNO038
MT.GNO040
MT.GNOO41
MT.GNO042
MT.GN0234
MT.GN0235
MT.GN0232
MT.GNO233
MT.GNO035

FMT.GN0O060

FMT.GNOO61

FMT.GN0062

Konnaren tvn Ill, anbda 1 COL3A1: G2092A (Ala698Thr; A698T)

KonnareH tmn V, anbda 1 COL5A1: C267T (BstUl-polymorphism)

Komnnekc anokcung-peayKkrasbl ButamuHa K, cyoveanHuua 1 VKORCL: C1173T
(C6484T)

Komnnekc anokecua-peykrassl ButammHa K, cybbeamnumua 1 VKORC1: C2255T
(C7566T)

Komnnekc anokcna-peayKkrassl ButammHa K, cybbveamtmua 1 VKORC1: C381T (T-
4931C)

Komnnekc anokecua-peayKkrassl BuTammHa K, cybbeamHmua 1 VKORC1: G-1639A
(G3673A)

Komnnekc anokcung-peayKkrasol ButamuHa K, cybveamtmua 1 VKORC1: G6853C
(G1542C)

KoHHekcuH 26 GJB2: 35DelG

Nakrasa LCT: T-13910C (C/T-13910)

NekTtuH, C-Tun CLEC7A: Tyr238Ter (Y238X)

NentnHoBsbIn peuenTtop LEPR: GIn223Arg (Q223R)

NentuHosbin peuentop LEPR: Lys109Arg (K109R)

NentnHoBsbIn peuenTtop LEPR: Lys656Asn (K656N)
MeTtuneHTetparngpodonatpeaykrasa MTHFR: A1298C (Glu429Ala)
MeTtuneHTeTparngpodonatpeaykraza MTHFR: C677T (Ala222Val)

MeTnoHuH cuHTasa MTR: Asp919Gly (A2756G)

MuToxoHApPMaNbHasA cynepokeuaamcmytasa 2 SOD2: Vall6Ala (V16A)
MoHoamuHoKcunaasa A MAOA: 30-bp VNTR (L/H)

HelpoTpaHCMUTTEPHbIN NepeHocumnk gopammuHa SLC6A3: 3'UTR 9/10 VNTR (40-bp
VNTR)

HelpoTpaHCMUTTEPHbIV NepeHocYnK godamuHa SLC6A3: G2319A
HelpoTpaHCMUTTEpPHBIN NepeHocunk aodammuHa SLC6A3: intron 8 VNTR
HelpoTpaHCMUTTEPHbIN NepeHocYMK cepoToHnHa SLC6A4: Long/Short (L/S; 44-bp
Ins/Del)

HelpoTponHbiit pakTop mo3ra BDNF: Val66Met; V66M

OnvoungHbiit peuentop M1 OPRM1: Asn40Asp (N40D; A118G)

Onyxonesblit npoTenH P53 TP53: Arg72Pro (Ex4+119C>G)

MnaueHTapHbIi M npoctaTuyeckmit DLG DLGS5: Argl40Gin (R30Q)

Monunentug 1A cemeiictea YA®-rntokypoHuntpaHcdepassl 1 UGT1AL: UGT1A1*28
MpoonunomenaHokopTuH POMC: Arg236Gly (R236G)
MpoTeunH 2, NoA06HbIN TpaHCKPUNLUUOHHOMY dakTopy 7 TCF7L2: IVS3C>T

MpoTeunH 6, cxogHbIn ¢ C1lg n dakTopom Hekpo3sa onyxonen CLQTNF6: rs5756546
MpoTenH-TMpo3uHdocdaTasa 22 PTPN22: Arg620Trp (R620W)
MpotooHkoreH RET: Cys611 (Cys611Trp)

MpoTtooHkKoreH RET: Cys618 (Cys618Ser/Arg)

MpotooHkoreH RET: Cys620 (Cys620Arg/Tyr/Phe/Trp/Ser)

MpoTtooHkoreH RET: Cys634 (Cys634Gly/Tyr/Ser/Phe/Arg/Trp)

Pak monouHoi enesbl 1 BRCAL: 4153DelA

Pak monouyHoli kene3sbl 1 BRCA1: 5382InsC

Pak monouHoii skenesbl 1 BRCA1: A1708E/V; Alal708Glu/Val

Pak monoyHol kenesbl 1 BRCAL: Argl699Trp; R1699W

Pak monouHoW xenesbl 2 BRCA2: 6174DelT

PaK Npamol KNWKK, Henoauno3sHoii (Tun 2) MLH1: Ala681Thr

Pak NpAMoW KULWKK, HeNnoauno3sHbi (Trn 2) MLH1: G-93A (93G>A)

Pak npamoit KNWKM, HenoaunosHbli (Tun 2) MLH1: His329Pro (H329P)
Pak npaAmMoi KULWKK, HeNnoauno3Hbil (Tnn 2) MLH1: Pro648Ser

Perynatop anonto3a BCL2A1: G141A

PerynaTtop TpaHcMembpaHHOM NPOBOAMMOCTH NpU MyKosucunaose CFTR:
1677DelTA (2-bp Del, 1677TA)

PerynaTtop TpaHcMmembpaHHOM NPOBOAMMOCTH Npu MmyKoBucunaose CFTR: 2143DelT

PerynaTop TpaHcMeMbpaHHOM NPOBOAMMOCTM Npu MmyKoBucumnaose CFTR: 2184InsA
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MT.GNOO64

FMT.GN0069

MT.GNOO56

FMT.GN0O066

MT.GNOO059

FMT.GNOO55

MT.GNOO067

FMT.GNOO57

MT.GN0241
MT.GN0329
MT.GNO0328
MT.GNO330

IMT.GNO142

MT.GNO143
MT.GNO0145
MT.GNO144

MT.GN0281

MT.GN0230
MT.GNO114

FMT.GN0O314

IMT.GNO315
MT.GNO300
FMT.GNO154

IMT.GNO155

MT.GNO153

MT.GN0298
MT.GNO122
MT.GNO123

IMT.GN0124

FMT.GNO121
MT.GNO313
FMT.GN0272
MT.GNO271
IMT.GN0275
MT.GN0270
'MT.GN0276
MT.GN0274
IMT.GN0269
MT.GNO273
FMT.GN0129
MT.GNO130

FMT.GN0141
FMT.GN0O046

Perynatop TpaHcMeMbpaHHOM NpoBOAMMOCTM Npu myKkosucunaose CFTR: 3821DelT
Perynatop TpaHcmeMbpaHHOM NPoBOAMMOCTY Npu myKosucuuaose CFTR:
3849+10kbC>T

PerynaTop TpaHcMembpaHHOM NPOBOAMMOCTU NpU MyKosucungose CFTR:
Argl17His (R117H)

Perynatop TpaHcMmeMbpaHHOM NPOBOAMMOCTM Npu MmyKoBucumaose CFTR:
Asn1303Lys (N1303K)

PerynaTtop TpaHcMembpaHHOM NPOBOAMMOCTU NpU MyKosucungose CFTR:
Del_lle507; Delta 1507

Perynatop TpaHcMeMbpaHHOM NpoBOAMMOCTM Npu mykosucumaose CFTR: F508Del;
delta508

Perynatop TpaHcMeMbpaHHOWM NpoBoAMMOCTM Npu myKkoBucunaose CFTR: L138Ins
Perynatop TpaHcmeMbpaHHOWM NPoBOAMMOCTM Npu myKoBucumaose CFTR:
Trp128Ter (W1282X)

Penyktaza MTRR: lle22Met (A66G)

Peuentop sutammHa D VDR: A-3731G (Cdx2)

PeuenTop BuTammHa D VDR: b/B (Bsml Polymorphism; IVS10+283G>A)

Peuentop sutamuHa D VDR: Fokl Polymorphism; Ex4+4T>C

Peuentop ramma-amuHobyTnpoBol Knucnotol A (anbda 1) GABRAL: rs2279020

Peuentop ramma-ammHo6yT1poBoi Kncnotobl A (anbda 2) GABRA2: rs279871
PeuenTop ramma-amuHobyT1poBoi kKucnotbl A (anbda 6) GABRA6G: C1236T

Peuentop ramma-amuHobyT1poBoi knucaotol A (anbda 6) GABRA6: rs3219151
Peuentop ramma, akTMBMpyemblii npoandepatamm nepokcmcom PPARG: Prol2Ala
(P12A)

Peuentop menaHokopTuHa (4 Tn) MC4R: Val103lle

PeuenTop akTogmcnnasunHa A2 EDA2R: rs1352015

CynepcemencTBo peLenTopa dpakTopa Hekpo3a onyxonei, nentug 11b TNFRSF11B:
Asn3Lys (G1181C)

CynepcemeiicTBo peuenTtopa ¢akTopa Hekposa onyxonei, nentua 11b TNFRSF11B:
T245G (245T>G)

Cynpeccop 1 UMTOKMHOBOM curHanmsaumm SOCS1: rs243327

TpombouunTapHbIin rankonpoTeunH Ib, anbda-nonnnentug GP1BA: Ins/Del (VNTR A,
B, C, D)

TpombouuTtapHbIit rankonpoTteuH lb, anbda-nonmnentng GP1BA: T-5C; Kozak
sequence

TpombouuTtapHbIit rnkonpoTtenH Ib, anbda-nonnnentng GP1BA: Thrl61Met
(T161M)

DaKTOp BbIXKMBAHUA MOTOPHbIX HelipoHoB SMIN1: EX8DEL

dakTop Koarynaumm |l (TpombuH) F2: G20210A

dakTop Koaryaaumm |l (pombuH) F2: Thri65Met (T165M)

dakTop Koarynsaumm V (F5 daktop fleigeHa) F5: Factor V Leiden (G1691A;
Arg506GIn)

dakTop koarynaumm Xl (nonmnentug Al) F13A1: Val34Leu (Val35Leu)
dakTop Hekposa onyxoneit TNF: TNF-308 (G-308A)
deHnnanaHuHrngpokcunasa PAH: Argl58Gin (Argl58Pro)
deHnnanaHnHrngpokcmnasa PAH: Arg252Gly (Arg252Trp)
deHnnanaHuHrugpokcunasa PAH: Arg408GIn (R408Q)
deHunanaHMHrngporcunasa PAH: Argd08Trp
deHnnanaHuHrngpokcunasa PAH: lle65Asn (Ile65Thr; lle65Ser)
deHunanaHuMHrugpokcunasa PAH: IVS10-11g>a
deHnnanaHnHrugpokcunasa PAH: IVS12+1g>a
deHnnanaHnHringpokcmnasa PAH: Pro281Leu (P281L)

durbpuHoreH (KoarynaumoHHbi paktop 1) FGB: C-148T

dubpuHoreH (KoarynaumoHHbilt dpaktop 1) FGB: G-455A (G-467A)
DoNNnKyNOCTUMYAUPYIOLWLMIA TOPMOH, beTa noannenTtug FSHB: Tyr76Ter (Tyr94Ter;
Y76X; Y94X)

XemokuH RANTES CCL5: G-403A; G-470A
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MT.GNOO78

FMT.GNO095

MT.GNO096

FMT.GNO097

MT.GNO099

MT.GNO071
MT.GNO073
MT.GNO074
MT.GNOO70

FMT.GNO0259

MT.GNO261
MT.GNO117
MT.GNO116
MT.GN0120
MT.GNO119
MT.19.119.

MT.20.121.

MT.GNO118

IMT.GNP229

IMT.GNP229.1

MT.GNP231

TMT.GNP231.1

MT.GNP096

MT.166.0.03.28.11.0.

MT.166.0.03.30.11.0.

MT.166.0.03.15.11.0.

MT.155.0.03.28.00.0.

MT.155.0.03.30.00.0.

MT.155.0.03.15.00.0.

MT.124.0.05.19.01.0.

MT.124.0.05.19.01.3.

MT.123.0.05.19.01.0.

Xumaza 1 CMA1: G-1903A (BstXI-polymorphism)

Liutoxpom P450, cemelicTso 2, noacemeiictso C, nonunentug 9 CYP2C9: CYP2C9*2
(Argl144Cys; R144C)

Liutoxpom P450, cemeiicTso 2, nogcemeiicteo C, noamnentmg 9 CYP2C9: CYP2C9*3
(lle359Leu; 1359L)

Liutoxpom P450, cemelicTso 2, noacemeiictso E, nonunentug 1 CYP2E1: C-1053T
(CYP2E1*5B)

Lutoxpom P450, cemeitctso 2, nogcemenctso E, nonmnentng 1 CYP2EL: G-1293C
(CYP2E1*5B)

YeknolHT-KnHasza 2 CHEK2: 1-bp Del, 1100C (1100DelC)

YeKnolHT-KnHa3a 2 CHEK2: Arg181His (R181H)

YeKnoWHT-KnHa3a 2 CHEK2: Glu239Lys/Ter (E239K/X)

YeKnolHT-KMHa3a 2 CHEK2: 1le157Thr (1157T)

JHpoTeNManbHaA CMHTa3a okemaa asota, Tvn 3 NOS3: 4b/a VNTR polymorphism
(4a/4b)

DHAOTEeNNaNbHAA CMHTa3a okcuaa asota, Tmn 3 NOS3: T-786C

Jnokeuarmaponasa 1 EPHX1: His139Arg (A416G)

Anokeuarmaponasa 1 EPHX1: Tyr113His (Y113H)

ScTporeHosbili peuentop 1 ESR1: Btgl Polymorphism (G2014A)

cTporeHosbil peuentop 1 ESR1: Pvull (T-397C)

TunuposaHue HLA DQ2/DQS8 npu uennaxkmnm

OnpepgeneHue skcnpeccun reHa PCA3

ScTporeHosbiit peuentop 1 ESR1: Xbal Polymorphism (A-351G)

HeunHBasuBeHbI NpeHaTanbHbIi TecT (HUMT) NaHopama CtaHAapT c onpeaeneHus
nona

HeunHBa3unBHbIM NpeHaTanbHbIN TecT (HUMNT) NaHopama CtaHaapT 6e3 onpegenexHus
nona

HeunHBasuBeHbI NpeHaTanbHbI TecT (HUMNT) NaHopama PacwmpeHHbIi ¢
onpegeneHuna nona

HeunHBa3uBHbIM NpeHaTanbHbIN TecT (HUMNT) NaHopama PacwmpeHHbI 6e3
onpegeneHvsa nona

[uarHoctnka Ph-HeraTuBHbIX XpOHUYECKMX MMenonponndepaTMBHbIx 3a601eBaHNiA.
MyTtauma AHyc-KuHasbl 2 JAK2 Val617Phe (KonnyecTseHHbI aHanus)
17.MWUKPOBUNOJIOTNYECKAA ANATHOCTUKA

17.01.TON-UCCNEAOBAHUA

17.01.01. MUKPOCKOTMWMYECKUE NCCNEOOBAHUNA

MWuKpoCKonuyeckoe nccaegoBaHue BoOC Ha rpmbbl
MWKpOCKoNuyeckoe nccaenoBaHue cockoba ¢ Koxu Ha rpubbl

MMKpOCKonMYeckoe nucciegoBaHue cockoba ¢ HOrTeBol NAACTUHbI Ha rpubbl
17.01.02. MUKOJ1OTMYECKUE NCCNELOBAHUA

MwuKonoruyeckoe nuccnesoBaHue Boa0C Ha gepmatomuueTsl (Trichophyton spp.,
Microsporum spp., Epidermophyton spp.)

MwuKonormyeckoe nccnefoBaHne COCKoba € KOXKM Ha AepMaTOMULLETDI
(Trichophyton spp., Microsporum spp., Epidermophyton spp.)

MwuKonoruyeckoe uccnesoBaHne cockoba ¢ HOrTeBoM NAACTUHBI Ha
aepmatomuueTbl (Trichophyton spp., Microsporum spp., Epidermophyton spp.)
17.01.03. MUKPOBUOJTOTMYECKUE UCCNTEAOBAHUA
17.01.02.01.MUKPOBUONOITMYECKAA OUNATHOCTUKA MUKPO®/TOPbI KENYKA
N KULWEYHUKA

MwuKpoburonornyeckas AnarHocTMka AncbaKkTeprosa KMWeYHrKa ¢ onpeaeneHmem
YyBCTBUTE/IbHOCTU BO3OYANUTENA K aHTMDAKTEPMANbHbIM NpenapaTam
MwuKpoburonornyeckas AMarHocTMKa AUCOaKTepMO3a KULLIEYHMKA C onpeaesieHnem
YyBCTBUTE/IbHOCTU BO36YAUTENA K aHTMBaKTepManbHbIM Npenapatam u
b6akTepunodaram

Moces Ha Bo36yauTenei KuweyHow rpynnbi (Shigella spp., Salmonella spp.) c a/6
YyBCTBUTE/IbHOCTU
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MT.123.0.05.19.01.3.

MT.141.0.05.19.01.0.

[MT.141.0.05.19.01.3.

MT.130.0.05.19.01.0.

MT.120.0.05.19.01.0.

FMT.183.0.

MT.120.0.05.19.01.3.

MT.170.0.01.39.01.3.

MT.170.0.01.39.02.3.

MT.140.0.01.05.01.0.

MT.120.4.01.05.01.0.

MT.120.4.01.05.01.3.

MT.138.0.01.05.00.0.

MT.139.0.01.05.01.0.

MT.121.0.01.26.01.0.

MT.140.0.01.26.01.0.

MT.120.4.01.26.01.0.

MT.120.4.01.26.01.3.

MT.139.0.01.26.01.0.

MT.121.0.01.27.01.0.

MT.140.0.01.27.01.0.

MT.120.4.01.27.01.0.

Moces Ha B0o36yauTenen KuwedHon rpynnbl Shigella spp., Salmonella spp.) c a/6 n
$aro4yBCTBUTENBHOCTHIO

MoceB Kana Ha 30/10TUCTbIN cTadUNOKOKK (Staphylococcus aureus) c onpegeneHvem
YyBCTBUTE/IbHOCTH BO3BYAUTENA K aHTMBAKTEPUAbHBIM NpenapaTam

Moces Kana Ha 30710TUCTbIN cTadUNOKOKK (Staphylococcus aureus) c onpegeneHvem
4yBCTBUTE/ILHOCTU BO3OYANUTENA K aHTUBAKTEPMA/IbHBIM NpenapaTam u
b6akTepunodaram

Moces Kana Ha knoctpuanu (Clostridium difficile) c onpegenenvem
4yBCTBUTE/ILHOCTU BO3DOYAMUTENA K aHTMOBAKTEPHA/IbHBIM NpenapaTam

Moces Kana Ha MUKpPodIopY € ONpeaeeHNeM HYyBCTBUTEIbHOCTU BO3byAnTENsA K
aHTMbaKTepuanbHbIM NpenapaTam

KomnieKcHas AMarHoCTuKa KulweyHbix MHdeKumit (Moces Kana Ha mukpodaopy,
Moces Ha rpmbbl p.Candida, PoTtasupyc (Rotavirus, anapenHbiit cMHApPOM),
aHTUreHHbIN TecT, AneHoBupyc (Adenovirus, AMaperiHbli CUHAPOM), aHTUTEHHbIN
Tect, ambauu (Giardia liamblia, anapeiHblit cMHAPOM), aHTUrEeHHbIN TecT , TOKCUH
A (Clostridium difficile, nceBaomem6paHHbI KONUT), aHTUTEHHBIN TecT

Moces Kana Ha MUKPOGIOPY C onpeaeneHnem YyBCTBUTEIbHOCTM BO3ByAUTENA K
aHTMBaAKTepManbHbIM NpenapaTam u baktepnodaram
17.01.02.02.MUKPOBUNONOMMYECKAA NATHOCTUKA MUKPO®/1I0PbLI
MOYEMO/I0BOM CUCTEMbI

KomnnekcHoe nccneaoBaHe MUKPOPAOPbl YPOreHUTaNbHOro TpaKTa ¢
onpefeneHnem YyBCcTBUTENbHOCTU BO3bYauTENs K aHTUBaKTEPUANbHBIM
npenapatam u 6aktepuodaram

KomnnekcHoe nccneaoBaHe MUKPOPAOPbl YPOreHUTaNbHOro TpaKTa ¢
onpeseneHnem YyBCTBUTENbHOCTU BO3BYAUTENA K paclUMPeHHOMY CNeKTpy
aHTMBAKTEpPUAbHBIX NpenapaTam

Moces M3 BnaranuLa Ha mnkonaasmy xommHuc (Mycoplasma hominis) ¢
onpefeneHnem YyBCcTBUTENbHOCTU BO3bYauTENs K aHTUBaKTEPUANbHBIM
npenapatam

Moces 13 Bnaranunwa Ha MUKpodaopy ¢ onpeaeneHMem HYyBCTBUTENbHOCTH
BO36yauUTENA K aHTMBaKTepuaabHbIM NpenapaTtam

Moces 13 Bnaranuwa Ha MUKpodaopy ¢ onpeaeseHnem HYyBCTBUTENbHOCTH
BO36yauTeNs K aHTUbaKTepUanbHbIM NpenapaTtam u b6aktepmodaram

Moces 13 Bnaraaunwa Ha TpmMxomoHo3 (Trichomonas vaginalis)

Moces 13 Bnaranuwia Ha ypeannasmy ypeanntukym (Ureaplasma urealiticum) c
onpeaeneHnem YyBCcTBUTENbHOCTU BO3OYAUTENA K aHTUOAKTEPUANbHBIM
npenaparam

Moces 13 ypeTpbl Ha aHaspobHy MUKpodAoPY C onpeaeneHnem YyBCTBUTE/IbHOCTH
BO3byauTENs K aHTMOaKTEPUANbHBIM NpenapaTam

Moces 13 ypeTpbl Ha MUKoNnasmy xomuuuc (Mycoplasma hominis) ¢
onpegeneHvem YyBCTBUTENBHOCTU BO3OyAUTENA K aHTUBAKTEpUanbHbIM
npenapatam

Moces 13 ypeTpbl Ha MUKpodAOpPY C oNpeaeneHnem YyBCTBUTENbHOCTH
BO36yauUTeNsA K aHTMBaKTepuaibHbIM Npenapatam

Moces 13 ypeTpbl Ha MUKpPOdIOPY C onpeaeneHnem YyBCTBUTENBHOCTH
BO3byauTeNsa K aHTUbaKTepUanbHbIM NpenapaTtam u b6aktepmodaram

Moces 13 ypeTpbl Ha ypeanniasmy ypeanuTtukym (Ureaplasma urealiticum) c
onpegeneHMem YyBCTBUTENBHOCTU BO3OyAUTENA K aHTUBAKTEPUAbHbBIM
npenaparam

Moces U3 LEePBMKAIbHOIO KaHasa Ha aHaspobHYI0 MUKPOGIOPY C onpeaeneHuem
UYBCTBUTE/ILHOCTU BO36YAUTENA K aHTMBAKTEPUA/IbHBIM NpenapaTam

Moces u3 LepBMKaNbHOIo KaHasa Ha MUKoMIa3my xomuuuc (Mycoplasma hominis)
C onpeaeneHnem HyBCTBUTENbHOCTM BO3BYAMTENA K aHTUBaKTepMaNbHbIM
npenapatam

Moces M3 LepBMKaNbHOIO KaHaia Ha MUKPOGAOpY C onpeaeneHuem
UyBCTBUTE/ILHOCTU BO3BYAUTENA K aHTMBAKTEPUasIbHBIM NpenapaTam
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MT.120.4.01.27.01.3.

MT.139.0.01.27.01.0.

MT.120.1.06.24.01.0.

[MT.120.1.06.24.01.3.

MT.120.4.09.22.01.0.

MT.120.4.09.22.01.3.

MT.121.0.01.06.01.0.

MT.120.6.01.06.01.0.

MT.120.6.01.06.01.3.

MT.120.6.01.12.01.0.

fMT.120.6.01.12.01.3.

MT.121.0.01.07.01.0.

MT.120.6.01.07.01.0.

MT.120.6.01.07.01.3.

MT.120.6.01.13.01.0.

MT.120.6.01.13.01.3.

MT.141.0.01.10.01.0.

MT.120.2.01.10.01.0.

MT.120.2.01.10.01.3.

MT.142.0.01.10.01.0.

MT.141.0.01.16.01.0.

MT.120.2.01.16.01.0.

MT.120.2.01.16.01.3.

MT.120.3.07.35.01.0.

Moces M3 LEepPBUKANbHOIO KaHana Ha MUKpodaopy ¢ onpeseneHnem
YyBCTBUTE/IbHOCTU BO36YANUTENA K aHTMBaKTepManbHbIM Npenapatam u
b6akTeprodaram

Moces M3 LEepBUKANbHOrO KaHana Ha ypeannasmy ypeanutukym (Ureaplasma
urealiticum) c onpegeneHnem 4yBCTBUTEILHOCTU BO3BYAUTENA K
aHTMBaKTEPHUANbHBIM NpenapaTam

MoceB MouM Ha MUKpOdNOPY C onpeaeneHnem YyBCTBUTEIbHOCTU BO3byaUTeNs K
aHTMBaKTEpPMaNbHbIM NpenapaTam

Moces MouM Ha MUKPOdAOPY C onpeaeneHnem YyBCTBUTEbHOCTU BO3byANUTENS K
aHTMBAKTepManbHbIM NpenapaTam u bakTepnodaram

MoceBs cekpeTa NpocTaTbl Ha MUKPOdAOPY C oNpeaeneHnem YyBCTBUTENbHOCTH
B036yauTeNnsa K aHTMbaKTEPUaNbHbIM NpenapaTam

MoceB ceKkpeTa NPocTaTbl HA MUKPOdAOPY C onpeseeHneM YyBCTBUTENBHOCTH
B03byauTens K aHTMbaKTepuanbHbIM Npenapatam u baktepuodaram
17.01.02.03.MUKPOBENONOIMM4YECKAA ANATHOCTUKA MUKPO®JTOPbI
OTAENIAEMOrO YXA U TNTA3A

Moces 13 S1eBOTO rNasa Ha aHaspobHy MUKpodaopy C onpeseneHuem
YyBCTBUTE/ILHOCTH BO3BYAUTENA K aHTMBAKTEPUAbHBIM NpenapaTam

Moces 13 N1eBOro FN1asa Ha MUKPObIoPY C onpeaeneHnem YyBCTBUTEIbHOCTU
BO36yauUTENA K aHTMBaKTepuanbHbIM NpenapaTtam

Moces 13 N1eBOro FN1a3a Ha MUKPObOPY C onpeaeneHnem YyBCTBUTEIbHOCTU
BO36yaAuUTENA K aHTMBaKTepuaabHbIM Npenapatam u baktepnodaram

Moces 13 N1eBOrO yxa Ha MUKPOIOPY C ONpeaeseHUemM YyBCTBUTEIbHOCTH
B03byauTeNns K aHTMbaKTepuanbHbIM Npenapatam

Moces 13 1eBOro yxa Ha MUKPOGIOPY C onpeaeseHUeM HYyBCTBUTEIbHOCTH
BO36yauTeNA K aHTMbaKTepuaabHbIM Npenapatam u baktepnodaram

Moces 13 NPaBOro r/1a3a Ha aHa3pobHy MUKpobIopYy C onpeseneHnem
YYBCTBUTENIbHOCTM BO3OYAUTENA K aHTMDaKTepMaibHbIM NpenapaTam

Moces 13 NPaBOro r1asa Ha MUKPodAOpPY C onpeaeneHneM HYyBCTBUTENBbHOCTH
BO36yauUTENA K aHTMBaKTepuanbHbIM NpenapaTtam

Moces 13 NPaBoOro r1asa Ha MUKPodAOpPY C onpeaeneHneM HYyBCTBUTENbHOCTH
BO36yauUTENA K aHTMBaKTepuaabHbIM Npenapatam u baktepnodaram

Moces 13 NPaBOro yxa Ha MMKpodAopy C onpeseneHnem YyBCTBUTENbHOCTU
B036yauTens K aHTMbaKTepuanbHbIM Npenapatam

Moces 13 NPaBOro yxa Ha MMKpodAopy C onpeseneHnem YyBCTBUTENbHOCTH
BO3byauTeNsa K aHTUbaKTepUanbHbIM NpenapaTtam u baktepmodaram
17.01.02.04.MUKPOBUONOTMYECKAA OUMATHOCTUKA MUKPO®/TOPbI BEPXHUX U
HUXHUX ObIXATEJ/IbHbIX NyTEN

Moces 13 3eBa Ha 3010TUCTbIN cTaduNOKOKK (Staphylococcus aureus) ¢
onpeaeneHnem YyBCcTBUTENbHOCTU BO3OYAUTENA K aHTUOAKTEPUANbHBIM
npenapatam

Moces 13 3eBa Ha MUMKPOGIOPY C OnNpeseseHnem YyBCTBUTEIbHOCTM BO3byamTens K
aHTMBaKTepuanbHbIM Npenaparam

Moces 13 3eBa Ha MMKPOGIOPY C ONpeaeseHNeM HYyBCTBUTEIbHOCTU BO3byanTena K
aHTMBaAKTepManbHbIM NpenapaTam u baktepnodaram

Moces 13 3eBa Ha NMOTEHHbI CTPENTOKOKK (Streptococcus pyogenes) ¢
onpeaeneHnem YyBCcTBUTENbHOCTU BO3BYAUTENA K aHTUOAKTEPUANbHBIM
npenapatam

MoceB 13 HOca Ha 3010TUCTbIV cTadUNOKOKK (Staphylococcus aureus) ¢
onpeaeneHnem YyBCcTBUTENbHOCTU BO3BYAUTENA K aHTUOAKTEPUANbHBIM
npenapatam

MoceB M3 HOCa Ha MUKPOGIOPY C OnpeseneHnem YyBCTBUTEIbHOCTM BO3byauTens K
aHTMBaKTEPUANbHbIM NpenapaTam

Moces M3 HOoca Ha MUKPOGIOPY C OnNpeaeneHnem YyBCTBUTEIbHOCTM BO3byanTeNs K
aHTMBaKTEpPUaNbHbIM NpenapaTtam u 6akteprodaram

MoceB MOKPOTbI Ha MUKPOdAOPY C OnpeaeeHMeM YyBCTBUTENbHOCTM BO3byauTens
K aHTUbaKTEpPUANbHBIM NpenapaTam
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MT.142.0.01.10.01.3.

MT.120.5.04.08.01.0.

MT.120.5.04.08.01.3.

MT.120.5.04.09.01.0.

MT.120.5.04.09.01.3.

MT.121.0.01.21.01.0.

fMT.120.7.01.21.01.0.

MT.120.7.01.21.01.3.

MT.122.0.10.31.00.0.

MT.168.0.

MT.166.0.
MT.167.0.
MT.165.0.

MT.153.0.
MT.152.0.

MT.155.0.

MT.154.0.

MT.133.0.
MT.170.0.
MT.124.0.
MT.134.0.
MT.151.0.

MT.171.0.01.05.01.0.

MT.171.0.
FMT.120.5.
MT.120.9.
'MT.120.0.
MT.120.1.
fMT.121.0.
MT.122.0.

IMT.173.0.

MT.123.0.
'MT.150.0.
FMT.144.0.

Moces Ha NMOreHHbI CTPENTOKOKK (Streptococcus pyogenes) ¢ onpeseneHnem
YyBCTBUTE/IbHOCTU BO36YANUTENA K aHTMBaKTepManbHbIM Npenapatam u
b6akTeprodaram

17.01.02.05.MUKPOBNONOIMYECKAA ANATHOCTUKA MUKPO®/10PbLI TPYAHOIO
MOJIOKA

Moces rpyAHOro MOI0Ka NeBOW rpyamn Ha MUKpodaopy C onpeaeneHnem
YyBCTBUTE/IbHOCTU BO36YANUTENA K AHTMDAKTEPUANbHbIM NpenapaTam

Moces rpyAHOro MOJIOKa NeBOW rpyam Ha MUKpodAaopy ¢ onpeaeneHnem
YyBCTBUTE/IbHOCTU BO36YAUTENA K aHTMBaKTepManbHbIM Npenapatam u
bakTeprodaram

Moces rpyAHOro MOIOKa NPaBOM rpyan Ha MUKpodopy C onpeaeneHnem
YyBCTBUTE/IbHOCTU BO36YANTENA K aHTMBAKTEpHanbHbIM NpenapaTam

Moces rpy4HOro MOIOKa NPaBoM rpyau Ha MUKPObIopY C onpeaeneHnem
YyBCTBUTE/IbHOCTU BO3OYAUTENA K aHTMOAKTepManbHbIM NpenapaTam u
b6akTepunodaram

17.01.02.06.MUKPOBUONOTMYECKAA ANATHOCTUKA MUKPOD/TOPbl PAHEBOIO
OTAENAEMOro

Moces oTAENAEMOTrO paHbl Ha aHA3POB6HY MUKpPOdAOPY C onpeaeneHrem
YyBCTBUTE/IbHOCTU BO36YANTENA K aHTMBAKTepHanbHbIM NpenapaTam

Moces oTAENAEMOTrO pPaHbl HA MUKPOdIOPY C onpeaeneHnem YyBCTBUTENbHOCTH
BO36yauUTENA K aHTMBaKTepuanbHbIM NpenapaTtam

Moces oTAENAEMOrO paHbl Ha MUKPOdIOPY C onpeaeneHnem YyBCTBUTENbHOCTH
BO36yaAuUTENA K aHTMBaKTepuaabHbIM Npenapatam u baktepnodaram

17.01.02.07.MWUKPOBMNONOITMYECKAA AUATHOCTUKA KPOBU U NMYHKTATOB

MoceB KpOBM Ha a3pOBHYIO M aHa3PObHY MUKpodaopy

17.02. OCHOBHbIE NCCNNEQOBAHUA

17.02.01.MUKPOCKOMUYECKME NCCNEOOBAHUA

MWKpOoCKonuyeckoe nccaegoBaHWe Maska C OKPackon no Mpamy (c oueHKon no
WKane HbloaxeHTa)

MuKpocKkonuyeckoe nccnegoBaHue Ha rpubsl

MUKpOCKONUYEeCKoe UccnenoBaHMe HaTUBHOTO Ma3Ka C OKpacKoi no Mpamy
MuKpocKonuyeckoe nccnegoBaHMe HaTUBHOTO MaTepuana
17.02.02.MUKOJTOTMYECKUE UCCNTEAOBAHUA

MwuKonoruyeckoe nuccnegosaHue Ha acneprunnsi (Aspergillus spp.)
MuKonormyeckoe uccnegosBaHme Ha rpubel p. Candida

MuKonoruyeckoe uccnepoBaHme Ha gepmatomuueTsl (Trichophyton spp.,
Microsporum spp., Epidermophyton spp.)

MwuKonormyeckoe nuccnefoBaHue Ha KPUNTOKOKK (Cryptococcus neoformans)
17.02.03.MUKPOBENOJTOTMYECKUE MCCNEOAOBAHUA

[NarHoCTUKa NULLEBbIX TOKCUKOUHbEKLUM

KomnnekcHoe nccnegosaHe MUKPOGIOpbl YPOreHUTaIbHOTO TPAKTa
Mukpoburonormyeckan AnarHoCTUKa ANCOAKTEPNO3a KMLIEYHUKA
MuKpoburonormyeckas AMarHOCTUKa KULLEUYHbIX MHOEKLMUIA
Mukpoburonormyeckan AnarHOCTUKa Xonepbl

MwuKpoburoLeHo3 Bnaranuwa ¢ onpeaeneHmem YyBcTBUTENbHOCTM BO3ByanTeNa K
aHTMBaKTEPHUANbHBIM NpenapaTam

MwuKpoburoueHos Bnaranumwa

MoceBs rpyAHOro MoiIoKa Ha MUKpodaopy

Moces »enuu Ha MUKpodopy

Moces Kana Ha MUKpodopy

Moces Mmoun Ha MUKpodopY

MoceB Ha aHa3pPObHY MUKpobIopYy

Moces Ha a3pobHYO U aHa3PO6HY MUKpodaopy

MoceB Ha 6eTa-reMo/IMTUYECKUIA CTPENTOKOKK rpynnbl B (Streptococcus agalactiae)
Moces Ha Bo3byauTenen kuweyHow rpynnsi (Shigella spp., Salmonella spp

MoceBs Ha Bo3byauTtens 6otynmama (Clostridium botulinum)

Moces Ha Bo3byauTena andtepumn (Corynebacterium diphtheriae)
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MT.137.0.
'MT.143.0.
MT.136.0.
MT.135.0.
MT.141.0.
MT.132.0.
MT.129.0.
MT.126.0.
MT.130.0.

FMT.145.0.

MT.147.0.
MT.131.0.
MT.146.0.
MT.140.0.
MT.142.0.
MT.127.0.
MT.138.0.
MT.148.0.
MT.139.0.
MT.172.0.
MT.128.0.
MT.125.0.

FMT.120.2.
MT.120.6.
MT.120.3.

MT.120.7.
MT.120.4.
MT.120.8.

MT.01.
MT.03.
MT.02.

MT.05.

MT.06.

MT.09.

MT.08.

MT.07.
MT.04.

MT.157.0.
MT.163.0.

IMT.176.0.

FMT.158.0.

'MT.159.0.
MT.175.0.
'MT.156.0.
MT.162.0.
'MT.161.0.

fMT.160.0.

MT.186.0.

Moces Ha rapaHepennés (Gardnerella vaginalis)

Moces Ha remodunbHyo nHdekumo (Haemophilus influenzae)
Moces Ha roHopeto (Neisseria gonorrhoeae)

MoceB Ha rpmnbsbl p.Candida

Moces Ha 3010TUCTBIN cTadMNOKOKK (Staphylococcus aureus)
Moces Ha nepcuHmos (Yersinia spp.)

Moces Ha kamnunobaktepunos (Campylobacter spp.)

Moces Ha KnweuHyto nanoyky (Escherichia coli 0157:H7)
Moces Ha knoctpuaun (Clostridium difficile)

Moces Ha KokAow 1 napakokatow (Bordetella pertussis, Bordetella parapertussis)
Moces Ha nernoHennés (Legionella)

Moces Ha nucTepuros (L.monocytogenes)

Moces Ha meHWHUT (Neisseria meningitidis)

Moces Ha muKoniasmy xomuHuc (Mycoplasma hominis)
Moces Ha MMOreHHbIM CTPENTOKOKK (Streptococcus pyogenes)
Moces Ha canbmoHennes (Salmonella spp.)

Moces Ha TpuxomoHo3 (Trichomonas vaginalis)

Moces Ha Ty6epkynes (Mycobacterium tuberculosis)

Moces Ha ypeannasmy ypeanutukym (Ureaplasma urealiticum)
Moces Ha ypeannasmy ypeaanutTmkym 1 MUKOMIa3mMy XOMUHKUC
Moces Ha wwurennes (Shigella spp.)

Moces Ha swepuxmos (Escherichia spp.)

MoceB OTAENAEMOrO BEPXHUX AbIXaTeNbHbIX NyTeil Ha MUKpodaopy (Hoc, 3eB)
MoceB oTAensemoro rnas, ywen Ha Mukpodaopy

MoceB OTAENAEMOTO HUMHMX AbIXaTeNbHbIX NyTei Ha MuKpodaopy (Tpaxes,
H6pOHXM)

Moces oTAENAEMOro paHbl Ha MUKpPOobaoPY

MoceB OTAENAEMOTO YPOreHUTaNbHOro TpakTa Ha MUKpodopy

MoceB NyHKTaTOB Ha MUKpOdIopY

17.02.04. LONO/HUTENbHbIE UCCNEQOBAHUNA

Onpep,eneHMe 4YyBCTBUTE/IbHOCTU BO36yAMTeI’Iﬂ K aHTVI6aKTepMa}1beIM npenapatam

(aam)

OnpegfeneHne 4yBCTBUTENLHOCTM BO3byAUTENs K BakTeprnodaram
OnpepaeneHve YyBCTBUTENBHOCTM BO3BYAMTENA K PACLUIMPEHHOMY CNEKTPY
aHTMBaKTEPUANbHBIX NPenapaTos

OnpegeneHune YyBCTBUTENBHOCTM K aHTUBaKTepuanbHbIM nNpenapatam ESBL-
LWTaMMOB

OnpepaeneHve YyBCTBUTENBHOCTM K aHTUBaKTepuanbHbiM npenapatam MRSA-
LUTaMMOB

OnpeaeneHve YyBCTBUTENLHOCTM K aHTUBAKTEpUaibHbIM Npenapatam BCero
CneKTpa BblAeNEHHOU MUKpodAopbI

OnpegfeneHne YyBCTBUTENBHOCTU K aHTUMUKOTUKAM C UCNOIb30BaHUEM TeCT-
cuctem "Fungitest”

OnpegfeneHne YyBCTBUTENBHOCTU K aHTUMUKOTUYECKMM Npenapatam
daroTvnusauma ctadpuaoKoKKa

17.02.05.AHTUTEHHbIE TECTbI, 9KCIMPECC-AHAJTN3bI

ApeHosupyc (Adenovirus, guapenHblii CUHAPOM), aHTUTEHHbI TecT
NHdntoeHua A+B (Influenza A+B, rpunn), aHTUreHHbIN TecT

WccnepoBaHue Ha Escherichia coli 0157:H7 (auapeiHblit CMHAPOM), aHTUTEHHbI
Tect

Kpuntocnopuann napeym (Cryptosporidium parvum, agnapenHbiii CUHAPOM),
QHTUTeHHbIV TecT

Nambnuu (Giardia liamblia, guapelHbii CUHAPOM), AaHTUTEHHbIN TECT
Ob6Hapy»eHne poTaBUPYCOB 1 afEHOBUPYCOB, AHTUTEHHbIV TeCT

PoTtaBupyc (Rotavirus, guapeiHbiii CUHAPOM), AHTUTEHHbIN TecT
CTpenToKokKa rp.A (Streptococcus pyogenes), aHTUreHHbIW TecT
CTpenToKoKKa rp.B (Streptococcus agalactiae), aHTUreHHbIN TecT

TokcuH A (Clostridium difficile, nceBaomembpaHHbIi KOAWT), aHTUTEHHbIN TECT

TokcuH A u B (Clostridium difficile, nceBgomemb6paHHbI KOAWT),aHTUFEHHBbIN TecT
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