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-1.KOMM/IEKCHbIE NCCNEOOBAHUA
-1.-1.0BLUME ANATHOCTUYECKME KOMIMJIEKCbI

AHemua(OAK pacwmpeHHbii /IO n peTukynouutamu (BeHo3Has Kposs), CO3,
PeppuTnH, OXKCC, CbiIBOPOTOUHOE Keneso, TpaHcheppuH, ButamuH B12, donatbl)
Bromapkepbl GyHKLUMOHANbHOW CNOCOBHOCTU NeyeHu(paclumperHblin) (Anbda-2-
MaKpornobynvH, Fantornobux, AnonunonpotenH Al, Famma-IT, Bunnpy6buH O,
ANT, ACT, Tpuramuepumapbl, X-O, ntokosa)

Bromapkepbl GYHKLUMOHANBbHOW CNOCOBHOCTH NeYeHU(CKpUHUHT) (Anbda-2-
makpornobynuH, FantornobuH, AnoavnonpotenH Al, Ffamma-IT, Buavpybun
06w, ANT)

BMOXUMMUA PACLLUMPEHHASA(I ntoko3a (dTopua), TMMKMpOBaHHbIN remornobuH
(HbAIc), CbiBopoTOUuHOE )eneso, AnaHnHamuHoTpaHchepasa (ANT),
AcnapTtatamuHoTpaHcdepasa (ACT), BuanpybuH obuimin, XonectepuH obLyni,
Tpurnvuepugpl, O6wwuii 6enok, KpeatnHuH, MouesuHa, MouyeBas KUCNOTa,
docdarasza weénouHan, Famma-IT, AMunasa, AnbbymuH, JlaktatgermpporeHasa
(NAr), Kanuit (K+), Hatpuia (Na+), xnopuapl, Kanbumii 06umin)

Buoxumus 6asosan(06w. 6enok, KpeatnHuH, XonectepuH, MouyesuHa, [1oKo3a,
ANT, ACT, Bruanpy6uH o6, CbiIBOPOTOHHOE Keneso)

Buoxumus 21 (AcnaptatamuHoTpaHcdepasa (ACT) , AnaHnHamuHoTpaHchepasa
(ANT), AnbbymuH, AMunasa, BunnpybuH Henpamoit (Bunupybux npamoi,
Bununpy6uH obwmii), Famma-I'T, FnKupoBaHHbIi remornobuH (HbAlc), Mntokosa
(dTopuna), UHaekc ateporeHHocTn (XC o6wmid, JINBM), Kanuit (K+), Hatpuii (Na+),
xnopuapl, KpeaTtuHuH, /laktatgernaporenasa (/145), Mouyesas kucnorta,
MoyeBuHa, O6wwmit 6enok, C-peakTnBHbIV 6enoK, CbIBOPOTOUHOE ¥Keneso,
Tpurnvuepuabl, Pocdatasa wenoyHasn, XonecrepuH-AMHN

BbinageHue BoNoC(cKpuHUHS) (Kanbuumit 06w, Lnkk, TTT, CbiBOpoUYHOE Xeneso,
CeneH (KpoBb))

FEMOCTA3MOITPAMMA(Koarynorpamma) (AYTB, AHTUTpOM6UH I, Tpom6uHoBOE
Bpemsa, PubpuHoreH, MpoTpomb. Bpems n NpoTpomb. nigekc, MHO, AYTB)
FocnuTanbHbI Komniekc(AT u AT K BUY 1/2, Cudwmamc cym. AT (IgG u IgM), Tenatut
B, HBs Ag, l'enatut C, anti-HCV cymm.)

TOCMUTA/IbHBINA KOMIMNEKC PACLUMPEHHBIV (06wt aHanns Kposw ¢
nemnkoumtapHom popmynoit, CO3, AT u AT K BUY 1/2 (cKpuHMHT, Kay.), Cudunuc
cym. AT (IgG v IgM) (kau), Fenatut B, HBs Ag (kau), Fenatut C, anti-HCV cymm. (Kau),
I'pynna Kposwu, pesyc-daktop, Miokosa (GTopuna), MUKMpPoBaHHbIA remor1o6uH
(HbAIc), dubpuroreH, MHO (+NTB 1 NTU), O6wmit 6enok, KpeaTuHunH, MoyesuHa,
XonectepuH obwuii, BUnnpybuH obwmii, AnaHmHamuHoTpaHcdepasa (ANT),
AcnapTtatamuHoTpaHcoepasa (ACT), Kanuii (K+), HaTpuit (Na+), xnopuapbl.
ExxerogHoe npodunaktuyeckoe obcnesosarue(lrenatut C, A/IT, ACT, Buaupy6uH o.,
KpeaTtuHuH, MouesuHa, Mnioko3a, Menatvt B, AT u AT k BUY 1/2, XonecTtepuH o.,
OAM, CO3, OAK c /1®, Cudunwc)

MNBC(dakTopbl pycKa 1 neveHmne)(InknuposaHHbIi remornobux (HbAlc),Mntokosa
(dTopuna), MHaeke ateporeHHocTH (XC o6wumid, /INBM),Kanuii (K+), HaTpuii (Na+),
xnopwuapl,MHO (+MNTB u MTU),KpeaTnHnH,MoueBnHa, XonectepuH-
JINHMN,XonectepwuH-JIMBI.

JIMNuaHbIA KomnaeKc(anarHocTuka atepockneposa) (MHaeke ateporeHHocTH (XC
o6wwmit, /INBM), XonectepuH-J/INHIM, Xonectepun-/INOHMN (8 Tom uncne
TpUrAuLepuabl))

MEPLATE/IbHAA APUTMUA(XonectepuH-INMOHNM (B TOom uncne
Tpuravuepuabl),Xonectepun-/INHMN,MouesnHa,KpeatuHnH,MHO (+MTB 1
MNTW),Kanuit (K+), HaTpwuii (Na+), xnopmapsl, MO3roBoi HaTpuitypeTuieckuii nentug,
(NT-proBNP),D-gumep)

Metabonuyeckuit npoduns(C-nentua, KopTtuson, MNiokosa (dpropua),
NHA.ateporeHHocTy (XC obwmit, NNBN), UHcyauH, X-NMNHN, NlentuH, T4 cB., X-
JINOHN (B T.4. TpUrAMLEepUabI), TTT)

Octeonopo3s(Kanbuuii 06LWmiA, KanbLmit MOHUM3MPOBAHHDIN (Ca++), OCTUOKANbLMH,
napatropmoH, pocdop HeopraHuyeckui, B-cross laps, AMNJ, (paszosas moua)

MNeueHb(ANT, ACT, ®ocdaTasa WwenoyHas, bunnpybun Henpamoii, Famma-IT,
XonectepuH obw, O6wmit 6enok, NpoT. Bpem., MpoT. UHAeKC)

MoaxenypoyHas xenesa(Amunasa naHkpeatuyeckas, Miokosa, Konporpamma,
Jlvnasa)

Moukn(06wwmit aHanuns moumn, Pochop HeopraHuyeckuin, Kanuit (K+), Hatpuit (Na+),
Xnop, Marnuii, KpeatmHuH, MouesuHa, (PekomeHayeTca aHaans Moum no
HeuunnopeHko, Y3U nouyek)

PesmatounaHbiit aptput(OAK ¢ /1d, CO3, AC/10, C-peakTnBHbIi 6€10K,
PesmatounaHbiit daktop, AHTuTena CCP)

CaxapHblit AnabeT(AT K MHCYNUHY (KoA.), AT K 6eTa-KneTkam noasKenymouHon
»enesbl (Kon.), AT-GAD (Kon.), UHcynuH, TnioKo3a, TMKUPOBAHHBIM remornobuH
(HbA1c))
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CaxapHblit amabeTt(cKpuHuHr) (F1toKko3a, MnKMposaHHbI remornobuH (HbAlc),
WHcynuH, C-nentna)

CycTabl(ACNO, C-peakTuBHbI 6enok, PeematonaHoiit paktrop, CO, Mouesan
KucnoTa, O6LWmit aHann3 KPoBK C NeiKkounTapHoi dopmynoii (18 napameTpos)
Uenvakua(AT K ravaguHy IgA (Kon.), AT K ranagumny 1gG (kon.), AT K aHgomu3mio IgA
118G (Kau.), AT K peTukyaunHy IgA v I1gG (Kau.))

LWmnToBuaHan kenesa(T4 cs, T4 obwwit, T3 cB, T3 0bwmit, TTT (TupoTtponuH), AT-
MO, AT-TT.)

BUMOXUMMUA (06w 6enok, AnaHnHamuHoTpaHchepasa (ANT),
AcnapTtatamuHoTpaHcdepasa (ACT), Bunnpybun obwmin, KpeatHuH, ModesuHa,
XonectepuH o6wwuii, CbIBOPOTOUHOE Keneso)

OEOUUMT MOOA(KNMHMYECKNit aHanu3 KPoBM ¢ neitkouuTapHoi dopmynoit n CO3
(c MMKpOCKONMe Ma3Ka KPOBM NPW BbIABAEHUMN NAaTONOMMYECKUX U3MEHEHUI)
(BeHO3Has KpoBb), Mog, (Kposb))

MWHEPANbI AN1A 340POBbA(Kanbumii 06wmii, MarHuii, docdop HeopraHuyeckuit)

AKTUBHOCTb BUTAMUHOB(25-0OH Butamut D (25-OH vitamin D, 25(0H)D, 25-
hydroxycalciferol, Butamut B12, akTMBHbIH (X0N0TpaHCKoBanaMmH), JpUTPONOITUH)

LWnToBunaHas »enesa(T4 cs, T3 cs, TTT (Tupotponun), AT-TMO, AT-TT)

ButamuHbl kpacoTsl (A, E, D, B9, B12)

Jlyuwwe, yem ManTy (TB-pepoHOBbIN TecT)

MNporpamma: "MpoBepb cebs Ha NpoYHOCTL"

01.02.AMATHOCTUKA MHOEKLINIA

TORCH-UHDEKLUMU(BMpYC npocToro repneca 118G (kon), Bupyc npoctoro repneca 1
1gM (n/kon), Bupyc npoctoro repneca 2 1gG (kon), Bupyc npoctoro repneca 2 IgM
(n/Kkon), kpacHyxa IgG (Kon), KpacHyxa IgM (n/konwnu), Tokconnasma IgG (kon),
Tokconnasma IgM (kon), umtomeranosmpyc IgG (n/kon), umtomeranosupyc IgM
(n/kon))

MLUP-10 kayecTB(ma3ok/moua/cnepma)(Xnamuaus Tpaxom, Ypeannasma ypean.,
Mwukonnasma reHut, Mukonnasma xom, FapaHepenna sar., TPUXOMOHAc BarMHanuc,
Kanguaa anbbukaHc, Heliccepua roHopeu, Bupyc npoctoro repneca 1/2,
LinTomeranosupyc)

MUP-10 Konwnu. (maszok/moua/cnepma)(Metog, Real-Time)(Xnamuamsa tpaxom,
Ypeannasma ypean., Mukonnasma reHut, Mukonnasma xom, lapgHepenna sar.,
TpuxomoHac BarmHanuc, KaHamaa anbbukaHc, Heliccepus roHopeu, Bupyc
npocroro repneca 1/2, Lintomeranosupyc)

MUP-12 konuu. (ma3ok) (MeToa Real-Time) (Xnamuaums Tpaxomatuc, Ypeannasma
ypeanutukym, Mukonnasma reHutanmym, Mukonnasma xomunuc, FrapaHepenna
BarvHanuc, TPUXOMOHa3 BarMHanuc)

MNUP-12 kauecTs.(ma3oK)(Xnamuama Tpaxom, Ypeannasma ypean, Mukonnasma
reHut, Mukonnasma xom, FapgHepenna sar, TpuxomoHac Bar, Heliccepus roHopen,
KaHamaa anbbukaHc, Bupyc npocroro repneca 1,2, BNY Tun 16, BNY Tun 18,
LiuTomeranosupyc)

MNUP-13 + KBM KonnuecTBeHHbIN(Bupyc npocToro repneca 1,Bupyc npocroro
repneca 2,BMY Tun 16,BMNY Tun 18,fapaHepenna BarnHanuc,KaHamaa
anbbukaHc,Mukonnasma xomuHuc,Helccepma roHopen, TpUXoMoHac
BarMHanuc,Ypeannasma ypeaautukym,Xnamuamsa Tpaxomatuc Liutomeranosmpyc)

MNLP-13 kauecTBeHHbIW(Bupyc npocToro repneca 1,Bupyc npocroro repneca2,BMNY
Tun 16,BMY Tun 18,MapaHepenna BarnHanuc,KaHanaa anbbukarc,Mukonnasma
XOMMHUC,MUKoNIasma reHutanunym,Heiiccepus roHopen, TpuxomoHac
BarvHanuc,ypeannasma ypeanautukym,Xnamvams Tpaxomatuc,Lintomeranosupyc)
NuUP-14 AN MEHWMH(MLUP-13 + naktobaktepum) KonmuecteeHHbIN((Bupyc
npocroro repneca 1,Bupyc npocrtoro repneca 2,BMNY Tun 16,BM4 Tun
18,MapaHepenna BarmHanuc,Kananaa anbbukarc,Mvkonnasma
XOMWHWC,Heliccepua roHopen, TpMXOMOHAC BarvHanuc,Ypeannasma
ypeanutukym,Xnamuausa tpaxomatuc ,Liutomeranosupyc,/laktobaktepum)

MNLP-4 BUPYCbl(aHanun3s maska) KauectBeHHbI(Bupyc npocToro repneca
1,2,Untomeranosupyc ,BMY Tun 16,BMNY Tun 18 (kau.))

MNLUP-4 BUPYCbl(aHanuns maska) KonnyecTseHHbI(Bupyc npoctoro repneca
1,2,Untomeranosupyc ,BMY Tun 16,BMNY Tun 18 (kau.))

MNLUP-4 UMMM naToreHbl(aHanM3 maska) KayecTBeHHbIM(MuWKonnasma reHutanmym
,Heliccepunsa roHopeu , TpUXxoMOHaC BarMHaanc, XnaMnama TpaxomaTuc )

MNLUP-4 UMMM natoreHbl(aHanM3 maska) KoanyecTBeHHbIn(MuKonnasma
reHuTanuym ,Heviccepua roHopew , TpMXOMOHaC BarMHaauc,Xnamumama TpaxomaTuc )

MNLUP-4 UMMM naToreHbl(aHanM3 moyu) KadecTBeHHbIM(MuUKoNaasma reHuTaauym
,Heliccepus roHopen , TpuxomoHac BarmMHanne, Xnammuama TpaxomaTuc )

MNUP-4 UMMM naToreHbl(aHaaM3 moyu,) KOAMYeCTBEHHbIM(MMKONAa3Ma reHuTannym
,Heliccepwmsa roHopen ,TpUxoMoHac BarmHanuc,Xnammama TpaxomaTuc )

MNLP-4 UMMM ycnoBHble naToreHbl(aHann3 masKka) KoauvecTBeHHbI(KaHanaa
anbbukaHc,fapaHepenna BarnHannc,Mmkonnasma XoMuMHUC,Ypeansiasma
YPEeanUTUKym)
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MNLUP-4 UMMM ycnoBHble naToreHbl(aHanM3 masKka) KauyecTBeHHbIV(KaHanaa
anbbukaHc,fapaHepenna BarnHannc,Mukonnasma XoMuMHUC,Ypeaniasma

YPEeanuTUKym) 2
MNLUP-4 UMMM ycnoBHble naToreHbl(aHann3 moum) KayecTseHHblM(KaHamaa
anbbukaHc,lapaHepenna BarmHanuc,Mukonnasma XoMuHUc,Ypeaniasma

YpeanuTuKym) 2
MNLUP-4 UMMM ycnoBHble naToreHbl(aHann3 moum) KonunyecteseHHbI(KaHanaa
anbbukaHc,fapaHepenna BarmHanuc,Mmkonnasma XoMmMHUC,Ypeaniasma

YPeanuTUKym) 2
MNUP-6 konunu.(masok) (MeTog Real-Time) (Xnamuaums Tpaxomatuc, Ypeannasma
ypeanutukym, Mukonnasma reHutanmym, Mukonnasma xomunuc, lapaHepenna
BarnHanuc, TPUXOMOHa3 BarMHanuc) 2
MUP-6 KayecTs.(Mma3ok/moua) (Xnammams TpaxomaTuc, Ypeannasma ypeanutmkym,
Mwukonnasma reHutannym, Mukonnasma xommHuc, NapgHepenna BarmHanuc,

TpWUXOMOHa3 BarmHanuc) 2

MNLP-8 KauecTs.(Ma3ok/moua) (Xnamuams Tpaxomatuc, Ypeannasma ypeaautmkym,
Mwukonnasma reHutannym, Mukonnasma XoMuHuc, FrapaHepenna BarmHanuc,

TpuxomoHac BarmHanuc, KaHamaa anbbukaHc, Heliccepus roHopeu) 2
MNUP-8 Konwnu.(ma3ok/moua) (Metog, Real-Time) (Xnammnaus TpaxomaTtuc,

Ypeannasma ypeanutnukym, Mukonnasma reHutannym, Mmukonnasma XoMmMHHUC,
FapaHepenna sarvHanuc, TpuxomoHac BarnHanuc, KaHamaa anbbukaHc, Heltccepus
roHopew) 2
01.03.41A XEHLWMNH

CHECK-UP Nel ANA MEHLWWH(aHanus kposu)(Fenatut C, Cudunuc, Nrenatut B, AT n

AT Kk BUY %, ANT, ACT, I nuknpoBaHHbIi remornobud (HbAlc),Mnokosa, TTT T4
cBo60aHbIN,CbiB.)Kene3o, KpeatHnH, MoyesuHa,AnbbymuH, IMT,docdop Heopr,

NAT, Kanbumit O,Xonecrepux 06wy, X-AMHA/NMNOHN,Buanpy6un o6, buamnpy6un

npsamoi, KpeatuHknHaza,MHO, ®ubpuroreH,0AK c /1d+CO3,C-peak.6enok, Anbda-
deTonpoTenH, AHTUIreH NNOCKOKNETOYHOM KapumHombl (SCCA),PIA, CA 19-9,CA 15-

3CA 125,CA 72-4) 12-23

CHECK-UP No2 ANA MEHLWH(aHann3 maska)(fMHeKonormyeckmnin Masok Ha
dnopy,/laktobakTepun (konuu.),Bupyc npoctoro repneca 1,2 (koauy.),BMY Tunsi 16,
18 (kau),’KuakocTtHan uutonorua,KaHgnaa anbbukarc (Konuu.),frapgHepenna
BarMHanuc (Koauy.),Munkonnasma xommHuc (Koamy.),Mnkonnasma reHutanmym
(konnu.),Heliccepuma roHopeu (Koany.), TpMXoMoHac BarMHaamc
(konnu.),Ypeannasma ypeanutukym (Koaud.),Xnamuams Tpaxomatuc

(konnu.),Lutomeranosupyc (konmy.). 3
AppeHoreHUTanbHbI KoMnaeKc(U36bITOK MYXKCKMX FOPMOHOB Y MEHLLMH)

(TectoctepoH, Kapawuson, 17-OH-nporectepoH, [iFA-S) 2
YeHcKue ropmoHbl(ntotenHosan dasa) (dctpaamon, MporectepoH) 2
eHckne ropmoHbl(meHonaysa) (TTT, T4 ceobogHbii, OCI, Ictpaanon) 2

YKeHckue ropmoHbl(donnurynapHas dasa)(PCr, /T, MponaktuH, dctpaanon, ArA-S,
TectoctepoH, 17-OH-nporectepoH, TTT, T4 cB, TNo6yAunH, CBA3bIBAOLLMIA NONOBbIE
rOPMOHbI) 2

O6cnenosanue npu 6epemeHHocTH (1 Tpumectp)(BUY 1/2,Fen B,C, RW,0AK ¢

J1®+C0O3, 0.6enok, KpeatuHunH, MouesuHa, X-0O, Mtoko3a, ANT, ACT, buaunpy6.0,
Bup.np.repn. 21gG,lgM, Lintomer.sup.IgG,IgM, Tokconn.IgG,IgM, KpacHyxa IgG,IgM,
dakTop AYTB, AHTUTPOMOBUH lII, Tpomb.8p, PbpuHOreH, MHO,D-gumep,0AM,

'MH.ma30k Ha ¢n, Uccneq.cockobos ¢ LUM un LK, Cbie.xkeneso, M'p.Kposw) 4

O6cnepnosaHue npu 6epemerHocTu (2 Tpumectp)(OAK c /1d, CO3, OAM) 2
O6cnesnosanue npu 6epemeHHocTH (3 Tpumectp)(BUY 1/2,Men B,C,RW, OAK ¢

N1®+CO3, 0.6enokK, KpeaTuHuH, MoyesuHa, X-0, Mntokosa,A/TT,ACT,Bunvpy6uH O,
CbiB.}keneso, A4YTB, AHTUTPOMBMUH IIl, Tpomb.8p, PnbpuHoreH, MHO,D-avmep,

OAM, T'MH.Ma30K Ha ¢n) 3
OHKOMapKepbl 411 KeHwWwmH(npodunaktuyeckoe obcnegosarme)(Anbda-
deTonpoTenH,AHTUreH NIOCKOKAETOMHOM KapumHombl (SCC),P3A,CA 125,CA 15-3,CA

19-9,CA 72-4). 2
NMPODUNAKTUKA PAKA MOJIOYHOM XEE3bI (P3A, BRCAL: 5382 InsC, 4153DelA,
A1708EN, Arg1699T, BRCA2: 6174DelT, Asn372Hi) 6

01.04.014 MYX4YUNH
CHECK-UP Nel ANA MYX*4YUH(aHanu3 kposu)(O6Lwmit aHanns Kposm ¢

nemnkoumtapHom popmynoit u CO3,AT n AT K BUY 1/2 (cCKpUHUHT , Kay.)lenaTuT B,

HBs Ag (kau)l'enatut C, anti-HCV cymm. (Kau),Cudmamc cym. AT (I1gG u IgM)

(kau),Mnoko3a (dTopma),MnKMposaHHbIi remornobun (HbAlc),TTI,T4
c8,A/IT,ACT,Famma-I'T, 14T, KpeaTmHKMHasa,buavpybuH obwmin, bunnpybux

npsmoit, XonecrepuH-J/INMHM,XonectepuH-/IMNBMN,XonectepunH o06wmit, 06wwmit
6enok,AnbbymuH,KpeatuHuH,MouesmHa,CbiIBOPOTOHHOE

weneso,dPunbpuHoreH, MHO (+MNTB u NMTU),Kanbumii 06wmin, Kanuit (K+), HaTpuit

(Na+), xnopuapl, docdop HeopraHnyeckunit,C-peakTmeHbIN 6enok ,06wmii MCA
,CBo6oAHbIN MCA,PA,CA 19-9,CA 72-4,Anbda-deTtonpoTtent ,Cyfra 21-1
(HEMENKOKNETOUHBIN paK Nerkmx) 2
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CHECK-UP Ne2 419 MYX¥YUH(aHanu3 moum)(O6wmit aHanns moym MeTogom
NPOTOYHOW UUTOGAyOpUMETPUM (BbICOKOUYBCTBUTENbHDIN TecT),Cyfra 21-1 B
moue,Bupyc npoctoro repneca 1,2 (kosnuny.),fapaHepensa BarMHanuc
(konnu.),Kanguaa anbbukaHc(Konmny.),Mukonaasma reHuTanamym)
(konmu.),MuKonnasma XoMuUHKUC (Koand.),Heccepus roHopen

(konmu.), TpuxomoHac BarmHannc(koamy.),Ypeannasma ypeaantmkym
(koimu.),MuKkonnasma reHuTannym (Koaud.),Xnamuams
TpaxomaTuc(konwmy.),Llutomeranosumpyc (Koauu.).

My:sKckue ropmoHbl(PCT, 1T, MponakTiH, F106yAunH, CBA3bIBAOLWMIA NONOBbIE
ropMoHbI, urnapoTectoctepoH, TectocTepoH, CBO6OAHbIV TECTOCTEPOH,
cTpaavon)

OHKOMapKepbl 418 MYy}KYMH(NpodunakTuyeckoe obcnesosaHue)(Anbda-
deTonpoTenH (nedveHs), CA 19-9 (NnogskenyaouHas Kenesa, Npsmas U CUrMmoBUaHan

KuwkKa), PIA (Tonctas KuwkKa, npaman Kuwka), 06wmi NCA, CeoboaHbiin NCA, CA 72-

4 (skenygok), Pacuet cootHoweHus MCA csoboatblii/MNCA 06mi)
01.05.014 AETEN

CHECK-UP Nel1 ANA NOAPOCTKOB(aHanu3 kposu)(O6wumit aHanmns Kposu
paclmnpeHHbIi ¢ nelikouutapHoi popmynoit u CO3,06wmin
6enok,KpeatnHuH,MoueBnHa, XonectepuH obuwmii,Mnokosa
(dTopua),FnnknposaHHbI remornobux (HbAlc),ANT,ACT,Famma-IT,Buavpy6ux
Henpsamoit (BuanpybuH npamoi, bunampy6ux obuwmin),OXKCC ,TTT,Kanbumit
06wwmiA,(25-0OH ButamuH D cymmapHbiit (25-OH Butamuu D2 u 25-OH Butamux D3,
06wuit pesynbtat), TectoctepoH,/1T,OCr,3ctpaguon,17-OH-nporectepoH,ArA-S.)

ExxerogHoe obcnegosanue pebeHka(ANT,ACT,Mnoko3a (GTopma),MMKMPOBaHHbI
remorno6uH (HbA1lc),KpeaTuHuH,MouesurHa,(O6Wwmit aHann3 KPOBM PacLUMPEHHbI
¢ neikouutapHo popmynoit n CO3,CoiBopoToyHOE Kene3o,TTT, Kanbuuit

06w, docdarasa wenoyHan,XonectepuH obwmin,06wmin 6enok,0AM,BunmpybuH
Henpsamoit (BunnpybuH npamon, bunnmpybux obumii),Konporpamma,Cockob Ha
3HTEPO6MO03.)

3[10POBbIN PEBEHOK(BeH03Has KpoBb)( KNMHMYECKMI aHann3 Kpos#u ¢
neikounTapHoi popmynoit n COI (C MUKpPOCKONUE Ma3Ka KPOBY NPU BbIABNEHWUM
NaToNOrMYECKUX U3MEHEHWIA),06LLMit aHaNn3 MoYun.)

AHanusbl 419 AETCKOTO cafa, WKO/bI, AETCKOro nareps (BeHo3Han KpoBb).(06Lwmit
aHaNn3 KPOBU C NEMKOLMTapHO popMynoii BeHo3Haa Kposb+CO3,06wwuit aHanuns
MouM, AL reIbMUHTOB, UCCNea0BaHWe cocKoba Ha 3HTepo6Mo3)

AHanusbl gNA AETCKOTO Caja, WKOAbI, AeTCKOro nareps (Kanua.Kposb)(o6bwuii
aHaNU3 KPOBM C NerkoumTapHoi Gopmyaoit BeHo3Haa KpoBb+CO,06wWwuit aHanus
MOuM, ANLA reIbMUHTOB, UccaeaoBaHMe cockoba Ha aHTepobMo3)

01.06.©UTHEC KOMMNNEKChI

®UTHEC KOHTPO/1b CMOPTUBHOTO MUTAHUA(ANT,(ACT,Buanpy6bun
06wmit,Mntokosa (dropua), KpeatunuH, /T, MponaktuH, TectoctepoH, OCT,
ctpagvon, O6wuit 6enok, 06Kt 6enok).

OUTHEC MOHUTOPUHTI(25-OH ButamuH D cymmapHbliii (25-OH sutamuu D2 n 25-
OH suTamuH D3, 06wmit pesynbrat), IcTpaamon, MponakTuH,
TectoctepoH,/1T,dCI,TTI, UHAekc ateporeHHocTv (XC 06wuia, JINBIM),XonectepumH-
JINOHN (B TOM yncne Tpuranuepuabl),Moyesas kucnota,XonectepuH-JINHM.
02.0BLEKNNHUYECKME NCCNEAOBAHUA

02.01.0BLLEKTUHUYECKUE UCCNEQOBAHUA KPOBU

02.01.01.06wumit aHann3 KPoswm

06wWwmit aHanu3 Kposu 6e3 nekounTapHo GopMybl BEHO3HANA KPOBb

O6LWmit aHaNM3 KPOBM PaCLLUMPEHHbIN C AeKkounuTapHoi bopmynoi u
peTuKynouMTammn (ToNbKo BEHO3HaA KPOBb)

KnuHnyeckuit aHanus Kposu ¢ neiikouuTapHoi dopmynoit u CO (c MUKpocKonueit
Ma3Ka KpoBWM NPU BbIABNEHWUM NATONOMMYECKUX M3MeHEHMIH) (BEHO3HAA KPOBb)

KAMHUYecKuii aHanuns Kpoew ¢ ieiikoumTapHoi dopmynoit n COI (c MMKpocKonuei
Ma3Ka KpoBW NPU BbIABNEHWM NAaTONOTMUYECKUX U3MEHeHWIA) (KanuanapHas KPoBb)
02.01.02.CO3

CO3 no BecteprpeHy (BeHO3Has KpOBb)

02.01.03./1eiKkoumTapHaa popmyna

JleikounTapHan dopmyna ¢ 0653aTesIbHOM «PYYHOM» MUKPOCKONMEN Ma3Ka KpoBuU
(BeHO3Has KpoBb)

02.01.04.PeTukynouutbl

PeTuKynouuTbl BeHO3Has KPOBb

PeTuKynouuTbl (KanuaNApHas KPoBb)

02.01.05.[,0M0/IHUTE/IbHbIE UCCAEA0BAHMA K 06LLEMY aHANU3Y KPOBU
OnpegeneHne NPOLEHTHOTO coflep:KaHA MOHOHYK/1IeapoB B KPOBU (BEH. KPOBb)
(Ha3zHauaTb BmecTe ¢ "OAK")

OnpegeneHne NPOLEHTHOTO CoAep:KaHUA MOHOHYKeapoB B KPOBU (Kanua.KpoBb)
(Ha3sHauaTb BmecTe ¢ "OAK")

Moacyet TpombBounToB Mo meToay PoHMO (BEH. KpOBb) (Ha3Ha4YaTb BMecCTe C
"OAK")

6330

5640

3680

8970

4830

1400

1400

4490

5750

350

630

630

630

290

170

290

290

160

160

160



B03.016.006
B03.016.006
B03.016.015
B03.016.014
B03.016.006

A26.19.011
A26.19.011
A26.01.017
B03.016.010
A26.19.010
A26.19.011
A09.19.001
A26.19.010

A09.19.001.001

A26.19.010
A09.19.001

A09.05.011
A09.05.011

A09.05.099

A09.05.014
A09.05.214
A09.05.099
A09.28.002
A09.05.020
A09.05.020
A09.05.018
A09.05.018
A09.05.017
A09.05.017
A09.05.010
A09.05.010

A09.05.073
A09.05.241
A12.06.015
A09.05.079
A09.05.209
A12.06.019
A09.05.009
A09.05.077
A09.05.234

A09.05.250
A09.05.251
A09.05.026
A09.05.026
A09.05.027
A09.05.027

B03.016.017.003

B03.016.017.001

A09.05.264.001

A09.05.025
A09.05.025
A09.05.026
A09.05.026
A09.05.004
A09.05.004
A09.05.028
A09.05.028
A09.05.025
A09.05.025

A09.05.083

rMT.3.7.2.

FMT.9.3.
FMT.9.4.
FMT.10.1.
FMT.9.2.
FMT.9.1.

rMT.21.12.
rMT.21.11.
FMT.21.6.
FMT.21.2.
rMT.21.14.
rMT.21.7.
FMT.21.3.
FMT.21.13.

rMT.21.10.

FMT.21.5.
fMT.21.21.

FMT.1.3.
MT.1.3.1.

rMT.1.64.1

FMT.1.2.
FMT.1.53.
FMT.1.641.1.
FMT.1.641.2.
FMT.1.4.
rMT.1.4.1.
FMT.1.52.
FMT.1.52.1.
FMT.1.5.
FMT.1.5.1.
FMT.1.1.
rMT.1.1.1.

FMT.1.103.
FMT.1.58.
FMT.1.49.
FMT.1.57.
FMT.1.54.
FMT.1.51.
FMT.1.50.
FMT.1.46.
rMT.1.101.

FMT.1.6.
FMT.1.7.
FMT.1.13.
fMT.1.13.1.
rMT.1.12.
rMT.1.12.1.

FMT.1.65.1

rMT.1.67.1

fMT.1.66.1

rMT.1.102.
fMT.1.102.1.
FMT.1.8.
rMT.1.8.1.
rMT.1.10.
fMT.1.10.1.
FMT.1.9.
rMT.1.9.1.
rMT.1.11.
rMT.1.11.1.

FMT.1.18.

Moacyet TpombBounToB No meToay PoHMO (Kanun.KpoBb) (Ha3HauaTb BMecTe €
"OAK")

02.02.0BLEKTNHNYECKMUE NCCNEAOBAHUA MOYU
2-X cTakaHHas npoba

3-X cTakaHHas npoba

AHanus mouun no 3UMHULKOMY

AHanus moum no HeunnopeHko

O6wumit aHanu3 moum

02.03.0BLEK/TMHNYECKUE UCCNEAOBAHUA KANTA
BaacToumcTbl

MMmeHonennaossl

WUccneposaHue cockoba Ha sHTepobMo3
Konporpamma

JIeHTOYHble YepBu

MpocTeiwne

CKpbITasA KPOBb

CTpoHrunongpl

Tect «Colon View Hb 1 Hb/Hp» Ha cKpbITyio KpoBb B Kane (06HapyxeHune
remorno6uHa Uan Komnaekca remornobuHa/rantornobuHa B Kane)

Aua renbMUHTOB

CkpbiTan Kposb (FOB Gold), kan, kon.

03.BMOXMMWNYECKME UCCNEOOBAHNA

03.01.BMOXMMUNYECKUE MCCNEAOBAHUA KPOBU

03.01.01.5enKOBbI U AMUHOKMCIOTHbIN 06MeH

AnbbymuH

AnbbyMUH (Kanun.KpoBb)

AHanW3 KPOBM Ha CoAepXKaHune He3aMeHUMbIX aMUHOKUCNOT (16 nokasaTeneit -

acnapruHoBas, TPEOHWUH, MyTaMWHOBaA, MWULUWNH, aNaHWNH, CePUH, Ba/IUH, METUOHWUH,

newy,

Benkosble dpakumm B T.4. O6WWMI1 Genok

FomoumcTenH

KomnneKcHbIi aHanu3 Ha aMUMHOKMCAOTHI (32 nokasaTens) (KpoBsb)
KoMnneKcHbIM aHanu3 Ha aMMHOKMCNOTbI (32 nokasaTens) (mouya)

KpeaTuHuH

KpeaTuHuH (kanun.kpoBb)

MoueBas kucnota

MoueBas Kucnota (kanun.KpoBb)

MouesuHa

MoueBuHa (Kanun.Kkposb)

O6wuii 6enok

06wmit 6enok (Kanun.kposb)

03.01.02.Cneumnduueckune 6enku

Anbda-1-aHTUTPUNCUH

Anbda-2-makpornobynuH

AxTUCTpenTonusuH-0 (AC/I0)

ranTornobuH

MpPOKaNbLUTOHUH

PesmaTounaHbIi pakTop

C-peaKTuBHbIN 6enok

LlepynonnasmuH

303UHOOUNbHDBIV KaTMOHHbIN 6enoK

03.01.03./IunnaHbIN 06MeH

AnonunonpoTtenH Al

AnonunonpoTtenH B

NHpaekc ateporeHHocTu (XC o6wwmit, NMBIM)

NHpaekc ateporeHHocTu (XC o6wwmit, NMBI) (Kanun.KpoBsb)

JlvnonpoTewH (a)

JlvnonpoTewH (a) (Kanwun.kposb)

HeHacblwweHHble }KupHble KUcnoTbl cemelictea OMEGA-3 (3iKo3aneHTaeHoBas
Kucnota-EPA, nokosarekcaeHoBas kucnoTa-DHA, anbda-nnHoneHoBas Kucnorta-
ALA)

HeHacblwweHHble }KUpHble KUcnoTbl cemelictea OMEGA-6 (nnHonesasn, ramma-
JNIMHONEHOBAA, AUrOMOraMma-JMHONEHOBAsA, apaXxMA0HOBaAs, 31iKO3aAueHoBasn,
[AOKO33aJMeHoBas.

Onpepenernne Omera-3 uHAeKca (oLeHKa pUcKa BHe3anHoW cepaeyHoin cmepTy,
MHPAPKTa MMOKapAa U APYruX cepaevHO-CoCYANCTbIX 3a6oneBaHmii)
Tpurnvuepuapl

Tpuravuepuabl (Kanua.KpoBb)

XonectepuH obwuii

XonectepuH obwumi (Kanma.KpoBsb)

XonectepuH-/INBM

XonectepuH-/IMBIM (Kanun.kpoBb)

XonectepuH-JIMHMN

XonectepuH-/IMHM (kanun.KpoBb)

XonectepuH-/IMOHT (B TOM Yncie TpUranLepuabl)
XonectepuH-/INMOHTT (B TOM uncie TpUrAULEPUAbI) (Kanmn.Kposb)
03.01.04.YrnesoaHblit 06meH

[IMKMpoBaHHbIN remornobuH (HbAlc)
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160

400
520
520
350
350

400
400
290
460
400
350
460
400

1380
400
1150

230
230

3910
400
1380
7590
7590

230
230

290
290
400
400

860
460

2420
460
400

1040

1090

520
520

520
520

3910

3910

3910
230
230
290
290
230
230
230
230
230
230

690



A09.05.023
A12.22.005
A12.22.005
A12.22.005
A12.22.005

A12.22.005

A09.05.056
A09.05.207
A09.05.102

A09.05.041
A09.05.041
A09.05.042
A09.05.042
A09.05.045
A09.05.045
A09.05.180
A09.05.180
A09.05.044
A09.05.044
A09.05.039.001
A09.05.043
A09.05.043
A09.05.039
A09.05.039
A09.05.173
A09.05.173

A09.05.175

A09.05.175

A09.05.046
A09.05.046
A09.05.174
A09.05.175

A09.05.022.002

A09.05.022.002

A09.05.021
A09.05.021
A09.05.022.001
A09.05.022.001

B03.016.007
B03.016.007

B03.016.007

A12.05.019
A12.05.011

A09.05.007
A09.05.008
A09.05.076
A09.05.080
A09.05.082

A09.05.239

A09.05.238

A09.05.177

A09.05.006

A09.05.256
A09.05.193

A09.05.235

A12.06.060

rMT.1.14.2.
FMT.1.16.
rMT.1.16.1.
rMT.1.107.
FMT.1.63.

FMT.1.108.

FMT.1.109.
rMT.1.19.
rMT.1.17.

FMT.1.21.
rMT.1.21.1.
FMT.1.20.
fMT.1.20.1.
FMT.1.22.
rMT.1.22.1.
FMT.1.23.
FMT.1.23.1.
FMT.1.28.
FMT.1.28.1.
FMT.1.26.
FMT.1.29.
fMT.1.29.1.
FMT.1.27.
fMT.1.27.1.
FMT.1.24.
fMT.1.24.1.
FMT.1.31.
MT.1.31.1.
rMT.1.30.
fMT.1.30.1.

rMT.1.32.

rMT.1.32.1.

FMT.1.33.
fMT.1.33.1.
FMT.1.25.
FMT.1.25.1.

FMT.1.36.
fMT.1.36.1.

FMT.1.34.
fMT.1.34.1.
FMT.1.35.
[MT.1.35.1.

FMT.1.62.
FMT.1.60.

FMT.1.601.
FMT.1.59.
FMT.1.591.

FMT.4.9.
FMT.4.2.
FMT.4.8.
rMT.4.1.
FMT.4.6.
FMT.4.5.
rMT.4.3.
rMT.4.7.

rMT.13.2.
rMT.13.4.
fMT.13.1.

rMT.7.2.
rMT.7.1.
FMT.7.5.
rMT.7.3.

rMT.1.110.

'MT.50.24.2121.

rMT.4.4.

[nioko3sa (dpTopua)

[ntoKo30TONepaHTHbIN TecT (0-120)

[ntoKo30TONEepaHTHbIN TecT (0-60-120)

[ 1l0KO30TO/IEPAHTHbIN TECT C ONPEeAENeHUEM FIHOKO3bl U UHCYIMHA
[ 1l0KO30TOIEPAHTHbIN TECT C ONpeAeneHnem roKosbl u C-nentuaa

[ NIOKO30TONEPAHTHBINM TECT C oNpeaeneHnem rnokosbl, C-nentuaa, HCyAnHa
UHaekc uHcynmHopesucteHtHoct HOMA-IR

Nakrat

DpyKTO3aMUH

03.01.05.depmeHTbI

AcnapTtatamuHoTpaHcdepasa (ACT)

AcnapTtatamuHoTpaHcdepasa (ACT) (Kanun.Kposb)
AnaHvHamuHoTpaHcdepasa (ANT)

AnaHvHamuHoTpaHcdepasa (ANT) (kanun. KpPoBsb)

Amwnnasa

Amunasa (Kanua.Kposb)

Amunasa naHKpeaTUyeckan

Amunasa NnaHKpeaTUyeckas (Kanun.KpoBb)

Famma-I'T

Famma-I'T (Kanua.KpoBb)

'mapokcnbyTupataervaporeHasa ( 1-a dpakumn)

KpeaTuHkuMHaza

KpeaTuHKMHa3a (Kanun.kpoBsb)

Naktatgerngporexasa (/14r)

Naktataerngporexasa (J146) (kanun.kposb)

JNlnnasa

Jlunasa (Kanwun.Kkposb)

docdarasa K1cnana HenpocTaTuyeckas

docdarasa KMcnan HenpocTaTuyeckan (Kanun.KpoBb)

docdarasza kucnasa obuwas

®ocdarasa kucnan obwan (kanun.Kposb)

®ocdarasa kucnas npoctatuyeckan (Pocdartasa kucn.obuwasn, docdarasa kuca.
HenpocTaTuyeckas)

®ocdarasa kucnas npoctatuyeckan (Pocdartasa kucn.obuwasn, docdarasa kuca.
HenpocTaTuyeckas) (Kanua. KpoBb)

Pocdarasa wenoyHan

docdarasa WwenouHas (Kanun.kposb)

XonuHactepasa

XonuH3acTepasa (Kanun.kposb)

03.01.06.MUrmeHTHbIN 06MeH

Bununpy6uH Henpamoit (BunmpybuH npamoit, bunampy6un obuymit)

Buanpy6uH Henpamoit (Bunmpybun npamoit, bunnmpybuH obumit) (kanun.kposb)
Brunnpy6uH obwmin

Bunnpy6uH 06wmit (Kanun.KpoBsb)

Brunnpy6uH npamoii

Buanpy6uH npamoii (kanun.kposb)

03.01.07.4mnarHocTMKa NaToNorMm nevyeHn 6es bruoncum

CreatoCKpuH

drbpoMakc

®ubpoMakc (ToNbKO pacyeT NPU HANMYMK PEe3y/IbTaToB UCCIEeL0BaHMUA
CreaToCKpWH)

PubpoTect

®unbpoTecT (ToNbKO pacyeT Npu HANMYMK Pe3yNbTaToB UccnefoBaHNA CTeaToCKpUH)

03.01.08.[inarHocTnKa aHemui

KoaddunumeHT HacbiweHna TpaHcheppuHa
OCC (CbiBOpOTOUHOE Xene3o, JIHKCC)
PactBopumble peuenTopbl TpaHcheppuHa (sTFR)
CblBOPOTOYHOE esie30

TpaHcpeppuH

DeppuUTUH

Ponatbl

SpUTPONO3TUH

03.01.09.AHTMOKCUAAHTHBIV CTaTyC
InyTaTmoHnepokcmaasa (M)

Ob6LWMit aHTUOKCHMAAHTHDIN cTaTyc (TAS)
CynepokcupancmyTasa (COA)
03.01.10.Kapaviomapkepbl

KpeatnHknHasa Mb

MwuornobuH

Mo3srosolt HaTpuitypeTudeckmnii nentug (NT-proBNP)
TpOnoHUH |

03.01.11.ButamuHbl

25-0OH BuTamuH D cymmapHbii (25-OH ButamuH D2 1 25-OH BuTamuH D3, 06wwmit

pesynbTar)
ButamuH B12, aKTUBHBbIN (X0N0TpaHCKo6anamuH)
Butamux B12

N NNNN

N NNN
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NN

290

580

860
1380
2650

3390
1150
350
290

230
230
230
230
290
290
290
290
230
230
290
290
290

230
290

290
290

290

520

290
230

350

350
230

230
230

10470
26160

19780
23120

18860

690
290
2130

580

810

750
1150

2700
3340
3340

350

810
3110
1270

1610
890
750



MeTa60u1Tbl BUTamuHoB rpynnbl D (1,25-OH sutamuHbl D3 1 25-OH ButamuHbl D3,

A09.05.235 rMT.1.61.1. pasgeneHHbIi pesynbTar) 8 4850
MT.4.14. beTta-kapoTuH 8 2100
'MT.4.18. ButamuH B1 8 2100
MT.4.19. ButamuH B2 8 2100
rMT.4.20. ButamuH B3 (HuaumH) 8 2100
MT.4.21. ButamuH B5 8 2100
MT.4.22. ButamuH B6 8 2100
MT.4.17. ButamuH C 8 2100
MT.4.16. ButamuH E 8 2100
MT.4.15. ButamuH K 8 2100
MT.4.11. ButamuH A 8 2100
MT.4.23.1. Butamunbl rpynnsi B (B1,82,B3,B5,86,89,812) 8 11900
rMT.4.24.1. BogopacTsopvmble BuTammHbl (B1,B5,B6,C) 8 7350
FMT.4.25.1. *upopactsopmmble BuTamuHbl (A,D,E,K) 8 7150
rMT.4.26.1 KomnneKcHbI aHanns KpoBum Ha BUTamuHbI (Butamuubl A,D,E,K,C,B1, B5,B6) 8 15200
A09.05.235 MT.1.56.1. KomnneKcHbIM aHanus Kposu Ha ButamuHel rpynnbl D (D2 v D3) 8 4500
03.01.12.MwuHepanbHbI 06MeH
A09.05.206 MT.1.42. Ca++, Na+, K+ 2 580
A09.01.012 rMT.1.72.1. AntoMUHKI (BONOCHI) 6 810
A09.05.266 rMT.1.72.2. ANOMUHUI (KpOBb) 6 810
A09.28.071 rMT.1.72.3. AntoMUHKI (MoYa) 6 810
rMT.1.72.4. ANOMUHWIA (HOrTH) 6 810
A09.01.007 rMT.1.48.11. AHanu3 mrHepanbHoro obmeHa (23 anemeHTa) (Bosochbl) 6 3570
FMT.1.48.31. AHanu3 mrHepanbHoro obmeHa (23 anemeHTa) (moua) 6 3570
FMT.1.48.41. AHanu3 mrHepanbHoro obmeHa (23 anemeHTa) (Hortn) 6 3570
FMT.1.48.21. AHanu3 muHepanbHoro obmeHa (23 anemeHTa) (nn1asma) 6 3570
A09.01.011 FMT.1.69.1. Bop (Bonocbl) 6 810
A09.05.265 FMT.1.69.2. Bop (kpoBb) 6 810
A09.28.070 MT.1.69.3. Bop (moua) 6 810
FMT.1.69.4. Bop (HorTu) 6 810
A09.01.008 MT.1.79.1. *Keneso (Bosnocwl) 6 810
A09.05.242 rMT.1.79.2. *Keneso (KpoBb) 6 810
fMT.1.79.3. Keneso (moua) 6 810
fMT.1.79.4. YKeneso (HorTun) 6 810
A09.01.024 fMT.1.87.1. Kagmuii (Bonocbi) 6 810
A09.05.278 fMT.1.87.2. Kagmuit (kpoBb) 6 810
A09.28.083 fMT.1.87.3. Kagmuit (moua) 6 810
fMT.1.87.4. Kagmuit (Hortm) 6 810
A09.01.008 rMT.1.74.1. Kanwuii (Bonocbi) 6 810
A09.05.034 rMT.1.39. Kanuii (K+), HaTpuii (Na+), xnopuabl 2 580
A09.05.031 rMT.1.74.2. Kanuii (KpoBb) 6 810
A09.28.013 rMT.1.74.3. Kanuii (moua) 6 810
rMT.1.74.4. Kanuii (Horu) 6 810
A09.01.008 rMT.1.75.1. Kanbumit (sonocbl) 6 810
A09.05.242.001 fMT.1.75.2. Kanbumii (KpoBb) 6 810
A09.28.012 fMT.1.75.3. Kanbumit (moua) 6 810
fMT.1.75.4. Kanbumii (Hortum) 6 810
A09.05.206 fMT.1.38. Kanbumit MIoHM3MPOBaHHbIN (Ca++) 2 630
A09.05.032 MT.1.37. Kanbumii obLmnii 2 290
A09.01.017 MT.1.80.1. Kob6anbT (Bon0CHI) 6 810
A09.05.271 MT.1.80.2. Kob6anbT (kpoBb) 6 810
A09.28.076 MT.1.80.3. Kob6anbT (Moua) 6 810
fMT.1.80.4. Ko6anbT (Hortu) 6 810
A09.05.242.001 [MT.1.68.2. Nutnit (KpoBb) 6 810
A09.01.008 MT.1.68.1. JNutnia (Bonocol) 6 810
A09.28.060.001 MT.1.68.3. Nutnit (moua) 6 810
FMT.1.68.4. Nutnit (Hortm) 6 810
A09.05.127 MT.1.43. Marnui 2 230
A09.01.008 rMT.1.71.1. MarHuii (Bonocbl) 6 810
A09.05.242.001 rMT.1.71.2. Marnuii (KpoBb) 6 810
A09.28.060.001 rMT.1.71.3. Marnuii (moua) 6 810
rMT.1.71.4. Marnuii (Hortu) 6 810
A09.01.016 fMT.1.78.1. MapraHed, (Bonocbl) 6 810
A09.05.270 fMT.1.78.2. MapraHel, (KpoBb) 6 810
A09.28.075 fMT.1.78.3. MapraHeu, (moya) 6 810
rMT.1.78.4. MapraHeu, (Hortu) 6 810
A09.05.273 MT.1.45. Megab 2 810
A09.01.008 [MT.1.82.1. Mezb (Bonocol) 6 810
A09.05.273 [MT.1.82.2. Mezb (KpoBb) 6 810
A09.28.060 rMT.1.82.3. Megb (Moua) 6 810
[MT.1.82.4. Megb (Hortm) 6 810
A09.01.023 fMT.1.86.1. MonunbaeH (Bonocobl) 6 810
A09.05.277 fMT.1.86.2. MonunbaeH (KpoBb) 6 810
A09.28.082 [MT.1.86.3. MonunbaeH (mouya) 6 810
[MT.1.86.4. MonunbaeH (Hortn) 6 810
A09.01.021 fMT.1.84.1. Mbiwbsak (Bonockl) 6 810
A09.05.275 fMT.1.84.2. MbiwWwbAK (KpoBb) 6 810
A09.28.080 [MT.1.84.3. MbiwbAkK (Moya) 6 810



A09.01.008
A09.05.030
A09.28.014

A09.01.018
A09.05.272
A09.28.077

A09.01.026
A09.05.280
A09.28.085

A09.01.027
A09.05.281
A09.28.061

A09.01.022
A09.05.276
A09.28.081

A09.01.025
A09.05.279
A09.28.084

A09.01.008
A09.05.242
A09.28.060

A09.01.014
A09.05.268
A09.28.073

A09.05.033
A09.01.015
A09.05.269
A09.28.074

A09.05.274
A09.01.020
A09.05.274
A09.28.079

A09.28.017
A09.28.027
A09.28.027
A09.28.032
A09.28.011
A09.28.011
A09.28.012
A09.28.006
A09.28.006
A09.28.003.001
A09.28.003.001
A09.28.010
A09.28.010
A09.28.009
A09.28.009
A09.28.014
A09.28.014
A09.28.003
A09.28.003
A12.28.002

A09.28.026
A09.28.026

A09.19.010
A09.19.012

A09.05.060

FMT.1.84.4.
rMT.1.70.1.
FMT.1.70.2.
MT.1.70.3.
FMT.1.70.4.
FMT.1.81.1.
FMT.1.81.2.
FMT.1.81.3.
FMT.1.81.4.
FMT.1.89.1.
FMT.1.89.2.
FMT.1.89.3.
FMT.1.89.4.
FMT.1.90.1.
FMT.1.90.2.
FMT.1.90.3.
FMT.1.90.4.
FMT.1.85.1.
FMT.1.85.2.
FMT.1.85.3.
FMT.1.85.4.
FMT.1.88.1.
FMT.1.88.2.
[MT.1.88.3.
FMT.1.88.4.
fMT.1.73.1.
rMT.1.73.2.
MT.1.73.3.
FMT.1.73.4.
MT.1.76.1.
MT.1.76.2.
MT.1.76.3.
FMT.1.76.4.
FMT.1.44.

rMT.1.77.1.
rMT.1.77.2.
rMT.1.77.3.
rMT.1.77.4.
FMT.1.47.

FMT.1.83.1.
FMT.1.83.2.
FMT.1.83.3.
FMT.1.83.4.

rMT.11.1.
rMT.11.4.1.
fMT.11.4.2.
FMT.11.5.
fMT.11.6.1.
fMT.11.6.2.
rMT.11.10.
rMT.11.7.1.
rMT.11.7.2.
fMT.11.3.1.
fMT.11.3.2.
fMT.11.9.1.
fMT.11.9.2.
fMT.11.8.1.
fMT.11.8.2.

fMT.11.11.1.
fMT.11.11.2.

fMT.11.2.1.
fMT.11.2.2.
fMT.10.2.
FMT.11.15.

rMT.11.12.1.
fMT.11.12.2.

rMT.11.16.1

rMT.21.1.
rMT.21.9.
rMT.21.4.
'MT.26.44

'MT.16.8.

rMT.2.1.

MbiwWwbAK (HOrTH)
Hatpwuit (Bonocsl)
Hatpuit (Kposb)
Hatpwuit (moua)
Hatpwuit (HorTm)
Hukenb (Bonocol)
Hukenb (Kposb)
Hukenb (moua)
Hukenb (Horth)
PtyTb (BOSIOCHI)
PTyTb (KpOBb)
PTyTb (MOYa)
PTyTb (HOrTM)
CsuHeL, (Bosocbl)
CBuHel, (KpoBb)
CsuHel, (Moua)
CBuHeL, (HorTn)
CeneH (Bonocsl)
CeneH (KpoBb)
CeneH (moua)
CeneH (HorTu)
Cypbma (Bonocsl)
Cypbma (KpoBb)
Cypbma (Moua)
CypbMma (HorTn)
Tannuit (Bonocol)
Tannuii (kposb)
Tannuit (moua)
Tannuit (Hortum)
TuTaH (Bonockl)
TuTaH (KpoBb)
TuTaH (Moya)
TuTaH (Hortwm)
dPochop HeopraHUYecKunin
Xpom (Bonocbl)
Xpom (kpoBb)
Xpom (moua)
Xpom (HorTu)
LmMHK

LIMHK (Bonocbi)
LIMHK (KpoBb)
LIMHK (Mmoua)
LIMHK (HorTm)

03.02.6BMOXMMUYECKME NCCNEAOBAHUA MOYU

pH (pa3osan)

Amwunasa (pasosas)

Amunasa (cyTouHan)

Bununpy6uH (pasosas)

Inioko3a (pasosas)

Inioko3a (cyTouHan)

Kanbumii (Tonbko cyTouHas)

KpeaTtuHuH (pasosas)

KpeaTtuHuH (cyTouHas)
MuKpoanbbymuH (anbbymun) (pasosas)
MwuKpoanbbymuH (anbbymun) (cytouHan)
MoueBsas Kucnota (pasosas)

MoueBas KucioTa (cyToyHas)
MouesuHa (pa3osas)

MouesuHa (cyTouHas)

Hatpuii, Kanwuit (pasosas)

Hatpuii, Kanwuit (cyTouHasn)

06wwit 6enok (pasosasn)

06wmit 6enok (cyTouHas)

MNpoba Pebepra (cyToyHasn)

Mpoba Cynkosuya (KanbLnit Moum, Ka4ecTBEHHbIN TecT) (pasosasn)

docdop HeopraHUyeckuii (pasosas)
Pochop HeopraHUYecKuit (cyTouHan)

XUMUYECKMIA aHaNIN3 MOYEBOTO KaMHA (CMEKTPOCKONMSA, KOIMYECTBEHHO)
03.03.6BMOXMMMUYECKUE NCCNEQOBAHMA KANA

Broxumunyeckuii aHanus Kana
MaHKpeaTnyeckan snacrasa 1
Yrnesogpl

KanbnpoTeKkTuH B Kane

03.04.6BMOXMMUYECKWNE NCCNEAOBAHUA C/THOHbI

B1OXMMMYECKNiA aHaNN3 CAIOHDBI
04.FOPMOHA/IbHbIE NCCNELOBAHNA

04.01.TOPMOHA/IbHbIE NCCNNEAOBAHUA KPOBU

04.01.01.lLnToBMAaHan Kenesa
T3 06wmin

OO NN
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13-23

N O 0

810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810
810

810
810

810
810

810
810

810
810

810
400

810
810

230

400
230

350
230

350
350
460
230
350

350
350
460
230
350
400
290
230
400

5180

1840
2010

2650

2010

460



A09.05.061
A09.05.064
A09.05.063

A09.05.117
A09.05.097
A09.05.065

A09.05.139
A09.05.147
A09.05.146
A09.05.225
A09.05.160
A09.05.150
A09.05.203
A09.05.131
A09.05.210
A09.05.153
A09.05.087
A09.05.078.001

A09.05.078
A09.05.132
A09.05.154

A09.05.067
A09.05.069
A09.05.149
A09.05.135
A09.05.120.001

A09.05.297
A09.05.296
A09.05.224
A09.05.119
A09.05.058

A09.05.057
A26.06.033

A26.06.033

A09.05.056
A09.05.159

A09.05.205

A09.05.090
A09.05.089
A09.05.249

A09.05.157
A09.05.090

A09.05.144
A09.05.145

A09.05.085
A09.05.124

A09.05.204
A09.05.066

A09.28.036
A09.28.034
A09.28.034
A09.28.034
A09.28.034

A09.28.034.002

A09.28.048
A09.28.064

A09.28.035

FMT.2.2.
FMT.2.3.
TMT.2.4.
FMT.2.7.
FMT.2.6.
FMT.2.8.
FMT.2.5.

rMT.2.17.
FMT.2.54.
rMT.2.11.
FMT.2.52.
FMT.2.18.
FMT.2.50.
FMT.2.53.
rMT.2.12.
FMT.2.51.
FMT.2.16.
FMT.2.14.
rMT.2.10.

FMT.50.2.1368

FMT.2.9.
FMT.2.13.
FMT.2.15.

FMT.2.19.
FMT.2.22.
rMT.2.21.
FMT.2.20.
[MT.2.55.

FMT.2.27.
fMT.1.100.
FMT.2.26.
FMT.2.25.
FMT.2.24.

FMT.2.32.
FMT.2.62.

FMT.2.35.

FMT.2.28.
rMT.2.31.
FMT.2.29.
FMT.2.30.

FMT.2.36.
rMT.2.37.
FMT.2.39.
FMT.2.40.
FMT.2.42.
FMT.2.38.
MT.2.60.

FMT.2.43.
FMT.2.44.

FMT.2.46.
FMT.2.47.

FMT.2.49.
'MT.2.48.

rMT.12.1.
rMT.12.2.
fMT.12.6.1.
MT.12.6.2.
rMT.12.7.1.
rMT.12.7.2.

fMT.12.10.1.
rMT.12.4.
rMT.12.12.
rMT.12.8.1

rMT.12.3.
FMT.12.5.

T3 cBo6OAHbI

T4 06wnit

T4 cBO6OAHbI

TecT nornoweHna TMPeoUAHbIX FOPMOHOB
TupeornobynvH

TUPOKCUHCBA3bIBAOLWMIN TN0BYANH

TTr

04.01.02.MonoBble rOpMOHbI
17-OH-nporectepoH

AHAPOCTEHAMNON TNHOKYPOHUA,
AHApocTeHAMOH

AHTUMIONNEPOB ropMoH (AMH/MIS)
nobynuH, cBA3bIBAOLLMIA NONOBbLIE TOPMOHbI
AurnapoTtectoctepoH

WHrMéumH B

nar

MaKponponakTtuH, B T.4. [ponakTuH
MporectepoH

MponakTuH

CBO6OAHbIN TECTOCTEPOH

TectoctepoH cBo6oaHbIi (onpeaeneHme TectoctepoHa obuiero, FCMNT 1 MHAeKca

cB06OHBIX aHAPOreHoB)

TecTocTepoH

ocr

ScTpaauon
04.01.03.Tvno¢usapHO-HaANOYEYHNKOBAA CUCTEMA
AKTI

AnbpocTepoH

ArA-S

KopTuson

PeHMHOBaA aKTMBHOCTb

04.01.04.MeTab0113M KOCTHOW TKaHU

B-cross laps

Mapkép popmmpoBaHna KOCTHOro maTpukca PINP
OcTeoKanbuuH

KanbuutoHuH

MapatropmoH

04.01.05.Moaxenyno4Han xenesa / MenyaouHo-KULLEYHbI TPaKT

FactpuH

FactponaHens (CKpuUHUHT) (FacTpuH-17 6asanbHbiit, MencuHoreH-1, MencuHorex-1l,

Helicobacter pylori 1gG

FacTponaHens( ¢ Harpyskoi) (facTpuH 17, FacTpuH 17-CTUMYAMPOBAHHBIN,

MencuHoreH |, MencuHoreH Il, H.Pylori 1gG)

WHeynnH

NlenTuH

MpouHcynnH

C-nenTtng

04.01.06.MpeHaTanbHaA AUArHOCTUKA

B-XrY

B-Xr'Y ceoboaHbIM

Benok accoummnpoBaHHbIi ¢ 6epemeHHoCTbio (PAPP-A)
MnaueHTapHbIN nakToreH

MpeHaTanbHbI CKPUHKHT Il TpumecTpa (14-20 Hepens)
3cTpron cBoboaHbIV

MpeHaTanbHbIi CKPUHUHT | TpmecTpa Astraia (11-13 Heaens)
04.01.07.KatexonamuHbl

AapeHanuH, HopaapeHanuH

ALpeHanunH, HopaapeHanuH, fodamuH
04.01.08.610reHHble aMUHbI

fmctamuH

CepoTOHUH

04.01.09.%aKTopbI pocTa

N®P-1(ComatomeamH C)

CTr

04.02.TOPMOHA/NbHbIE MICCNEAOBAHNA MO4YN

17-KC

17-KC xpomaTtorpaduyeckuii metos, (CytouHas mouya)
AapeHanuH+HopaapeHanunH (pasoBasa moya)
AapeHanuH+HopaapeHanunH (cytouHas moya)
AppeHanuH+HopaapeHanmH+odamuH (pasosas moua)
AppeHannH+HopaapeHanuH+odamuH (cyTouHas mouya)

AHann3 Mouu Ha cogepkaHne NPOMEXYTOUHbIX MeTaboNUTOB KaTexoNaMUHOB:

meTaHedPUH, HopmeTaHedPUH (CyTouHan moua)
[ArA-S (cyToyHas moua)
ANNA, (2e30KCMNUPUANHONNH) B MOYe

KomnnekcHoe uccnepoBaHue Ha KaTexonamuHbl, CEPOTOHWMH U UX MeTabonuTbl
(romoBaHMNMHOBASA, BaHWIUNIMUHAANEBAA,5-TMAPOKCUUHAONYKCYCHAA KUCAOTbI)

(nnasma 34T)
KopTuson (cytouHas)
C-nentug (cytouHas)

N O NONNN
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460
520
580
860
860
860
580

630
1270
810
1960
810
1380
1380
630
860
580
630
1040

2240
580
630
630

810
630
580
580
1380

1090

1500

1040
900
630

810

4080

6270
860
810

1090
690

810
980
860
2190
580
1610

1380
1670

1090
1090

1090
630

1150
2010
1610
2300
1670
2240

3450
630
1320

3680
580
630



A09.28.035

A09.07.008

A09.07.011

A09.07.010
A09.07.011

A09.07.007
A09.07.007
A09.07.007
A09.07.007
A09.07.009
A09.07.011

A12.05.007
A12.05.008
A12.05.008
A12.05.006
A12.05.007.001

A09.05.051.001
A12.05.014
A09.05.047
A12.05.039
A12.05.043
A12.30.014
A12.05.027
A09.05.051.002
A12.05.028
A09.05.188
A09.05.050
A12.05.018
A09.05.125
A09.05.126

A09.05.202
A09.05.231
A09.05.201
A09.05.200
A09.05.232
A09.05.247

A09.05.300

A09.05.219
A09.05.245
A09.05.089
A09.05.196

A09.28.054
A09.05.300
A09.05.202
A09.05.246
A09.05.130
A09.19.014

A09.05.195
A09.05.130.001

A08.22.004

A08.22.004

A08.20.015

A08.20.015
A08.01.002

rMT.12.11.

FMT.2.78.

MT.2.80.

rMT.2.77.
MT.2.76.
rMT.2.79.
rMT.2.70.
fMT.2.73.
rMT.2.72.
rMT.2.74.
MT.2.75.
rMT.2.71.
'MT.2.69.

FMT.5.4.
FMT.5.3.
FMT.5.2.
FMT.5.1.
MT.5.5.

FMT.6.8.
FMT.6.11.
rMT.6.12.
FMT.6.3.
FMT.6.13.
MT.6.10.
TMT.6.5.
FMT.6.9.
rMT.6.4.
rMT.6.14.
TMT.6.6.
rMT.6.7.
MT.6.15.
MT.6.16.

rMT.8.7.
FMT.8.6.
FMT.8.8.
rMT.8.9.
FMT.8.22.
rMT.8.10.
FMT.8.25.
FMT.8.19.
rMT.8.17.
FMT.8.18.
rMT.8.12.1.
rMT.8.12.2.
FMT.8.1.

rMT.8.14.

FMT.8.13.
rMT.8.21.
'MT.8.20.
rMT.8.11.
FMT.8.2.

FMT.8.15.

FMT.8.4.

FMT.8.26.1

FMT.8.5.
FMT.8.3.

FMT.14.16.

rMT.14.19.

FMT.14.18.

FMT.14.15.
rMT.14.14.

CBO60AHbBIN KOPTU30/

04.03.FOPMOHA/JIbHbIE UCCNEOOBAHUA CNHOHbI
17-OH-MporectepoH (catoHa) (meTog BIHKX)

17-OH-MporectepoH, AHapocTeHauoH, [lernapoannaHgpoctepoH, Koptuson,
KopTu3oH, MporectepoH, TectocTepoH, IcTpaanon, (cBob. dpakumm B catoHe)
(meToa BIXKX)

AHApoCcTEHAMOH (cntoHa) (meToa BIXKX)

OernapoanuaHapoctepoH (catoHa) (metoa BIXKX)
[ernapoanuaHapoctepoH, MporectepoH, IcTpaanon, TectocTepoH (cBoboaHble dpa
MporectepoH cBoboAHbIN (ctoHa) (MeToa BIXKX)

CBO6OAHbIN KOPTM30A (ABa B3aTUA) (CtoHa) (MeToa BIMKX)
CBO6OAHDBIN KOPTM30/ (0AHO B3ATHE) (CtoHa) (MeToa BIXKX)
CBO6OAHbIN KOPTM30A (TP B3ATMA) (CAtoHa) (MeToa BIXKX)

CBOBOAHbIN KOPTU30. (YeTbipe B3ATUA) (citoHa) (MeToa BIXKX)
TectoctepoH cBo6oaHblIi (catoHa) (meTog BIXKX)

IcTpaamon ceoboaHbIv (catoHa) (meTog BIXKX)
05.MMMYHOTEMATO/IOTMYECKME MCCNEQOBAHUA

AHTUreHbl cuctembl KELL

AT K pe3syc-dpaKkTopy (Kkauecrs)

AT K pesyc-dakTopy (T1Tp)

Ipynna Kposw, pesyc-bakTop

deHoTUNMpOoBaHWE 3puTpoumToB no aHtureHam C, ¢, E, e, Cw , K, k
06.FEMOCTA3MO/IOTMYECKME NCCNEOOBAHUA

D-gumep

AKTMBMPOBAHHOE Bpems peKanbumdukaumm naasmol (ABP)
AHTUTPOMOEUH Il

AYTB

BONYaHOYHBIV aHTUKOAryNAHT

MHO (+MTB 1 NTH)

MNpoTtpom6urHOBOE Bpems, MPOoTPOMBUHOBbIN MHAEKC

POMK

Tpom6uHOBOE Bpems

dakrop VIII

dubpuHoreH

PUbPUHONUTUYECKAA aKTUBHOCTb

MNpoTeunH C

MpoTeunH S.

07.0HKOAMATHOCTUKA

07.01.0HKOMAPKEPbI

CA 125 (AM4HMKK)

CA 15-3 (MON0YHble Kenesbl)

CA 19-9 (noaenynoyHasn Kenesa, Npaman U CUrMOBUAHAA KMLLIKA)

CA 72-4 (»kenynok)

CA-242 (nopskenyaouHan xenesa, TONCTbIN KMWEYHMUK, MPAMAs KMLLKa)
Cyfra 21-1 (HEMENKOKNETOUHbIW PaK NEerkux)

Cyfra 21-1 8 moue

HE4 (anutennanbHblil pak AUYHUKOB)

pro-GRP

S-100 (HeMpo-3HAOKPMHHbIE OMYX0K)

B-2 MuKpornobynuH (numdoma, MHOKECTBEHHAA MMEOMA)

B-2 MuKpornobynuH (numdoma, MHOKECTBEHHAA MMEIOMA)
Anboa-deTonpotenH (neyeHb)

AHTUrEH NJI0CKOKNETOYHOW KapumHoMbl (SCC) (KapuMHOMa WenKu maTku,
HOCOTNOTKW, NULLEBOAA, YXa U Ap. NOKaN3aLmi)

AHTUreH paka moyesoro ny3bipa (UBC) (moueBoi ny3bipb)

NHaekc ROMA B noctmeHonayse (3nutennanbHblii pak AMYHUKOB)
NHaekc ROMA B npemeHonayse (3nuTenmnanbHbii pak AUYHUKOB)
Helipocneunduyeckan eHonasa

061wmit MCA (MpocTaTuyeckuin cneundruyecknin aHTUreH)

Onyxonesas M2 nupyBaTKMHa3a (KONOpPeKTanbHbIN pPaK)

MCA cBo60aHbIi/TNICA 06Wwmit (and. AMarHoCTMKa ageHoOMbl M KapLMHOMbI
npeacTaTenbHON Kenesbl)

NHAeKc 300poBba npocTaThl (phi-nHAeKc). OueHKa pyUcKa Hanuuma paka
npeacraTenbHoM xenesbl_MK

P3A (TonCTan KMWKa, NpAMas KuLwKa)

CBobogHbIi MCA (npeactatenbHasn Kenesa)

07.02.umnTonoruna

07.02.01.MyHKTaTbI LLUTOBUAHOM XKenesbl

MccnepoBaHWe NyHKTATOB LWMTOBUAHOM Kesesbl

WccnepoBaHWe NYHKTATOB LWMTOBUAHOM Kee3bl METOLOM KUAKOCTHOW LUTONOMK
BD ShurePath

07.02.02.MyHKTaTbl MO/IOYHOM }Kefie3bl U COCKOBbI KOXM
MccnepoBaHMe NYHKTAaTOB KOXKM M MOJIOYHOM Kenesbl MeTOA0M XUAKOCTHOM
uutonormm BD ShurePath

WccnepoBaHWe NyHKTaTOB MOIOYHOM Kenesbl

WccnepoBaHve cockoba Koxu
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1380
690
750
460

1610

1270
230
580
290
810
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290
230
290

1440
350
230

1950

2450

860
860
920
1040
1440
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2760
2070
2300
2300
810
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460

1150
2130
2300
2300
1320
630
2130

1090

4030

750

860

810

1730

1730

810
810



A08.20.017
A08.20.017.001

A08.20.017.002

A08.20.004
A08.20.013

A08.16.008
A08.16.007

A08.28.012

A08.09.011

A08.16.008

A08.30.016

A08.30.028
A08.30.027

A08.30.004

A08.22.003

A08.20.009

A08.20.009

A08.07.009

A08.30.046

A08.30.046

A08.18.003

A08.01.001

A08.20.007
A08.20.002.001
A08.20.011

A08.20.002.001
A08.20.002.001

A08.21.001

A08.21.001

A08.21.001

A08.07.002

A08.08.001

rMT.14.11.
FMT.14.2.

FMT.19.102.1.

rMT.14.21.

FMT.14.13.

fMT.14.3.
rMT.14.17.

MT.14.6.
rMT.14.12.

'MT.14.10.

rMT.14.1.

FMT.14.5.
'MT.14.20.

rMT.14.9.

FMT.14.8.
rMT.14.7.

fMT.29.21.

FMT.15.31.

FMT.15.32.

[MT.15.32.1.

FMT.15.33.

FMT.15.34.

[MT.15.34.1.

FMT.15.35.

FMT.15.36.

[MT.15.39.1.
fMT.15.39.2.
'MT.15.37.

MT.15.38.
'MT.15.39.

MT.15.40.2.

MT.15.40.1.

MT.15.40.

FMT.15.41.

'MT.15.42.

07.02.03.Cockobbl C WEeMKM MaTKu U LLePBUKaAbHOIO KaHana
WccnepoBaHune cocko60B ¢ weiikv maTku (no ManaHukonay, Pap-tecr)
WUccnepoBaHne cockoboB C LIEMKM MaTKU M LiepBUKaNbHOIO KaHana
KOMMMJIEKCHBIN CKPUHUHT PAKA LUEMKM MATKM: Lutonornueckoe
nccnefoBaHme COCKOBOB LWENKM MAaTKU U LLePBUKANbHOTO KaHana MeTooM

¥UOKOCTHOM LIUTOOMMM BD SurePat
PACLUMPEHHbIN KOMMIEKCHBIA CKPUHUHT PAKA LUEAKIU MATKM:

LiuTonoruyeckoe nccneaoBaHve cOCKOB0B ek MaTKu(*KUAKOCTHan LMTonorus:
nccnefoBaHue COCKOBOB LWENKM MaTKU U LLepBUKaNbHOTO KaHana C OKPacKoii no
ManaHukonay (TexHonorus BD ShurePath),BMY Tunbl
16,18,31,33,35,39,45,51,52,56,58,59 reHotun. + Konud. (Metog Real-Time)
(kony.).

CKPUHWHT PAKA LLIEMKM MATKMU: LiuTonornyeckoe uccneosaHme cocko6os
WeViK1 MaTKM U LIepBUKabHOMO KaHana metogom KUAKOCTHOM LWMTONOMMK BD
SurePath FocalPoint

07.02.04.Acnunpat Noa0CTU MATKK

WccnepoBaHue acnupata nosocTy MaTku

LiuTonornyeckoe uccneaosanve NANMNENb-BUONCUN SHAOMETPUA meToaom
KUAKOCTHOM umtonormm BD SHURE PATH

07.02.05.9HA0CKONUYECKUIA MaTepuan

WccnepoBaHne 3HAOCKONMYECKOro maTepurana

WccnepoBaHue 3HAOCKONUYECKOro matepuana Ha Helicobacter pylori
07.02.06.LUntonorna moum

LinTonornyeckoe nccnepoBaHme Mouu

07.02.07.UccnepoBaHne MOKpOTbI

WccnepoBaHve MOKpPOTbI

07.02.08.4pyrne uccnegoBaHus

WccnepoBaHWe NyHKTaToOB APYrMX OPraHOB W TKaHew

WccnepoBaHue NYHKTaToOB APYTVX OPraHOB UM TKAHEeN MeTo40M KUAKOCTHOM
uutonoruv BD ShurePath

UccnepoBaHue cockob60B M OTNEYaTKOB OMyXo/ei 1 onyxoanesonogo6HbIX
ob6pazoBaHuin

UccnepoBaHue cockob0B M OTNEeYaTKOB 3p03uiA, A3B, PaH, CBULLEN
WccnepoBaHWe IKCCyAaToB, TPACcCyAaToB, CEKPETOB, IKCKPETOB
07.03.MMMYHOLUTOXNUMUSA

MNMMYHOLMTOXMMMUYECKNI CKPUHUHT paKa Welku maTku: p16ink4, Ki67
(Ha3HauaeTcA LONONHUTENBHO MW BMECTE C YKUAKOCTHOW LUTONOTMEN:
nccnefoBaHne COCKOBOB LWEMKM MaTKM U LiePBUKANbHOTO KaHaia ¢ OKPacKowi no
ManaHukonay (texHonorua BD ShurePath)

07.04.TCcToNnorua

07.04.01.lLluToBnAaHan enesa

TMcTonornyeckoe nccneoBaHMe WMTOBUAHOM Xenesbl

07.04.02.MonouHas xenesa

IMcToNorMyeckoe nccnesoBaHUe MOIOYHOM Xenesbl (BUoncuitHbIM maTepuran)

TMcTonornyeckoe nccaefoBaHNe MOIOYHON XKeslesbl (onepaLMoHHbIA MaTepuan)
07.04.03.CntoHHbIe enesbl

TMcTonornyeckoe NccnefoBaHMe COHHDBIX Xenes
07.04.04.Kenyf04HO-KULLIEYHDbI TPaKT

TMcToNorMyYecKoe UccnesoBaHme Kenya0uHO-KULLEYHOro TPaKTa (6MoNCUitHbINi
marepuan)

TMcTonornyeckoe nccaesoBaHme Kenya04HO-KULLEYHOTO TPaKTa (ONepaLyoHHbIi
marepuan)

07.04.05.Markue TKaHu

IMcTonornyeckoe nccaesoBaHne MATKUX TKaHEN (CTEHKM paHeBbIX KaHANOB, TKaHb
CBULLEBbIX XOL,08B U rpaHyaL,

07.04.06.Koxka

TMcTonornyeckoe nccaesoBaHMe KOKHbIX U MOAKOXKHBIX HOBOO6PA30BaHMiA
07.04.07.MaTKa / AN4HUKK

TMcToNorMyeckoe UccnesoBaHne MaTky € NpuaaTKamm

rMcTonornyeckoe nccaefoBaHme LEPBUKANbHOMO KaHana

TMcTonornyeckoe nccaefoBaHme WERKU MaTku

TMcTonornyeckoe nccnefoBaHne sHAOMEPUA (AMarHocTuyeckoe BbickabamaHue)
FcTonornyeckoe nccneaosanme sHaometpua (MANMNE/b-EMOMNCUA)
07.04.08.MpepacTatenbHan xenesa

TMcTonormyeckoe nccneposaHune Gruoncum NnpeacTaTenbHom xenessl (6onee 12
06pasuos)

TMcTonornyeckoe nccneposaHue bGuoncum NnpeacTaTenbHoM enesbl (Ao 12
06pasuos)

TMcTonormyeckoe nccnesoBaHne NpeacTaTeNbHOM Xenesbl (onepauyuoHHbI
maTtepwuan)

07.04.09.MonocTtb pTa

TMcTonornyeckoe nccnesoBaHune onyxonenoobHbix 06pas3oBaHMil NONOCTH pTa
07.04.10.MonocTtb Hoca
TMcTonormyeckoe nccnesoBaHne obpasoBaHmMii nasyx Hoca
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A08.28.005

A08.09.002

A08.06.004

A08.06.002

A08.06.002

A08.12.001

A08.30.046

A08.03.002

A08.03.002

A08.30.013
A08.30.013.001
A08.30.038
A08.30.013
A08.30.013
A08.30.013
A08.30.034

A08.30.013
A08.22.003.001
A08.30.013
A08.30.013
A08.30.013

A08.01.001.002

A08.09.002.002
A08.06.002.001

A08.30.013

A08.23.002.001

A08.28.009.003

A08.20.003.002

A08.20.003.002

A08.30.013

A08.30.013

A08.21.001.002

A08.30.006

A08.30.006

A08.30.006

A08.30.036

FMT.15.43.

FMT.15.44.

FMT.15.45.

FMT.15.46.

FMT.15.46.1.

FMT.15.47.

FMT.15.48.

FMT.15.55.

FMT.15.56.

X.12-039

MT.50.105.1405.
MT.50.106.1405.
FMT.50.110.1405.
MT.50.108.1405.
FMT.29.34.
MT.29.38.
FMT.29.37.

FMT.29.25.
FMT.29.23.
FMT.29.22.
FMT.29.32.
FMT.29.33.

FMT.29.26.

FMT.29.24.
MT.29.30.

FMT.41.801

FMT.29.27.

FMT.29.31.

FMT.29.29.

FMT.29.48.

FMT.29.49.

FMT.29.50.

FMT.29.51.

'MT.29.28.

FMT.29.41.

FMT.29.39.

FMT.29.43.

FMT.29.5.

FMT.29.35.

FMT.50.114.1405.

07.04.11.Moukm / Mouesor ny3bipb

I'McTonormyeckoe uccnefoBaHve NoOYeK, OpPraHoOB MOYEBbIAEUTENbHON CUCTEMBI
07.04.12./1erkoe

McTonormyeckoe nccnepoBaHme Nerknx

07.04.13.CeneseHka

IncTonormyeckoe nccnefoBaHve ceneseHku

07.04.14.lumdbaTtnyeckue y3nbl

I'McTonornyeckoe uccnepoBaHue AMmbaTnyeckux y3nos (1-5 numooysnos)

I'McTonornyeckoe nccnepoBaHune numebaTnyeckux y3nos (6onee 5 aumdoysnos)
07.04.15.Cocyapl

IMcTonormyeckoe nccnepoBaHme cocyaos

07.04.16.0pyraa nokanunsaumsa

McTonormyeckoe uccnepoBaHve maTepuana Apyrov NoKanmsauum

fMcTonornyeckoe uccnefoBaHve 6MONCUMHOIO MaTepmana KOCTHOM TKaHU (onyxonm

1 onyxonenofo6Hble 3a60neBaHUA KOCTU U CYCTaBOB)
I'McTonormyeckoe UccneoBaHWe onepaLMoHHOro MaTepuana KOCTHOM TKaHU
(onyxonu 1 onyxonenoao6bHble 3a601€BaHNUA KOCTU U CYCTaBOB)

IMcTonornyeckoe nccneoBaHune aHAOCKonuueckoro matepuana XKKT npu
BOCMANUTENbHbIX 3a601eBaHUAX (eNyaoK - MHorodpokycHas 6uoncus no
knaccuomkaummn OLGA 2010)/KMLWEYHUK - cTaHAApTHaA MHorodoKycHas 6uoncus)
07.05.MMMYHOTUCTOXMMMUA

07.05.01.0npeaeneHmne u oueHKa NPOrHOCTUYECKMU 3HAUYMMbIX MapKepOB B
3/10Ka4eCTBEHHbIX 3NUTENNANIbHbIX OMYXONAX

EGFR (anugepmanbHbiit pakTop pocra)

HER 2/neu

Kie7

p53

VGFR

UIX-uccnepoBaHmne Ha XpOHUYECKUid aHaomeTput (CD-138)
UrX-uccneposaHune peuentusHocTv aHgomeTpua: RE, RP

MMMYHOTMCTOXMMUYECKOE UCCNeA0BaHNE XKeNyA0YHO-KULLIEYHOro TpaKTa
MNMMYHOrMCTOXMMMUYECKOe nccneaoBaHne LMTOBUAHOMN Kenesbl

MMMYHOrMCTOXMMMUYECKOe NUcCneoBaHNe TMHEeKON0rMYecKoro maTepmuana
NMMYHOTMCTOXMMMUYECKOE UCCNef0BaHNe APYrMX OPraHoB 1 TKaHeM
NMMYHOTMCTOXMMUYECKOE NCCNeA0BaHNe 3/10Ka4yeCTBEHHbIX OI'IYXOIIGﬁ 6e3
BblAB/IEHHOro NepBWYHOro o4ara

LunddepeHumanbHan ANarHoCcTMKa MeNaHoLMTapHbIX 06pasoBaHU KOXKM
MIMMYHOrMCTOXMMUYECKOE MCCIeA0BaHNE NErKOro

MIMMYHOrMCTOXMMUYECKOE MCCIe0BaHNe IMMPATUYECKNX Y3108
MMMYHOTMCTOXMMUYECKOE MCCNELOBAHUE MOJIOYHOW KENE3bI (ER, PR,
Her2/neu, Ki67)

MIMMYHOrMCTOXMMUYECKOE UCCIeA0BaHME MATKMX TKaHeN (MbleYHasn, 1poBas,
HEpBHasA U CUHOBMANbHAA)

MIMMYHOTMCTOXMMUYECKOE MUCCNef0BaHNE OMYXONei FONOBHOTO U CMUHHOTO
mo3ra

MIMMYHOrMCTOXMMUYECKOE MUCCIeA0BaHME NOYEK U APYTMX OPraHoB
MOUYEBbIAEIUTENbHOM CUCTEMBI

KomniekcHoe MMMYHOTUCTOXMMUYECKOE UCCNeA0BaHME NPU XPOHUYECKOM
aHgometpute (CD 138, CD 20, CD16,CD56)

PaclwmpeHHoe KOMNAEKCHOe MMMYHOTUCTOXMMUYECKOe UCcCneAoBaHNe sHAOMEeTpUA

(CD 138, CD 20, CD16,CD56, ER, PR)

MNMMYHOrMCTOXMMMYECKAA AMarHOCTMKa 3aboneBaHuii Wwelikn maTtkm pl6ink4, Ki67
MMMYHOTUCTOXMMUYECKOE UCCNeA0BaHNE XKeNyA0YHO-KULLIEYHOro TPaKTa
(61ONCUItHBIN/3HAOCKOMMYECKHI MaTepuan)

MMMYHOrMCTOXMMUYECKOoe UCCNe0BaHNe NpeacTaTeNbHOM Xenesbl
07.06.0HKO/TIOTMYECKAA SKCNEPTU3A

MNepecmoTp rotosbix TMCTO/IOMMYECKUX npenapaTtos BeAyLwmmn Poccuiickumm
Skcneptamu (BTOPOE MHEHME), ueHa 3a cayyait

MNepecmoTp rotosbix TMCTO/IOMMYECKUX npenapatos Bpadamu JlabopaTtopmu
lFemotect (BTOPOE MHEHWE) (Kpome naTo/iorMm KOCTHOW TKaHu, onyxonei LHC,
nvmdo-nponndep

MNepecmoTp rotosbix LUTO/TOTMYECKUX npenapaToB BeAyLiMmn Poccuiickumm
Jkcneptamu (BTOPOE MHEHME), ueHa 3a cayyait

07.07.A40NONHUTENBHbIE YCNYTU

[JlononHWTeNnbHOe U3roToBAEHWE TMCTONOMMYECKMX NpenapaTos

Lindposoe ckaHMpoBaHWe NpenapaTos Ha CKaHupytolwel cucteme Aperio
ScanScope System AT (3a cayyai)

07.08.9J1YOPECLIEHTHAA TMBPUAN3ALUA in situ (FISH)

OnpeaeneHune HER2 cTaTyca onyxonn MOI0OYHOW Kefle3bl MeTOL0M
dnyopecueHTHOM rmbpuamsaumu in situ (FISH)
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A12.20.001
A12.20.001
A12.28.015
A12.20.001

A12.21.005

A26.09.001
A26.01.018
A12.09.010

A08.08.003

A09.04.003
A08.08.003
A12.21.003

A26.05.020.001
A26.05.020.002
A26.05.019.003
A26.05.019.001
A26.05.019.002
A26.05.023.001
A26.05.023.002
A26.05.026.001
A26.05.030.001
A26.05.019.003
A26.19.072.001

A26.05.021.002

A26.05.021.002

A26.05.053.001

A26.06.107

A26.23.033.001

A26.08.050.001
A26.30.017.001
A26.30.017.002
A26.05.011.001
A26.05.011.002
A26.08.049.001

A26.08.064.001

A26.05.046.001

A26.08.019.001

A26.19.076.001

A26.19.068.001

A26.01.006

A26.05.042.001
A26.05.039.001
A26.05.039.002

rMT.16.1.
rMT.16.1.1.
FMT.16.2.
FMT.16.1.2.

FMT.16.3.

FMT.16.15.
FMT.16.5.
rMT.16.4.

rMT.16.17.

rMT.16.12.
FMT.16.10.
FMT.16.14.

rMT.19.1.
FMT.19.44.
FMT.19.5.
FMT.19.3.
FMT.19.45.
FMT.19.8.
FMT.19.95.
fMT.19.10.
FMT.19.6.
FMT.19.97.
[MT.19.54.2.

FMT.19.49.

FMT.19.96.

FMT.19.91.1.
[MT.19.56.1.
[MT.19.56.2.
FMT.19.91.2.
FMT.19.55.

FMT.19.107.

FMT.19.106.

rMT.19.38.

[MT.19.35.2.
FMT.19.71.2.
[MT.19.35.1.
fMT.19.71.1.
[MT.19.51.2.
[MT.19.51.1.

[MT.19.52.2.

fMT.19.52.1.

MT.50.8.2090.
fMT.19.151

FMT.19.54.

MT.19.53.

FMT.19.34.2.
FMT.19.34.3.
FMT.19.34.1.
FMT.19.85.
FMT.19.86.
FMT.19.43.

08.MMUKPOCKOMWYECKWUE UCCNTIEAOBAHUA

08.01.MUKPOCKOMUYECKME MCCNEAOBAHUA YPOTEHUTA/IBHOIO TPAKTA
TMHeKoNorMyecknin Masok Ha dnopy

Masok Ha diopy 13 Bnaranvwa

Masok Ha dopy 13 ypeTpbl

Mas3oK Ha opy 13 LepBMKaNbHOTO KaHana

08.02.MUKPOCKOMWNYECKMNE UCCNEOOBAHUA CMNEPMbIl M CEKPETA MPOCTATDI
CeKpeT npocTaTbl

08.03.MUKPOCKOMUYECKME MCCNELOBAHUA APYIUX IOKANTN3ALINIA
AHanW3 MOKpPOTbI Ha MUKOGaKTepum Ty6epKynesa

AHanu3 Ha AemogaeKc (pecHuLpbl, KoxKa)

KNUMHWYECKWI1 aHann3 MOKpPOTbI

Mas30K Ha 303MHObUAbI OTAENAEMOTO CIU3UCTLIX 060104eK (Ma3Ku K3 HOCa, 3eBa,
yxa, OTAeNAeMOro rnasa)

MWKpOCKONUYecKoe NccnesoBaHne CUHOBUANbHOM KUAKOCTH
PvHouuTOrpamma

TecT Ha peTporpagHyto 3AKyNALMUIO

10.AMATHOCTUKA VIH¢EKLI,VII7I

10.01.MUKPOBNOTOTMYECKUE UCCNEQOBAHUA

10.02.MUP-ANATHOCTUKA

10.02.01.BupycHble renaTuTbl

Bupyc renatuta B - (kau.)

Bupyc renatuta B - (konuny.) (MeTog Real-Time)

Bupyc renatuta C - (reHotun.) (MeTopa Real-Time)

Bupyc renatuta C - (Kau.)

Bupyc renatuta C - (konny.) (Metog Real-Time)

Bupyc renatuta D - (Kau.)

Bupyc renatuta D (konnu.)

Bupyc renatuta G - (Kau.)

Bupyc renatuta A - (kau.)

Bupyc renatuta C (reHotun. 1a, 1 b, 2, 3a, 4, 53, 6) (kau.)

JHTeposumpyc(kan.) (kau.)

10.02.02.BNY-uHpeKLmm

BMY-1 (kau.) (Metog Real-Time) (kau.)

10.02.03.PaHHAA anarHoctuka renatuta B, C, BUY-1, BUY-2

PaHHAA anarHocTuka Hdekrumin: PHK HCV, AHK HBV, PHK BUY-1, PHK BUY-2
(ynbTpauyBcTBUTENbHbIN MeTog) (Kau.)

10.02.04.KneweBble MHPeKLUMN

Boppenus 6ypraopdepu (Borrelia burgdorferi) (kposb)(konwnu.)

Boppenus 6ypraopdepu (Borrelia burgdorferi) (kposb) (kau.)

Boppenus 6ypraopdepu (Borrelia burgdorferi) (moua) (kau.)

Boppenus 6ypraopdepu (Borrelia burgdorferi) (moua) (koawny.)

Bupyc knewesoro sHuedanuta (Metog Real-Time) (kau.)

KomnnekcHoe nccnepoBaHue Ha MHbeKLMK, NepeaaBaemble Kaelwammu: 6oppenmnos,
Kneweso aHuedanunT, 3panxXmos, aHannasmos (buomartepman KpoBb)
(KayecTBEHHbI aHaNun3)

KomnnekcHoe uccnefoBaHue Ha MHOEKLMK, NepesaBaemble knelammu: 6oppennos,
KNeLweBoi sHLEeDANNT, 3PIMXMO3, aHanNa3mos (bruomaTepuran KneLw)
(kauecTBEHHbIN aHanwu3)

10.02.05.PecnupatopHble MHbeKLMK

BopaeTenna nepryccuc (Kay.)

Bupyc dnwreitHa-bapp (masok) (Kauy.)

Bupyc dnwreitHa-bapp (ma3ok) (kosnuny.)

Bupyc dnwreitHa-bapp (3ATA) (kau.)

Bupyc dnwreitHa-bapp (34TA) (konny.)

MwKonnasma NHeBMOHUM, XNamnana NHEBMOHUM (Ma3oK)

MwuKonna3ma nHeBMOHMUKU, Xnamuama nHesmoHum (34TA)

Helccepua meHnHrTuamc, Femodunyc nudntoeHua, CTPeNTOKOKKYC MHEBMOHWUM
(masok)

Heviccepua meHuHrutuamc, Ffemodunyc nHdntoeHua, CTpenToKoKKYC NHEBMOHUN
(34TA)

Onpepenenne PHK Bupyca rpunna A (HIN1-swine) B KAMHWYECKOM MaTepuane
meTtogom MNUP

KopoHaswupyc, PHK(SARS-CoV-2, MLP) ma3oK , Kau.

10.02.06.0cTpble KMULWEYHbIE MHbEKLMM

PoTasupycol rpynnbl A (Rotavirus A), Hoposupycbl 2 reHotuna (Norovirus 2
reHoTvn) n Actposupycol (Astrovirus) (kauy.)

LWurenna (Shigella spp.) n sHTepounHsasusHble E. coli (EIEC), CanbmoHenna
(Salmonella spp.), Kamnunobakrepum (Campylobacter spp.) (kau.)
10.02.07.[pyrve 6akTepuanbHble U BUPYCHbIE MHBEKLMM

Bupyc Bapuuenna-3octep (ma3sok) (kau.)

Bupyc Bapuuenna-3octep (moua) (Kau.)

Bupyc Bapuuenna-3octep (34TA) (kau.)

KpacHyxa (Kau.)

KpacHyxa (Konny.)

Jluctepums moHoumToreHec (Kau.)
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A26.08.074.001
A26.09.080.001
A26.28.028.001
A26.05.047.001
A26.30.026.001
A26.30.026.001
A26.30.026.001
A26.30.026.001
A26.05.013.001
A26.05.013.001
A26.19.070.001
A26.19.070.001
A26.16.004

A26.16.004

A26.08.058.001
A26.08.058.002
A26.28.009.001
A26.28.009.002
A26.05.017.001
A26.05.017.002

A26.30.018.001
A26.30.018.002

A26.05.033.001
A26.05.033.001
A26.26.012.001
A26.28.023
A26.05.035
A26.26.012.001
A26.28.023
A26.26.012.001
A26.26.012.001
A26.28.023.001
A26.28.023.001
A26.05.035.001
A26.26.012.001
A26.28.023
A26.05.035
A26.26.012.001
A26.28.023

A26.26.017.001
A26.26.017.001

A26.20.032
A26.20.032
A26.21.027.001
A26.21.027.001
A26.28.024.001
A26.28.024.001
A26.20.009.002
A26.20.009
A26.20.009
A26.20.009
A26.20.009

A26.20.009.002
A26.20.009.003

A26.20.009.003
A26.20.009.002

A26.20.030.001
A26.20.030.001

A26.26.017.001
A26.26.017.001
A26.21.044
A26.21.044
A26.20.032
A26.20.032

FMT.19.32.2.
FMT.19.32.4.
FMT.19.32.3.
FMT.19.32.1.
FMT.19.39.2.
FMT.19.74.2.
FMT.19.39.3.
FMT.19.74.3.
FMT.19.39.1.
FMT.19.74.1.
FMT.19.37.1.
FMT.19.72.2.
FMT.19.37.2.
FMT.19.72.1.
FMT.19.31.2.
FMT.19.69.2.
FMT.19.31.3.
FMT.19.69.3.
FMT.19.31.1.
FMT.19.69.1.

FMT.19.24.2.
FMT.19.68.2.
[MT.19.24.3.
[MT.19.68.3.
FMT.19.24.1.
[MT.19.68.1.
FMT.19.108.2
FMT.19.108.3
FMT.19.108.1
FMT.19.109.2
FMT.19.109.3
[MT.19.23.2.
FMT.19.67.2.
[MT.19.23.3.
[MT.19.67.3.
[MT.19.23.1.
FMT.19.110.2
fMT.19.110.3
FMT.19.110.1
FMT.19.111.2
fMT.19.111.3

rMT.19.777.
rMT.19.77.

FMT.19.83.
FMT.19.84.
fMT.19.16.1.
[MT.19.60.1.
[MT.19.16.2.
[MT.19.60.2.
FMT.19.46.
FMT.19.25.
rMT.19.78.
FMT.19.26.
MT.19.88.
FMT.19.92.
FMT.19.93.
rMT.19.27.

FMT.19.57.

FMT.19.47.

'MT.19.28.
'MT.19.30.
'MT.19.90.
fMT.19.29.
'MT.19.89.
fMT.19.19.1.
FMT.19.63.1.
fMT.19.19.2.
fMT.19.63.2.
fMT.19.22.1.
fMT.19.66.1.
fMT.19.22.2.
'MT.19.66.2.
rMT.19.79.
'MT.19.80.

MukobakTtepun Ty6epkynesa (Masok)
MukobakTepun Ty6epkynesa (MokpoTa)
MukobakTtepun Ty6epKkynesa (moua)
Mukobaktepun Ty6epkynesa (34TA)
Tokconnasma MoHay (masok) (kau.)
Tokconnasma lNoHam (masok) (konnd.)
Tokconnasma MoHan (moua) (Kauy.)
Tokconnasma lNoHam (moua) (Koauy.)
Tokconnasma MoHam (34TA) (kau.)
Tokconnasma MoHam (34TA) (Koauy.)

Xenukobaktep nunopu (kan) (Metog Real-Time) (kau.)
Xenunkobaktep nunopu (kan) (Metog Real-Time) (konny.)
Xenunkobaktep nunopu (masok) (Metog Real-Time) (kau.)
Xenunkobaktep nunopu (masok) (Metog Real-Time) (konny.)

Uutomeranosupyc (Masok) (kau.)
Lutomeranosupyc (Masok) (konmu.)
LUutomeranosupyc (moua) (Kau.)
LUutomeranosupyc (moua) (konmu.)
Uutomeranosupyc (34TA) (kau.)
Uutomeranosupyc (34TA) (konuu.)
10.02.08.Bupyc npocToro repneca

Bupyc repneca VI Tvna (masok) (kau.)
Bupyc repneca VI Tvna (ma3sok) (koauy.)
Bupyc repneca VI Tuna (mouya) (kau.)

Bupyc repneca VI Tuna (mouya) (konny.)
Bupyc repneca VI Tuna (34TA) (kau.)

Bupyc repneca VI Tuna(34TA) (Konwu.)
Bupyc npoctoro repneca 1 (kay.) — masok
Bupyc npocroro repneca 1 (kay.) — moya
Bupyc npoctoro repneca 1 (kau.) — 34TA
Bupyc npocroro repneca 1 (konuy.) - masok
Bupyc npoctoro repneca 1 (konuy.) - mouya
Bupyc npoctoro repneca 1,2 (ma3ok) (Kau.)
Bupyc npoctoro repneca 1,2 (ma3ok) (koany.)
Bupyc npocroro repneca 1,2 (moua) (Kau.)
Bupyc npoctoro repneca 1,2 (moua) (konwnu.)
Bupyc npoctoro repneca 1,2 (3ATA) (kau.)
Bupyc npocToro repneca 2 (Kay.) — Masok
Bupyc npoctoro repneca 2 (kay.) — moya
Bupyc npoctoro repneca 2 (kay.) — 34TA
Bupyc npocToro repneca 2 (Koauy.) - masok
Bupyc npocToro repneca 2 (konuy.) - moya

10.02.09.KomnnekcHoe uccnefoBaHneHa rpubel poaa KaHanaa
KomnnekcHoe nccneposaHune Ha rpubel poaa KaHanaa ¢ naeHtudukaumei

B036yauTens (Kau.)

KomniekcHoe uccnenosaHus Ha rpubbl poga KaHanaa (kau.)

10.02.10.YporeHuTanbHble MHGEKLMM
BakTtepouapbl (Bacteroides spp.) (kay.)
BakTtepouapbl (Bacteroides spp.) (Konuy.)

Buosapbl Ureaplasma (U. Urealyticum, U. parvum) (ma3ok) (kau.)
Buosapbl Ureaplasma (U. Urealyticum, U. parvum) (ma3ok) (konunu.)
Buosapbl Ureaplasma (U. Urealyticum, U. parvum) (moua) (Kau.)
Buosapbl Ureaplasma (U. Urealyticum, U. parvum) (Moua) (Konwnu.)
BMNY 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59 - reHoTUN. (Kau.)

BMY Tun 16 (Kau.)

BMY Tun 16 (Konwny.)

BMY Tun 18 (kau.)

BMY Tun 18 (Konwny.)

BMY Tunbi 16, 18 (kau)

BMY Tunbi 16, 18 (koanu)

BMY Tunbi 16, 31, 35, 39, 59 (KayecTBeHHbIN)

BMY Tunwi 16,18,31,33,35,39,45,51,52,56,58,59 reHoTtun. + koand. (MeTtog, Real-

Time) (konuny.)

BMY Tunwi 16,18,31,33,35,39,45,51,52,56,58,59 konuny. (Metog Real-Time) (Konny.)
BMY Tunbi 18, 33, 45, 52, 58, 67 (Ka4eCTBEHHbIN)

BMY Tunbi 51,26 (Kay.)

BMY Tunbi 51,26 (Konuy.)

BMY Tunbi 6, 11 (Kay.)

BMY Tunbi 6, 11 (kKonuny.)

lapaHepenna sarnHanuc (Masok) (kau.)
lapaHepenna sarvHanuc (Masok) (konuy.)
lapaHepenna sarnHanuc (moya) (Kau.)
lapaHepenna sarvHanuc (moya) (Konuy.)
KaHanaa anbbukaHc (Masok) (kay.)
KaHanaa anbbukaHc (MasokK) (konuy.)
KaHanaa anbbukaHc (moya) (Kauy.)
KaHanaa anbbukaHc (moya) (konmy.)
JNaktobakTepuu (Lactobacillus spp.) (kay.)
JNaktobakTepum (Lactobacillus spp.) (konuny.)
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A26.21.031.001
A26.21.031.001
A26.28.017.001
A26.28.017.001
A26.21.032.001
A26.21.032.002
A26.28.018.001
A26.28.018.002
A26.20.032

A26.20.032

A26.20.022.001
A26.20.022.001
A26.28.015.001
A26.28.015.001
A26.21.039.001

A26.21.030.001
A26.21.030.001
A26.28.016.001
A26.28.016

A26.21.033.001
A26.21.033.002
A26.28.019.001
A26.28.019.002
A26.26.007.001
A26.26.007.001
A26.28.014.001
A26.28.014.001

A26.20.048

A26.06.049.001
A26.06.041.002
A26.06.036.001
A26.06.082

A26.06.034.001
A26.06.034

A26.06.038
A26.06.040.002
A26.06.035
A26.06.039.001
A26.06.039.002

A26.06.041
A26.06.041.001
A26.06.041

A26.06.043.001
A26.06.043

FMT.19.17.1.
FMT.19.61.1.
FMT.19.17.2.
FMT.19.61.2.
FMT.19.18.1.
FMT.19.62.1.
FMT.19.18.2.
FMT.19.62.2.
FMT.19.81.

FMT.19.82.

FMT.19.21.1.
[MT.19.65.1.
FMT.19.21.2.
[MT.19.65.2.
[MT.19.50.1.
FMT.19.50.2.
FMT.19.20.1.
FMT.19.64.1.
FMT.19.20.2.
FMT.19.64.2.
FMT.19.15.1.
FMT.19.59.1.
[MT.19.15.2.
[MT.19.59.2.
FMT.19.14.1.
[MT.19.58.1.
FMT.19.14.2.
[MT.19.58.2.

MT.50.2.2087.

FMT.27.39.

FMT.27.38.

FMT.28.92.

rMT.20.79.
FMT.20.22.
FMT.20.21.
'MT.20.80.

'MT.20.39.
'MT.20.118.

'MT.20.32.
'MT.20.33.
'MT.20.31.
'MT.20.29.
'MT.20.30.

'MT.20.36.
'MT.20.35.
'MT.20.34.

'MT.20.37.
'MT.20.38.

MwuKoniasma reHutanamym (Masok) (Kau.)
MwuKonsiasma reHutanmym (Masok) (Konmy.)
Mwukonsiasma reHutanmym (moya) (Kau.)

MwuKoniasma reHutanmym (Moda) (Koamy.)
MwuKoniasma XoMUHMC (Ma3oK) (Kay.)

MwuKoniasma XoMUHMC (Masok) (koiuy.)

MwuKoniasma XomuHMc (Moya) (Kau.)

MwuKoniasma XoMuHKC (Moya) (Konny.)

Mo6unyHkyc (Mobiluncus curtissi) (kau.)

Mo6unyHkyc (Mobiluncus curtissi) (koauny.)
Heiccepmsn roHopen (Masok) (kau.)

Heiiccepmsn roHopen (Masok) (kosimy.)

Heiiccepmsn roHopen (Mouya) (Kau.)

Heiiccepmsn roHopen (Moua) (Konmy.)

TpenoHema nannmaym (masok) (MeTog Real-Time) (kau.)
TpenoHema nannmaym (moua) (Metog Real-Time) (kau.)
TpuxomoHac BarmHanuc (Masok) (kau.)

TpuxomoHac BarmHanuc (Masok) (koauy.)
TpuxomoHac BarmHanuc (moua) (kay.)

TpuxomoHac BarmHanuc (moua) (konmu.)

Ureaplasma species (ma3ok) (kau.)

Ureaplasma species (ma3ok) (konnd.)

Ureaplasma species (moua) (Kau.)

Ureaplasma species (moua) (konunu.)

Xnamunama tpaxomatuc (Masok) (kau.)

Xnamunama tpaxomatuc (Masok) (konuy.)

Xnamunama tpaxomatuc (moya) (kau.)

Xnamunauma tpaxomatuc (moya) (konmy.)
10.02.11.0ueHKa 61OLLEHO3a YPOreHUTaNbHOro TpakTa

demodnop ckpuH (BMOLLEHO3 YPOreHUTanbHOro TPAKTa Y EeHWMH Ha 12 rpynn
MMKpoopraHmamos (Lactobacillus, Gardnerella vaginalis+Prevotella bivia+
Porphyromonas spp, Candida spp, Ureaplasma, Mycoplasma hominis, Mycoplasma
genitalium, Trichomonas vaginalis, Neisseria gonorrhoeae, Chlamydia trachomatis,
HSV-2, CMV, HSV-1)

demodnop-16 (MccnepgosaHve MUKPOGAOPLI YPOTreHUTANbHOTO TPAKTA Y MKEeHLWMH
16 nokasateneit: Lactobacillus, Enterocteriaceae, Streptococcus, Staphylococcus,
Gardnerella vaginalis + Prevotella bivia + Porphyromonas spp, Eubacterium,
Sneathia spp + Leptotrichia spp + Fusobacterium spp, Eubacterium, Sneathia spp.+
Leptotrichia spp. + Dialister spp., Lachnobacterium spp+Clostridium spp,
Mobiluncus spp+Corynebacterium spp, Peptostreptococcus spp, Atopobium
vaginae, Candida spp, Mycoplasma hominis, Ureaplasma (urealyticum+pavum),
Mycoplasma genitalium.

demodnop-8 (MccnesoBaHne MUKPOGAOPbI YPOreHUTANIbHOTO TPAKTA Y MKEHLUMH 8
nokasateneit: Lactobacillus, cem. Enterobacteriaceae, Streptococcus spp,
Gardnerella vaginalis+Prevotella bivia+Porphyromonas spp, Eubacterium spp,
Candida spp.)

10.02.12.AnarHocTnKa 3aboneBaHuit yporeHTasbHOro TPaKTa

®/IOPOLIEHO3 KOMMNEKCHBIN (c amarHoctukoit UNMMN: AHK Bacteria, AHK
Lectobacillus spp, AIHK Gardnerella vaginalis, AHK Atopobium vaginae; AHK
Enterobacteriaceae, IHK Stapylococcus spp, Streptococcus spp; AHK Ureaplasma
parvum, AIHK Ureaplasma urealyticum, HK Mycoplasma hominis; AHK Candida
albicans, AHK Candida glabrata, AHK Candida krusei, fIHK Candida Parapsilosis
tropicalls, AHK Neisseria gonorrhoeae, AHK Chlamydia trachomatis, AHK
Mycoplasma genitalium, AHK Trichomonas vaginalis

10.03.CEPONOTUA

10.03.01.CKpUHUHT

AT 1 AT K BUM 1/2 (CKpUHWMHT , Kay.)

lenatut C, anti-HCV cymm. (kau)

l'enatut B, HBs Ag (kau)

Cudunuc cym. AT (1g8G 1 IgM) (kau)

10.03.02.F'enatnt A

Fenatut A, anti-HAV IgM (n/kon)

Fenaut A, anti-HAV cym. AT(n/kon)

10.03.03.l'enaTnt B

Fenatut B, anti-Hbe (n/kon)

FenatuT B, anti-HBs (Kon)

lenatut B, Hbe Ag (kau)

F'enatut B, anti-HBV cor IgM (n/kon)

Fenatut B, anti-HBV cor cymm. (Kau)

10.03.04.Tenatut C

Fenatut C cnekTp aHTUTen (Kau)

lenatut C, anti-HCV 1gG aBuaHocTb (n/Kon)

Fenatut C, anti-HCV 1gM (n/kon)

10.03.05.l'enatut D

Fenatut D, anti-HDV IgM (kauy)

Fenatut D, anti-HDV cymm. (Kau)

10.03.06.lenatut E
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A26.06.044.002
A26.06.044.001

A26.06.082.002
A26.06.082.002
A26.06.082.001
A26.06.082.003
A26.06.082.007
A26.06.082.007

A26.06.113
A26.06.113
A26.06.113
A26.06.018.003
A26.06.018.002
A26.06.018.001

A26.06.057
A26.06.057

A26.06.081.001
A26.06.081.003
A26.06.081.002

A26.06.022.001
A26.06.022.003
A26.06.022.002

A26.06.071.001
A26.06.071.003
A26.06.071.002

A26.06.005
A26.06.005

A26.06.067
A26.06.067

A26.06.045.001
A26.06.045
A26.06.045.002
A26.06.046.001
A26.06.045
A26.06.047.001
A26.06.045
A26.06.045
A26.06.046
A26.06.045.003

A26.06.029.002
A26.06.030
A26.06.031
A26.06.029.001

A26.06.084.001
A26.06.084.002

A26.06.056.001

A26.06.103

A26.06.103

A26.06.112.001
A26.06.112.002

A26.06.011.002
A26.06.011.001

A26.06.088.002
A26.06.088.001

A26.06.093

FMT.20.82.
FMT.20.81.

MT.20.26.
MT.20.25.
FMT.20.24.
FMT.20.23.
MT.20.28.
FMT.20.27.

MT.20.63.
FMT.20.61.
FMT.20.62.
FMT.20.41.
FMT.20.42.
MT.20.43.

FMT.20.126.
MT.20.65.
MT.20.66.
FMT.20.47.
MT.20.46.

MT.20.45.
FMT.20.44.

MT.20.76.
rMT.20.77.
MT.20.78.

MT.20.58.
MT.20.59.
MT.20.60.

MT.20.15.
MT.20.16.
FMT.20.17.

[MT.20.104.
FMT.20.125.
MT.20.105.
FMT.20.102.
MT.20.103.

MT.20.50.
MT.20.51.
FMT.20.52.
MT.20.53.
MT.20.54.
MT.20.55.
MT.20.83.
MT.50.17.2007.
MT.50.15.2007.
MT.50.16.2007.

fMT.20.71.1
MT.20.85.

[MT.20.69.1
[MT.20.70.1

MT.20.56.
MT.20.57.

'MT.20.72.
'MT.28.799

'MT.20.18.
'MT.20.88.

'MT.20.74.
'MT.20.75.

'MT.20.10.
'MT.20.11.

'MT.20.123.
'MT.20.124.

'MT.20.9.
'MT.20.8.

Fenatut E, anti-HEV-1gG (ka4

Fenatu E, anti-HEV-IgM (kau)
10.03.07.Cudumnuc

Cudwmnmc IgG (n/kon)

Cudmnuc IgM (kau)

Cudmnumc RPR (n/kon)

Cudmnuc TPHA (n/kon)

Cudmamc ummyHob610T 1gG (Kau)

Cudumamc ummyHo610T IgM (Kau)
10.03.08.Xnamuamo3s

Xnamugms nHesmoHuu IgA (n/kon)

Xnamugms nHesmoHun 1gG (n/kon)

Xnamuams nHesmoHmm IgM (n/kon)

Xnamugus Tpaxomatwc 1gG (n/kon)

Xnamugms Tpaxomatuc IgM (n/kon)

Xnamugus Tpaxomatwc IgA (n/kon)
10.03.09.Mukonnasmos

Mwukonnasma nHeBMoHUM IgA

Mwukonsiasma nHeBMoHum 1gG (n/kon)
Mwukonsiasma nHeBMmoHum IgM (n/kon)
Mwukonsiasma xomuHuc IgA (n/kon)
Mukonsiasma xomuHuc IgG (n/kon)
10.03.10.Ypeannazmos

Ypeanna3sma ypeanutukym IgA (n/kon)
Ypeanna3sma ypeanutukym IgG (n/kon)
10.03.11.Tokconnasmos

Tokconnasma IgG (kon)

Tokconnasma IgG aBuaHocTb (n/kon)
Tokconnasma IgM (kon)
10.03.12.LiuTomeranosmpycHan MHpeKLuma
Lintomeranosupyc IgG (n/kon)
Lintomeranosupyc IgG aBugHocTb (n/kon)
Lintomeranosupyc IgM (n/kon)
10.03.13.KpacHyxa

KpacHyxa 1gG (kon)

KpacHyxa 1gG aBuaHocTb (n/Kkon)

KpacHyxa IgM (n/konuny)
10.03.14.PecnupaTtopHble BUPYCHble MHPEKLUM
AgeHosupyc IgG (n/kon)

AgneHosupyc IgM (n/kon.)

AgeHosupyc IgA (n/kon)

PecnupaTopHbIii CMHUMTUaNbHBbIN BUpYC 18G (n/Kkon)
PecnupaTopHbIii CMHUMTUaNbHBbIN BUpYC IgM (n/kon)
10.03.15.fepnec

Bupyc npocroro repneca 118G (kon)

Bupyc npocroro repneca 1 1gM (n/kon)

Bupyc npoctoro repneca 2 1gG (n/kon)

Bupyc npoctoro repneca 2 1gG aBuaHocTb (n/kon)
Bupyc npoctoro repneca 2 IgM (n/kon)

Bupyc npoctoro repneca VI tuna IgG (n/kon)
Bupyc npoctoro repneca VIl Tuna IgG (n/kon)
Bupyc npoctoro repneca 1,2 1gG (kon)

Bupyc npoctoro repneca 1,2 1gG aBugHocTb (n/kon)
Bupyc npocroro repneca 1,2 IgM (n/kon.)
10.03.16.B3b-nHdekumA

Bupyc nwreitHa-bapp I18G K KancugHomy Al (kon)
Bupyc SnwreitHa-bapp IgG K paHHemy AT (kon)
Bupyc dnwreitHa-bapp IgG K agepHomy AT (n/kon)
Bupyc dnwreitHa-bapp IgM K kancugHomy AT (ko)
10.03.17.BeTpaHan ocna

Bupyc Bapuuenna-3octep 1gG (n/kon)

Bupyc Bapuuenna-3octep IgM (n/kon)
10.03.18.Kopb

Kopb IgG (Kon)

CKPUHMWHIOBbI KOMMNAEKC Ha KOpb
10.03.19.Kokntow

Bopaetenna neptyceuc IgG (n/kon)
Bopaetenna neptyceumc IgA (n/kon)
10.03.20.NapoTtut

MapoTut IgG (n/Kkon)

MapoTut IgM (n/Kkon)

10.03.21.Knewesoli boppennos

Boppenwnos IgG (n/kon)

Boppennos IgM (n/kon)

10.03.22.KneweBoli sHuedpanut

Bupyc knewesoro aHuedanuta IgG (n/kon.)
Bupyc knewesoro aHuedanura IgM (n/kon.)
10.03.23.UepcuHmos

MNepcuHnos IgA (n/kon)

MNepcuHnos 1gG (n/kon)
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460
460
290
400
2010
2010

580
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580
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1320
630
630
630
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460
460
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860
630

580
860
520

580
750

580
580
580
580
580

580
580
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860
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1090
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630
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580

630
630
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1300

860
980

630

630

810

1090
1090

580
580



A26.06.094
A26.06.086
A26.06.086

A26.06.012
A26.06.012

A26.06.053

A26.06.121
A26.06.119
A26.06.062
A26.06.080
A26.06.119
A26.06.024
A26.06.077
A26.06.097
A26.06.098
A26.06.098
A26.06.006
A26.19.020
A26.06.033

A26.06.033
A26.06.033

A26.06.026
A26.06.077
A26.06.077

A26.06.032

A26.06.118.001

A26.06.103

A12.06.048

A12.30.012.005

A12.06.001

A12.30.012.006

MT.20.95.
MT.20.93.
FMT.20.94.

FMT.20.127.
FMT.20.128.

FMT.20.115.

FMT.20.6.
FMT.20.1.

FMT.20.3.
FMT.20.2.
FMT.20.4.
FMT.20.5.

FMT.20.13.

FMT.20.91.
MT.20.89.
MT.20.90.

MT.20.129.

FMT.20.117.
FMT.20.14.
MT.20.86.
MT.20.87.
MT.20.238

MT.20.106.
FMT.20.67.
FMT.20.12.
MT.20.49.
FMT.20.7.
FMT.20.64.
FMT.20.116.
MT.20.48.
FMT.50.2.1362
MT.50.83.1295.
FMT.50.45.921
FMT.20.154

MT.20.165

FMT.20.172.
MT.20.170.

FMT.17.51.

FMT.27.960.

FMT.17.61.

rMT.17.9.

rMT.17.50.

FMT.17.54.

FMT.17.47.

MepcuHua ncesgotybepkynesa (n/kon)
NepcuHua sHTepoKonuTtuka, cepotun 03 (n/kon)
NepcuHua sHTepoKonuTtmka, cepotun 09 (n/kon)
10.03.24.6pyuennes

Bpyuennes 1gG (kau.)

Bpyuennes IgM (kau.)

10.03.25./leilumaHmnos

JNeiwmannos, 1gG (n/kon)
10.03.26.fenbMMHTO3bI

Ackapuaos 1gG (n/kon)

OunddepeHumanbHan guarHocTMKa renbMuHTO308 IgG (n/kon) (Tokcokapos IgG,
Onuctopxo3 IgG, TpuxuHennes IgG, IXMHOKOKKO3 18G)
Onuctopxo3 IgG (n/kon)

Tokcokapos IgG (n/kon)

TpuxuHennes IgG (n/kon)

IXMHOKOKKO3 IgG (n/kon)
10.03.27.CanbmoHennes

Canbmonennes (rp.A, B, C, 4, E, cymm., n/kon)
10.03.28.llUnrennes

LWunrenna 3oHHe (n/kon)

LWnrenna dnekcHepa 1-5 (n/kon)

LWunrenna dnekcHepa 6 (n/kon)
10.03.29.Acneprunnes

Acneprunnes IgG (kau.)
10.03.30.XennkobakTepHaa UHdeKLMA
Onpepenexne aHtureHa HELICOBACTER PYLORI B kane (M®DA)
Xenukobaktep nunopw IgG (n/kon)
Xenukobaktep nunopw IgA (kon)

Xenukobaktep nunopw IgM (kon)

13C-ypeasHblii AblxaTeNbHbl TecT
10.03.31.[pyr1e nHpekumum

Amebuas IgG (n/kon)

BptowHoii Tud (kau)

BptowHoii Tud (n/kon)

Kanguaa anbbukaHc 1gG (kau)

Namb6anos (cymm. AT, n/kon)

MukobakTepum Tyb6epkynesa (cymm. AT, Kau)
CobinHoi Tnd (n/kon)

TpuxomoHuas IgG (kau)

BopaeTenna nepTyccuc u napaneptyceuc (n/kon.)
Bopaetenna neptyccuc IgM (n/kon)

AT v KopuHO6aKTepUM ANdTEPUMN (CKPUHHUHT)
KopoHasupyc SARS-CoV-2, aHTutena IgG (n/kon.)
KopoHasupyc SARS-CoV-2, HeliTpanusytowme aHtutena IgG k RBD gomeHy S-6enka
(Architect, Abbott) (kon.)

Bupyc rpunna tvna B IgM (kon)

Bupyc rpunna tvna A IgM (n/kon)
11.MMMYHONOTNYECKME MCCNEAOBAHUA
11.00.01.0CHOBHble CKPUHHUHFOBbIE NaHeNn
T'YMOPanbHbIi UMMYHUTET (MMMYHOTN0BYAUHBI IgA, 1M, IgG, IgE, uMpKyanpytoLme
MMMYHOKOMM/IEKCbI, KOMMOHEHTbI)

NMMYHHbIV cTaTyC (CKpUHUHT) (ParoupTapHan akTUBHOCTb 1IEMKOLMTOB, KNETOUHbIN
UMMYHWUTET, UMMYHOTN06YMH IZE 06WuMiA, UMMyHOTr106yAnHbI IgA, IgM, 18G)

VNMMYHHbIV CTaTyC PacLUMPEHHbIN (MMMYHOPEryAATOPHbIN HAEKC,
MMMYHOT106yAuHbI IgA, IgM, 18G; UmmyHornobyaunH IgE obwmit; daroumtapHas
AKTUBHOCTb NelikoumnTos; JleikounTapas dopmyna; T-nmbouutsl (CD3+); T-xennepsl
(CD3+CD4+); T-uMTOTOKCHUYEeCKMe KneTKn (CD3+CD8+); T-perynatopbl KNeTku
(CD4+CD25+CD127neg); T-akTMBUPOBaHHbIE KneTkn (CD3+HLA+DR+CD38+); NK-
KneTkn (CD16+/56); NK akTBMpoBaHHble KneTkn (CD3-CD8+CD38+); NK 1 B-
aKTUBMpOBaHHble KneTku (CD3+HLA-DR); B-numdouuntbl (CD19+); B-kneTkm namatn
(CD19+CD5-CD27+); B1-numdouutsl (CD19+CD5+); B2-numdouutsl (CD19+CD5-
);Onpeaenexue nitepdepoHos ("anbda", "ramma", "cbIBOPOTOUHDBIN, CMOHTAHHbIN);
LimpKRynupytowme uMMmyHoKoMnnekebl; KomnoHeHTbl KomnnemeHTa C3 n C4; T-
AKTUBHbIE K/IETKM C MapKepoM paHHel akTueHocTH (CD3+CD25+); T-xennepbl
AKTUBMPOBAHHbIE C MAapPKePOM paHHel akTueHocTH (CD3+CD4+CD25+)
Onpegenexve nHtepdepoHos ("anbda”, "ramma”, ""cblBOPOTOUHDIN",
CMOHTaHHbIN").

KnetouHblii ummyHuTeT (T-numdoumnTsl, T-xennepbl, T-UUTOTOKCUYECKUE KNETKM,
NMMYHOPErynaTopHbIi MHAeKc, B)

11.00.02.lonoiHUTENbHbIE KOMIJIEKCbI

AKTMBUPOBaHHbIE MuMbouuTbl (T-numbouuTbl, T-xennepsl, T-LUTOTOKCUYECKME
KNETKU, UMMYHOPETYNATOPHbIN MHAEKC)

NMMYHOPErynaTopHbIv MHAEKC ANA OLEHKN MMMYHHOTO CTaTyca U 3GpdeKTUBHOCTU
Tepanuu (MMMyHoperynaTopHblit uHaekc, T-numdouutsl, T-xennepsl, T-
LMTOTOKCHYECKHE)
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860
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2880
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4600
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A12.30.012.006

A12.30.012.006

A12.30.012.006

A12.30.012.006
A12.30.012.006

A09.05.054.003
A09.05.054.004
A09.05.054.002
A09.05.054.001

A12.05.109

A12.05.108
A09.05.075.001
A09.05.075.002

A09.05.074

A12.30.012.007
A12.06.073

A12.06.077
A12.06.077
A12.06.077
A12.06.077

A12.06.078
A12.06.078
A12.06.078
A12.06.078

A12.06.079
A12.06.079
A12.06.079
A12.06.079
A12.06.079
A12.06.079
A12.06.079

A12.06.046
A12.06.018
A12.06.017
A12.06.045

A12.06.020
A12.06.039

A12.06.020

A12.06.020

A12.06.023

A12.06.013

FMT.50.2.2002.

FMT.17.43.

FMT.17.44.

rMT.17.42.
MT.17.56.
FMT.17.53.

'MT.50.12.1385.
'MT.50.13.1385.
'MT.50.13.2007.

rMT.17.2.
fMT.17.1.
rMT.17.37.
'MT.17.40.
FMT.17.38.
rMT.17.39.

'MT.50.10.1385.
'MT.50.11.1385.

FMT.17.5.
rMT.17.57.

MT.17.58.
rMT.17.4.
'MT.17.60
FMT.17.6.
FMT.17.41.

rMT.17.13.
rMT.17.14.
rMT.17.16.
FMT.17.15.

rMT.17.22.
FMT.17.25.
rMT.17.23.
rMT.17.24.

rMT.17.27.
rMT.17.29.
rMT.17.30.
FMT.17.36.
rMT.17.32.
rMT.17.33.
FMT.17.35.

FMT.26.3.
'MT.26.40.
FMT.26.1.
FMT.26.2.

'MT.26.30.
'MT.26.29.
FMT.26.28.

MT.26.183.

'MT.26.82.

'MT.26.176.
'MT.26.201.
MT.26.161.

'MT.26.162.

WccnepoBaHve napaMeTpoB MMMYHHOTO CTaTyca: onpeaeneHune abcontoTHbIX
konunyects CD4+CD8+CD3 numdouunTos y naumeHtos ¢ BUY (CNNA Ha npoTouHOM
uutodntoopumerp)

WUccneposanue cybnonynsaumm B-numdboumntos

(CD19+CD5+, CD19+CDS5-, CD19+CD5-CD27+)

KneTtouHble peuenTtopbl AMMGOUAHOM TKAHN

oB-T n y8-T: (CD3+af-TcR+yd-TcR, CD3+y8-TcR+af-TcR-)

OueHKa cocToAHMA T-KNETOYHOro 3BeHa UMMYHUTETa:

(T-numdountsl (CD3+CD19-), T-xennepbl (CD3+CD4+CD45+)

PaHHAA akTUBaUMA T-KNEeTOK 1 T-perynatopHblie AMMbOLMUTDI

LIMTOKMHDBI (baKkTOp HEKPO3a ONYX0NU, UHTEPNENKUH-10, UHTEPAENKUH-6)
11.00.03.UHAMBMAYaNbHBIE UMMYHONOTUYECKME TECTbI
NUMMyHOrN06yaunH IgM

NMMyHOrnobynuH IgG

NMMYHOrno6ynuH IgA

NMMyHOorno6ynuH IgE obwmit

NUmmyHornobynuxbl IgA, IgM, 1IgG

WHTepnelikuH 1 6eTa

WHTepnerikuH 10

NHTepNerkuH 6

NHTepnenkuH 8

KomnoHeHT komnnemeHTa: C3

KomnoHeHT KomnnemeHTa: C4

KomnoHeHTbl KomnaemeHTa C3, C4

JleiikounTapHO-T-TMMbOLMTAPHBIN MHAEKC (BMecTe € KneT. UMMyHUTeTOM)
JINN Kanbd-Kanuda (Bmecte ¢ nerikoumnt. ®-noit.)

CopeprkaHue UMK IgG, IgM

T-xennepsl (CD3+CD4+)

daroumntapHan aKTUBHOCTb JIEVKOLMTOB

®HO/TNFa (PakTop HeKpo3a onyxosu)

11.00.04.4yBCTBMTENBHOCTb K NpenapaTtam nHTepdepoHa: (HasHayaTb TONbKO
BMecTe C uccnegosarvem "OnpeaenexHme nHtepdpepoHos"):

FammacepoH (MHrapoH)

WHTpPOH

PeanbanpoH

PeadepoH (BudepoH)

11.00.05.4yBCTBMTENBHOCTL K MHAYKTOPAM MHTepdepoHa (HazHayYaTb TONbKO
BMecTe C uccnegosarvem "OnpeaeneHme nHtepdpepoHos"):

AMWKCHH

Karouen

Heosup

LnknodepoH

11.00.06.4yBCTBMTENBHOCTD K UMMYHOMOAY/IATOPaM (Ha3HaYaTb TONLKO BMECTE C
nccnegosaHuem "OnpegeneHvie nHtepdepoHos"):

lanasut

UmmyHan

UmmyHodaH

MmyHopuKc

Jlnkonug,

MNonnokcMaoHuit

TumoreH

12.AYTOUMMYHHAA OUATHOCTUKA

12.00.01.lmuToBMAHAA Kenesa

AT K peuentopam TTT (kon)

AT-MAT (aHTUTENA K MUKPOCOManbHOM dpaKkLmm TMpoumTos) (ko)

AT-TT (kon)

AT-TNO (kon)

12.00.02.MoarkenypouHan enesa

AT - GAD (kon)

AT K 6eTa-KneTkam nogsKenyLo4uHom xenesbl (Kon)

AT K MHCyAuHy (Kon)

AHTUTENA K OCTPOBKOBBIM KAETKaM NOAXKeNya04HOM Kenesbl (ICA) meTogom HPUD
(n/kon.)

AHTUTENA K TUPO3UH docdaTase (IA-2)

AT K OCHOBHbIM aHTUreHam OCTPOBKOBbIX KNeToK (GAD/IA-2)

AT K 9K30KPUHHOWM YaCTV NOAKENYA0UHOM sKenesbl (n/kon.)
12.00.03.Cepaue

AHTUTENA K MUOKapAy C onpeseneHnem TUna ceeveHms
12.00.04.TpombouunTONEHMA

AHTUTENa K TpombouuTam, metoa HPUD
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2880

3570
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810
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420
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860
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1090
1610
920
2240
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750
750
750

750
750
750
750
750
750
750
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860
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1380
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1800
1740
1700
1600

1150

1320



A12.06.029
A12.06.030
A12.06.030
A12.06.065
A12.06.065
A12.06.029

A12.06.036

A12.06.024
A12.06.024

A12.06.024

A12.06.059

A12.06.055
A12.06.055
A12.06.066

A12.06.010.001
A12.06.010.002
A12.06.061

A12.06.010.001
A12.06.012.002

A12.06.040

A12.06.010
A12.06.010

A12.06.026
A12.06.035
A12.06.026

A12.06.010

A12.06.051

A12.06.057

A12.06.061

A12.06.009
A12.06.009
A12.06.033

A12.06.028

A12.06.038

A12.06.071

A12.06.037
A12.06.037

FMT.26.6.
FMT.26.5.
FMT.26.4.
[MT.50.21.2181
[MT.50.20.2181
[MT.50.1.2202.
FMT.50.4.1289.

FMT.26.163.

[MT.50.4.1385.
FMT.20.167.

FMT.26.127.

FMT.26.184.
[MT.50.24.2181

MT.26.26.
FMT.26.27.
FMT.26.165.
FMT.26.196.
FMT.26.197.
[MT.50.25.2181
[MT.50.26.2181

FMT.26.11.
MT.26.10.
FMT.26.12.

MT.26.200.
MT.26.205.

FMT.26.21.
FMT.26.18.
MT.26.20.
FMT.26.19.

FMT.26.9.
FMT.50.13.2181

FMT.26.23.
FMT.26.22.
FMT.26.25.
FMT.50.4.2215.
FMT.26.182.
FMT.26.203.
FMT.26.202.

FMT.50.2.2215.

FMT.26.13.

FMT.26.7.

FMT.26.14.
FMT.26.15.
FMT.26.16.
FMT.26.17.

MT.26.24.
fMT.26.170.
'MT.26.198.
'MT.50.23.2181

'MT.26.31.
'MT.26.36.
'MT.26.38.
'MT.26.37.
rMT.26.171.
'MT.26.195.
MT.50.27.2181

'MT.26.33.
MT.50.51.2181
'MT.50.22.2181

12.00.05.AHTUdOCHONMNUAHBIN CUHAPOM

AT K KapanonunuHy (CKpuH. IgG, 1gM, IgA)

AT K pocdonmnuaam IgG (kon)

AT K pocdonunugam IgM (kon)

AHTUTENA K aHHeKcuHy V 1gG

AHTUTENA K aHHeKcuHy V IgM

AT K KapavonunuHy IgA (kon)

AT K ®C-npoTpombuHOBOMY KOMMAeKcy (PS-PT), 18G u IgM
12.00.06.AyTOMMMYHHBII renatut

AHTUTENA K MMKPOCOMaM nedyeHn-nodku (LKM-1) metogom HPUD Ha TpoitHom
cybcTpate

AHTUTENA K LUTONNA3MATUYECKOMY aHTUTEHY NeYeHn

AT K rnagkoi myckynatype (ASMA) (n/kon)

AT K aHTUreHam ayTOMMMYHHbIX 3a6onesaHuit neyenn (PDC-AMA-M2, M2-3E,
SLA/LP, LC-1, LKM-1, Sp-100, PML, gp210, Ro-52)

AT K acManoraMkonpoteMHosomy peuentopy (aHTU-ASGPR)
OnpeaeneHune cogepkaHua nogknacca IgG4
12.00.07.Llennakna

AT K ravaguny IgA (kon)

AT K rnvaguHy 1gG (kon)

AT K aHgomu3mio IgA 1 1gG (EMA) (kau)

AT K Ae3amMnamMpoBaHHbIM NenTUaam ravaauHa IgA

AT K Ae3amuampoBaHHbIM NenTuaam ravaauHa IgG

AT K TKaHeBOW TpaHcryTamuHase, IgA (kon.)

AT K TKaHeBOW TpaHcryTamuHase, IgG (n/kon.)
12.00.08.CucteMHan KpacHan BONYaHKA

AT k asycnupanbHoi AHK (kon. IgG)

AT Kk ogHocnupanbHoit AHK (kon. I18G)

AT K 3KCTparMpoBaHHbIM agepHbim Al (Kon)

AT k asycnupanbHoit HK Ha Crithidia lucilia, noareepaeHue HPUD (n/kon.)
AT k avmooumtam (n/kon.)

12.00.09.CnctemHan cknepoaepmua

AHTULEHTpOMEpPHbIe AT (Kon. IgG)

AT Kk aHTureHy Scl-70 (kon. 18G)

AT K Hykneocomam (kon. IgG)

AT Kk uuTonnasmarmyeckomy Al Jo-1 (kon. 1gG)

12.00.10.AyToMMMyHHble 3aboneBaHna KKT

AHTUHYKNeapHble AT (kon. IgG)

AHTUHYKNeapHbIi GakTop Ha KneTo4yHol AnHun HEp-2 ¢ onpegenerHnem 6 Tunos
cBeyeHus

AT K BHyTpeHHeMmy dakTopy (Kon)

AT K MuTOXOHAPUAM (KOA. IgG)

AT K napuetanbHbiMm Knetkam (Kon. 1gG)

AT K Saccharomyces cerevisiae (ASCA) IgA

AT K Saccharomyces cerevisiae (ASCA) 1gG

AT K aHTUreHy GP2, IgG v IgA (npu 6one3nmn KpoHa) (kon.)

AT K 60Kas0BUAHBIM KNETKaM KuledHmKa (n/kon)

NMMYHOB10T aHTUHYKNEapHbIX aHTUTeN (aHTureHbl Sm, RNP/Sm, SS-A (60 k[a/52
k[a), SS-B, Scl-70, PM-Scl, PCNA, CENT-B, Jo-1, dsDNA/ructoH/, Hykneocomsl, Rib

12.00.11./lekapcTBEHHAA BONYAHKa
AT K ructoHam (kon. IgG)

12.00.12.MapKepbl ayTOMMMYHHbIX 3aboneBaHwit, accoummposaHHbIx ¢ CKB
AT K 6eTa-2-rIMKonpoTeunHy (ckpuH. IgG, IgM, 1gA)

AT Kk uuTonnasmarmyeckomy Al SS-A (RO) (kon. 1gG)

AT Kk uuTonnasmarmyeckomy Al SS-B (La) (Kon. IgG)

AT K aKcTparMpyemomy aaepHomy Al Sm (kon. IgG)

AT K aKcTparupyembim agepHbim AT RNP\Sm (kon. 1gG)
12.00.13.AyTOoMMMYyHHble 3aboneBaHUA NOYeK

AT Kk 6a3anbHON MembpaHe rnomepyaspHoro annapara (kon. IgG)

AHTUTENa K peuenTtopy pocdonmnasbl A2 (MembpaHO3HbIN romepynonopput)
AT K CTepOMANPOAYLMPYIOLLMM KeTKam HagnodeyHuka (ACMK) (n/kon.)
AT K C1q dakTopy KOMNAEMEHTA

12.00.14.Monosas coepa

AHTUCNEpManbHble AT (Kon)

AT K TKaHM ANYHKKa, Ig A (Kau)

AT K TKaHM ANYHKKA, IgG (Kauy)

AT K TKaHW AnYHKUKa, IgM (Kau)

AHTUTENA K XTY 18G, I1gM (n/k0n.)

AT K cTepouna-npoayLmpyoLmMm KneTkam andka (ACKM-Testis)

AT K cTepomna-npoayumpyowmMm KneTkam sumyHuka (ACKMN-Ovary)
12.00.15.CucteMHble BaCKyAUTbI

AT K uuTonnasme Hetpodunos (AHUA) (n/kon. 1gG)

AHTUHENTPOOUNBHBIE LUTONA3MATUYECKME aHTUTeNa, IgG (ANCA), Combi 6
AT K knetkam cocyaucroro aHgotenusa (HUVEC)
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A12.06.037
A12.06.037
A12.06.037
A12.06.053

A12.06.062
A12.06.063

A12.06.052

A09.04.003

A09.05.122

A12.06.074
A12.06.025

A12.06.064
A12.06.021

A12.06.037
A12.06.029

B03.040.001
A12.06.030

A12.06.009
A12.06.009
A12.06.023

A12.06.009
B03.040.001

A12.06.030
A12.06.024

A09.28.030.002

FMT.26.191.
FMT.26.192.
FMT.26.174.
FMT.26.175.

FMT.26.34.

FMT.26.160.

FMT.26.35.

FMT.26.81.

MT.26.206.
FMT.26.207.
FMT.26.115.

FMT.26.114.

FMT.20.113.
FMT.26.177.
MT.26.180.
FMT.26.181.
FMT.26.178.
FMT.26.179.
FMT.26.173.

FMT.26.166.

FMT.26.168.
FMT.26.169.
MT.26.210.
MT.26.208.
FMT.26.188.

FMT.26.209.

FMT.26.117.
FMT.26.116.
FMT.26.167.
FMT.26.118.

FMT.26.121.

FMT.26.120.
[MT.26.119.

MT.26.66.
rMT.26.77.

FMT.26.52.

MT.26.76.
FMT.26.63.
MT.26.60.

FMT.26.71.
rMT.26.79.
FMT.26.74.
FMT.26.54.
FMT.26.58.

FMT.26.68.

MT.26.53.

MT.26.55.

MT.26.67.
'MT.26.78.

MT.26.56.

MT.26.62.
'MT.26.61.
FMT.26.72.

MT.26.75.
'MT.26.73.

AT K mmenonepokcugase (aHTu—MMNO)

AT K npoteunHase-3 (aHTu-MP-3)

AT K uptonnasme HenTpoodunos (AHLIA) IgA

AT K uutonnasme Heitpodunos (LAHLA/NAHLA) 1gG meTtogom HPUD
12.00.16.PeBMaTOUAHbIN apTpUT

AHTU-MCV (AHTUTENA K UUTPYANMHUPOBAHHOMY BUMEHTUHY) (Ko IgG)
AHTUKepaTUHOBbIE aHTUTeNa

AHTuTena CCP (AHTUTENA K LMKAMYECKOMY UWTPYAIVH COAepKaliemy nentuay)
(kon)

AHTUNEPUHYKNEapHbI daKTop

AT K Sa-aHTureHy

AT peBmaTougHoro dpaktopa, IgA

KpucTannbl CMHOBMANbHOM KUAKOCTH

ONUromepHbIi MaTpUKCHbIN 6enok xpawa (COMP) (auarHocTuka octeoapTposa)
12.00.17.3a6oneBaHnUA KOXM

AT K MeXKNeTouHoMy BellecTBy U 6a3anbHoi membpaHe KoK (kau)

AT Kk 6a3anbHo membpaHe KoXxun metogom HPUD

AT k 6enky BP 180

AT k 6enky BP 230

AT k pecmorneunny 1

AT k pecmorneunny 3

AT K 4ecMocomam KoKu metofom HPUD

12.00.18. Capkongo3

AKTUBHOCTb aHTMOTEH3WH-NpeBpaLLatoLlero GepmeHTa (A1arHocTka capkomaosa)
12.00.19. HeBponoruyeckme ayTouMmmyHHble 3aboneBaHuna

AHTWTENA K aLLeTUAXOMHOBOMY peuenTopy (AxP)

AHTUTENA K CKeNeTHbIM Mbiwuam (ACM)

AT K KanuesbiMm KaHanam (LGI1 u CASPR2) (n/kon.)

AT kK MUSK peuenTopy

AT kK NMDA rntotamaTHOMY peLentopy

AT K aHTUreHam MWeIMHa MeTOAOM HENPAMOI UMMyHObAOOopecLeHLMK (n/Kon.)
NHaeke anbbymuHa (npoHuaemocts MIB) (1MKBOP 1 KPOBb)

O/IMrOKNOHaNbHbIA UMMYHOTN06Y/INH 18G (TMKBOP U KPOBb)

OnpegeneHue akBanopuHa - 4 (NMO) knacca 1gG

12.00.20. Cucrema KomnnemeHTa

1gG-MMMYHHbIE KOMNAEKcbl (MeTog ceasbiBaHua ¢ C1q (C1g-1gG)

AYTOMMMYHHAA UMMYHOKOMM/IEKCHAA NaTonorua (komnaemeHt CH-50 1 C1Q-IgG-
UK)

NHrnbutop C1INH (gMarHoCTMKa KpanuBHULLbI M aHTMOHEBPOTUYECKOTO OTEKa)
06Lan reMoMTUYECKan CNOCOBHOCTb CbiBOPOTKM (CH-50)

12.00.21.KomnneKcHasA AMarHoCTMKa ayTOUMMYHHbIX M CUCTEMHbIX 3ab6oneBaHui
AHTUHENTPOdUNbHBIE aHTUTENa
AHTUTENA K KapAnoamnuHy knaccos IgG n IgM

AHTUTENA K OCHOBHbIM aHTUreHam CKB (aHTutena kK AclHK v Hykneocomam)
AHTudochonunuaHbie aHTUTENa

BblaBneHMe aHTUTEN K PeTUKYAMHY Knaccos IgG u IgA

[lMarHocT1Ka ayTOMMMYHHOTO nopakeHus novek (AHUA, BMK, AH®)
[wnarHoctuka 6bicTponporpeccupytowero rnomepynorHedpputa (AHLUA u aHTUTeNa K
BMK)

[lnarHocTvKa BoCnanuTesIbHbIX MMOKapavonatuii (Mio u AMA)

[lnarHocTuKa BTOpuYHOro aHtudochonnnuaHoro cuHapoma (AK/ n AH®)
[lnarHocTuKa rpaHynemaTtosHbix Backyauntos (AH® n AHLIA)

[unarHocTmka nysbipHbIX AepMaTo308 (ayTOaHTMTeﬂa K aHTUreHam KO)KM)

OunddepeHumanbHan amarHocTuka 6one3Hn KpoHa 1 a3seHHoro konuta (AHLIA 1gG
1 ASCA IgA)_new

KombuHunposaHHOe obcnesoBaHMe Npu BOCNaUTENbHbIX 3a60/1eBaHNAX
KuweuHmka (AHUA 1gG/1gA, ASCA (1gG/IgA)

KomnneKcHbIl TeCT ANArHOCTUKM PacCeAHHOrO CKepo3a (ONUFOKAOHaNbHbIN IgG 1
cBoboaHble nerkue Lenw)

O6cnesfoBaHne NpyU BONYAHOUHOM HedpuTe

O6cnenosaHue npu CKB (AH®, aciHK v AKN)

MonHoe ceponornyeckoe obcnenosaHmne npu uennakum (ASA, TTT, APA, ATA)
Pa3BepHyTan AMarHocTMka aHTMdpochonmnuaHoro cuHapoma (AH®, aHtuTena Kk
KapaunonunuHy IgG/IgM, 6eta2

Pa3BepHyTan ceposorma ayTouMMyHHbIX 3a601e€BaHUi NneyeHn

Pa3sepHyTOe obcnefoBaHMe Npu NOAMHEBPUTAX (CKPUHMHT NapanpoTenHa, AHO,
AHUA, ENA, aHTM-GM1, GD1b, GQ)

Pa3BepHyTOe ceponoruyeckoe obcnesoBaHne Npy NOAMMMUO3UTE C KOMMEHTapUem
(AH®, ENA, aHT1-Mi-2, Ku, Pm)

CBoboAHble Nerkue Kanna v nambaa Lenn UMMyHOrnobyanHoB B moye
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A09.05.106.003

A12.06.024

A09.28.028

A09.28.028

A12.06.010

A12.06.030

A12.06.025

A09.28.030.002
A09.28.028
A09.05.106
A09.28.028
A09.05.106

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118
A09.05.118
A09.05.118

A09.05.118

A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

FMT.26.59.

MT.26.65.

'MT.26.64.

'MT.26.70.
rMT.11.14.
'MT.26.57.
'MT.26.80.
'MT.26.69.
'MT.26.51.
rMT.26.171

MT.26.187.

fMT.26.111.

FMT.26.112.

MT.26.186.

FMT.26.185.

rMT.26.73.1.
rMT.11.14.1.
MT.50.19.2181
'MT.26.80.1.
MT.50.28.2181

FMT.26.51.1.

FMT.40.2.

FMT.40.1.

FMT.40.57.

FMT.40.33.

'MT.40.65.
FMT.40.63.1.
'MT.40.63.

FMT.40.5.

FMT.41.48.
rMT.41.19.
rMT.41.7.
MT.40.324.
rMT.41.11.
FMT.41.5.
rMT.41.1.
rMT.41.9.
rMT.41.3.
FMT.41.15.
FMT.41.13.
rMT.41.173.
rMT.41.473.
'MT.41.183.
'MT.41.283.
rMT.41.181.
FMT.41.185.
FMT.41.103.
FMT.41.243.
rMT.41.189.
rMT.41.187.
FMT.41.463.
rMT.41.379.

CBoboAHbIe N1erkue Kanna/nambaa Leny MMMyHor106y1IMHOB B CbIBOPOTKE KPOBM
CBobogHble nerkve nambga/kanna uenv MMmyHorn106yMHOB B
uepebpocnuHanbHom Kugroctn( CeoboaHble NAMb6Aa-LEeNU UMMYHOTN06YANHOB B
CNMHHOMO3roBOM XuUaKocTM CBo60AHbIE Kanna-Lenu UMMyHOr106yanHOB B
CMUHHOMO3rOBOW }KMAKOCTU

CKPUHUHT aQyTOUMMYHHOTO nopaeHus neyernn (AH®, AMA, ATMA, LKM, ANKXK)
CKPUHUHT 6one3Hel coeanHUTENbHOM TKaHU (AH® 1 ENA-CKpUH)

CKPUHUHI M-TPALMEHTA (6enka beHc-[skoHca) B MOYE

CKPUHUHT uenunakum (AAT 1IgG v TTI2 IgA)

TunuposaHue M-rpagueHTa (6enka beHc-[KoHca) B moue

YTouHeHue gnarHo3a uenmakum (ASA n TTT)

AnekTpodopes 6eNKOB MOUM C ONpeseeHMeM TUNa NPOTEUHYPUN

AHTUTENa M XTY 18G, gM (n/kon.)

AHTUHeNpOoHanbHble aHTuTena (AHTK-Yol, Hu, Ri, PNMA2 (Ma2/Ta), CV2,
AMOUOU3NH), AMArHOCTUKA NapaHeonNacTUYeCcKmx sHuedanuTos

AHTUHYKNEapHble aHTUTena npu cknepogepmun (Scl-70, CENP A, CENP B, RP 11, RP
155, dpunbpunnapuH, NOR 90, Th/To, PM-Sc 100, PM-Scl 75, Ku, PDGR, Ro-52) u

AHTUdOChoNMNUaHbIe aHTUTENA (AT 6eTa-2-rmkonpoTenHy IgM, IgG, aHHeKcuHy V
1gM, I1gG, npoTpombuHy IgM, 18G, KN,dC, dX, DU, ®K, CP), ummyHobn0T

AT npu nonummosute: AT K Mi-2, Ku, PM-Scl100, PM-Scl75, SRP, aHTUCHUHTeTa3Hble
antutena (Jo-1, PL-7, PL-12, EJ, OJ) u aHTUTENa K RO-52

[uarHoctuka BocnanutenbHblx noanHespmtos (AT K raHramosngam GM1,GM2,
GM3, GM4, GD1a, GD1b, GD2, GD3, GT1a, GT1b, GQlb, cynbdaTtnay) IgG/1gM

CBobBOAHbIE nerkue Kanna u 1ambaa Lennm MMMyHOr106yanMHOB (CyTouHas moua)
CKpuHUHT M-TpagueHTa (6enka beHc-[KoHca) (cyTouHas mouya)

CKPMHUWHT NapanpoTenHeMmii B CbIBOPOTKE KPOBM C MOMOLLLbIO MMYHObMKCALMK
TunuposaHue M-rpagueHTa (6enka beHc-[KoHca) (cyTouHas moya)

TunupoBaHWe NapanpoTeMHa B CbIBOPOTKE KPOBYM C MOMOLLbIO UMMYHOdUKCaLum

AnekTpodopes 6e1K0B MOUM C ONpeaeneHMemM Tuna NPOTEUHYPUK (CyTouHan mouya)
13.AMATHOCTUKA ANNEPTUUN

13.01.TEXHONOrMA IMMUNOCAP

13.01.01.1 3TAI MepBrYHbIe TeCTbl Ha AANEPrUto (CKPUHUHT)

CMecb annepreHoB NULLM (ANYHbIN 6eNoK, MOIOKO, TPecKa, NWeHuLa, apaxumc, con)
1gE (FX5, ImmunoCAP)

Cmecb MMKpocKonuyeckux rpmbos (Penicil. notatum, Cladosporium herbarum,
Asper. fumigatus, Candida a

CMeCb MACHbIX MPOAYKTOB: CBUHMHA, rOBAAMHA, Kypuua IgE (FX73, ImmunoCAP)

Cmecb dpykToBas Nol: anenbcuH, 610K0, 6aHaH, nepcuk IgE (FX15, ImmunoCAP)
TpwunTasa IgE (ImmunoCAP)

daguaton (ImmunoCAP) KanuanapHasa Kposb

daguaron IgE (ImmunoCAP).

Cmecb annepreHos nnecenu (Penicillium notatum, Cladosporium herbarum,
Aspergillus fumigatus, Alternaria alternata), IgE, 06w, pe3aynbtat (MX1,ImmunoCAP)
13.01.02.2 STA BbiaBneHe MHAMBUAYANbHOIO annepreHa
Alternaria alternata IgE (M6, ImmunoCAP).

Aspergillus flavus IgE (M228, ImmunoCAP).

Aspergillus fumigatus IgE (M3, ImmunoCAP).

Botrytis cinerea IgE (M7, ImmunoCAP)

Candida albicans IgE (M5, ImmunoCAP).

Cladosporium herbarum IgE (M2, ImmunoCAP).
Helmintosporium halodes IgE (M8, ImmunoCAP).

Mucor racemosus IgE (M4, InmunoCAP).

Penicillium notatum IgE (M1, ImmunoCAP).

Pityrosporum orbiculare IgE (M70, InmunoCAP).

Rhizopus nigricans IgE (M11, InmunoCAP).

Abpwukoc IgE (F237, ImmunoCAP).

AMb6po3usa Bbicokan IgE (W1, ImmunoCAP).

AnenbcuH IgE (F33, ImmunoCAP).

Apaxuc IgE (F13, ImmunoCAP).

Apbys3 IgE (F329, ImmunoCAP)..

BaHaH IgE (F92, ImmunoCAP)

Bobbi coesble IgE (F14, ImmunoCAP).

Bpokkonu IgE (F260, ImmunoCAP).

BuHorpag, IgE (F259, ImmunoCAP).

BuwHs IgE (F242, ImmunoCAP).

Bss IgE (T45, ImmunoCAP).

FoBapuHa IgE (F27, ImmunoCAP)
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A09.05.118 FMT.41.113. lopox IgE (F12, ImmunoCAP). 5 860
A09.05.118 MT.41.199. IpeindpyT IgE (F209, ImmunoCAP). 5 860
A09.05.118 IMT.41.279. Ipeukuit opex IgE (F256, ImmunoCAP). 5 860
A09.05.118 FMT.41.191. Ipywa IgE (F94, ImmunoCAP). 5 860
A09.05.118 [MT.41.393. [JomawHss nbinb (Hollister-Stier Labs.) IgE (H2, ImmunoCAP) 5 860
A09.05.118 [MT.41.295. [Apossku IgE (F45, ImmunoCAP). 5 860
A09.05.118 [MT.41.193. [Obins IgE (F87, ImmunoCAP). 5 860
A09.05.118 [MT.41.85. enTtok anunbiii IgE (F75, ImmunoCAP). 5 860
A09.05.118 [MT.41.115. Kakao IgE (F93, ImmunoCAP). 5 890
A09.05.118 [MT.41.151. Kanbmap IgE (F258, ImmunoCAP). 5 860
A09.05.118 [MT.41.153. Kambana IgE (F254, ImmunoCAP). 5 860
A09.05.118 [MT.41.233. Kanycra IgE (F216, ImmunoCAP). 5 860
A09.05.118 MT.41.261. Kaptodens IgE (F35, ImmunoCAP). 5 890
A09.05.118 [MT.41.201. Kusw IGE (F84, ImmunoCAP). 5 860
A09.05.118 MT.41.37. Knew, gomalwHeit nbian Euroglyphus maynei IgE (D74, ImmunoCAP) 5 1050
A09.05.118 rMT.41.77. Kosbe mosioko IgE (F300, ImmunoCAP). 5 860
A09.05.118 [MT.41.409. Komap IgE (171, ImmunoCAP). 5 860
A09.05.118 [MT.41.465. Kocrep IgE (G11, ImmunoCAP). 5 860
A09.05.118 [MT.41.289. Kode IgE (F221, ImmunoCAP). 5 860
A09.05.118 MT.41.483. Kpanusa asyaomnas IgE (W20, ImmunoCAP). 5 860
A09.05.118 MT.41.207. KpacHaa cmopoguHa IgE (F322, ImmunoCAP). 5 860
A09.05.118 [MT.41.139. KpeseTku IgE (F24, ImmunoCAP). 5 860
A09.05.118 [MT.41.109. Kykypy3a IgE (F8, ImmunoCAP). 5 860
A09.05.118 [MT.41.481. Jlebepa yeuesnuesuaHas Ige (W15, ImmunoCAP). 5 860
A09.05.118 [MT.41.445. JlewmHa IgE (T4, ImmunoCAP). 5 860
A09.05.118 [MT.41.213. JiumoH IgE (F208, ImmunoCAP). 5 860
A09.05.118 [MT.41.469. Jlucoxsoct nyrosoit IgE (G16, ImmunoCAP). 5 860
A09.05.118 MT.41.167. Jlococs IgE (F41, ImmunoCAP). 5 860
A09.05.118 [MT.41.263. Jlyk IgE (FA8, ImmunoCAP). 5 860
A09.05.118 [MT.41.219. ManuHa IgE (F343, ImmunoCAP). 5 860
A09.05.118 [MT.41.215. MaHgapvH IgE (F302, ImmunoCAP). 5 860
A09.05.118 [MT.41.221. MacnwHa IgE (F342, ImmunoCAP). 5 860
A09.05.118 [MT.41.269. MuHgans IgE (F20, ImmunoCAP). 5 860
A09.05.118 [MT.41.259. Mopkosb IgE (F31, ImmunoCAP). 5 860
A09.05.118 [MT.41.411. Mortbinb IgE (173, ImmunoCAP). 5 860
A09.05.118 MT.41.89. Myka rpeyHesas IgE (F11, ImmunoCAP). 5 860
A09.05.118 MT.41.97. Myka oBcsHas IgE (F7, ImmunoCAP). 5 860
A09.05.118 rMT.41.101. Myka pxxaHas IgE (F5, ImmunoCAP). 5 860
A09.05.118 MT.41.99. Myka siumeHHas IgE (F6, ImmunoCAP). 5 860
A09.05.118 MT.41.375. Msico kponuka IgE (F213, ImmunoCAP). 5 860
A09.05.118 MT.41.385. Oscanuua nyrosas IgE (G4, ImmunoCAP). 5 860
A09.05.118 MT.41.241. Orypeu, IgE (F244, ImmunoCAP). 5 860
A09.05.118 MT.41.485. OpyBaHumk IgE (W8, ImmunoCAP). 5 890
A09.05.118 MT.41.277. Opex Kewnbto IgE (F202, ImmunoCAP). 5 860
A09.05.118 MT.41.237. MNepey, IgE (F218, ImmunoCAP). 5 860
A09.05.118 FMT.41.69. Mepo Kypwubl IgE (E8S5, ImmunoCAP). 5 890
A09.05.118 FMT.41.78. MNepo yTku IgE (E86, ImmunoCAP). 5 860
A09.05.118 MT.41.223. MNepcuk IgE (F95, ImmunoCAP). 5 860
A09.05.118 MT.41.471. Mop0pOXKHUK NaHueToBUAHbIN IGE (W9, ImmunoCAP). 5 860
A09.05.118 FMT.41.475. MNoaconHeynuk IgE (W204, ImmunoCAP). 5 860
A09.05.118 FMT.41.479. MNonbiHb IGE (W6, ImmunoCAP). 5 860
A09.05.118 MT.41.55. MomeT BonHMcTOro nonyraiunka Ige (E77, ImmunoCAP). 5 860
A09.05.118 MT.41.91. Puc IgE (F9, ImmunoCAP). 5 860
A09.05.118 FMT.41.477. Pomatuka IgE (W206, ImmunoCAP). 5 860
A09.05.118 MT.41.239. CaxapHan csekna IgE (F227, ImmunoCAP). 5 860
A09.05.118 MT.41.377. CswuHuHa IgE (F26, ImmunoCAP) 5 860
A09.05.118 MT.41.143. Cenbab IgE (F205, ImmunoCAP). 5 860
A09.05.118 MT.41.423. Cemsa noaconHevHuKa IgE (K84, ImmunoCAP). 5 860
A09.05.118 FMT.41.145. Ckym6pwms IgE (F206, ImmunoCAP). 5 860
A09.05.118 MT.41.203. Cnusa IgE (F255, ImmunoCAP). 5 860
A09.05.118 MT.41.459. CocHa BeiimyTosa IgE (T16, ImmunoCAP). 5 860
A09.05.118 MT.40.66. CTapnNOKOKKOBbIN 3HTepoTOKCUH A IgE (M80, ImmunoCAP) 5 860
A09.05.118 FMT.40.67. CTadW/IOKOKKOBbI SHTEPOTOKCUH B IGE (M81, ImmunoCAP) 5 860
A09.05.118 MT.41.900. CTadW/I0KOKKOBbIN 3HTEPOTOKCUH TSST IgE (M226, ImmunoCAP) 5 980
A09.05.118 FMT.41.405. TapakaH pbixuii IgE (16, ImmunoCAP). 5 860
A09.05.118 MT.41.387. Tumodeeska nyrosas IgE (G6, ImmunoCAP). 5 890
A09.05.118 FMT.41.265. Tomar IgE (F25, ImmunoCAP) 5 860
A09.05.118 FMT.41.155. Tpecka IgE (F3, ImmunoCAP). 5 890
A09.05.118 FMT.41.165. TyHew, IgE (F40, ImmunoCAP). 5 860
A09.05.118 FMT.41.257. ToikBa IgE (F225, ImmunoCAP). 5 860
A09.05.118 rMT.41.121. ®aconsb IgE (F15, ImmunoCAP). 5 860
A09.05.118 rMT.41.281. ®ucrawkm IgE (F203, ImmunoCAP). 5 860
A09.05.118 FMT.41.141. ®opesnb IgE (F204, ImmunoCAP). 5 860
A09.05.118 FMT.41.285. ®OyHayK IgE (F17, ImmunoCAP). 5 860
A09.05.118 FMT.41.251. LiseTHas kanycra IgE (F291, ImmunoCAP). 5 860
A09.05.118 FMT.41.255. YecHok IgE (F47, ImmunoCAP). 5 860
A09.05.118 FMT.41.47. SnuTennit mopckon cauHkK IgE (E6, ImmunoCAP). 5 860
A09.05.118 rMT.41.231. fi6noko IgE (F49, ImmunoCAP) 5 860
A09.05.118 MT.41.399. A4, ocbl 06bIkHOBeHHOM IgE (13, ImmunoCAP). 5 860
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B03.002.004
B03.002.004

B03.002.004
B03.002.004
B03.002.004
B03.002.004

A09.05.118
A09.05.118
A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118
A09.05.118

A09.05.118
A09.05.118
A09.05.118

A09.05.118

A09.05.118
A09.05.118
A09.05.118

MT.41.395.
MT.41.457.
MT.41.391.
MT.41.905.
MT.41.906.

MT.41.25.
MT.41.26.
MT.41.27.
MT.41.28.

FMT.41.23.

MT.40.274.

MT.41.38.

MT.40.211.

MT.40.215.
MT.40.213.

MT.40.214.
MT.40.289.
FMT.40.311.
'MT.40.306.
'MT.40.316.
MT.40.321.

'MT.40.310.
'MT.40.349.
MT.40.357.
'MT.40.358.
'MT.40.359.
'MT.40.360.
'MT.40.305.
'MT.40.346.
MT.40.347.
'MT.40.302.
'MT.40.303.

'MT.40.307.
MT.40.301.
'MT.40.300.
'MT.40.348.
'MT.40.308.
'MT.40.309.
MT.40.318.
MT.40.319.
MT.40.361.
MT.40.363.
'MT.40.362.

MT.41.616.

MT.41.616.

MT.41.601.
MT.41.604.
MT.41.603.
MT.41.602.

MT.41.525.
MT.41.531.
MT.41.520.

MT.41.521.
MT.41.529.

MT.41.517.
MT.41.518.

MT.41.522.
MT.41.530.
MT.41.528.
MT.41.519.

MT.41.526.
MT.41.532.
MT.41.533.
MT.41.523.

A4 nyenbl gomatuHen IgE (11, ImmunoCAP)..

fAceHb BbICOKUI IgE (T25, ImmunoCAP).

JomawHas nbinb (Greer Labs.Inc.) IgE (H1, ImmunoCAP)

JomawHss nbinb (Greer Labs.Inc.) 1IgG (H1, ImmunoCAP)

[JomawHss nbinb (Hollister-Stier Labs.) 1gG (H2, ImmunoCAP)

Knew, gomawHeit nbiim Dermatophagoides farinae IgE (D2, ImmunoCAP)

Knew, gomawwHeit nbinu Dermatophagoides farinae 1gG (D2, ImmunoCAP)

Knew, gomawneit nbinu Dermatophagoides microceras IgE (D3, ImmunoCAP)
Knew, gomawwHeit nbinu Dermatophagoides microceras 1gG (D3, ImmunoCAP)
Knew, somawwHeit nbinu Dermatophagoides pteronyssinus IgE (D1, ImmunoCAP)

Knew, somawHeit nbiiv Dermatophagoides pteronyssinus 1gG (D1, ImmunoCAP)

Knew, somawHett nbinu Euroglyphus maynei IgG (D74, ImmunoCAP)
13.01.03.3 3TAIN OnpeaeneHve anneprokOMNOHEHTOB
13.01.03.3.1.MporHo3 apdpekTnsHocTM ACUT

Anneprus Ha aiuo IgE (ImmunoCAP).

Am6po3us - ana ACUT IgE (ImmunoCAP).

3nakoBble Tpasbl - 413 ACUT IgE (ImmunoCAP).
MonbiHb - ans ACUT IgE (ImmunoCAP).

CopHble Tpasbl - Ana ACUT IgE (ImmunoCAP)

Alternaria alternata rAlt al IgE (M229, ImmunoCAP)
Tumodeeska nyrosas rPhl p1, rPhl pSb IgE (G213, ImmunoCAP)
AnbbYMUH CblBOPOTKM Kowwkm nFel d2 IgE (E220, ImmunoCAP)
AnbbyMUH cbiBopoTKM cobakm nCan 3 IgE (E221, ImmunoCAP)
Am6po3sua nAmb al IgE (W230, ImmunoCAP).

Apaxuc rAra hl IgE (F422, ImmunoCAP).

Apaxuc rAra h2 IgE (F423, ImmunoCAP).

Apaxuc rAra h3 IgE (F424, ImmunoCAP).

Apaxuc rAra h8 PR-10 IgE (F352, ImmunoCAP).

Apaxuc rAra h9 LTP IgE (F427, ImmunoCAP).

Bepésa rBet v2, rBet v4 IgE (T221, ImmunoCAP).
Beta-naktornobynut IgE (F77, ImmunoCAP).

Kapn (Mapsanbbymun) rCyp cl IgE (F355, ImmunoCAP).
KoHanbbymuH situa nGal d3 IgE (F323, ImmunoCAP).

Jlnzoumm saua nGal d 4 IgE (K208, ImmunoCAP).

MUHOpPHbIE KOMMOHEHTbI MblAbLbl U NPOAYKTOB PAacTUTENBHOTO NpoucxoxaeHus IgE (G214,
ImmunoCAP)

OBanbbymuH aiiua nGal d2 IgE (F232, ImmunoCAP)

Osomykoua ainua nGal d1 IgE (F233, ImmunoCAP).

Omera-5 MuaanH nweHnubl rTri al9 IgE (F416, ImmunoCAP)
MonbiHb NArt v1 IgE (W231, ImmunoCAP).

MonbiHb NArt v3 LTP IgE (W233, ImmunoCAP).

Cobaka rCan f1 IgE (E101, ImmunoCAP)

Cobaka rCan f2 IgE (E102, ImmunoCAP)

Cos rGly m4 PR-10 IgE (F353, ImmunoCAP).

CblBOPOTOUHbI anbbymuH nBos db IgE (E204, ImmunoCAP)
TponomuosuH kpeseTok rPen al IgE (F351, ImmunoCAP).

13.02. TEXHO/10TMNA ALLERGY EXPLORER 2

Anneprouunn ALEX 2 (300 anneprokomnoHexTos, Allergy Explorer 2)
Anneprounn ALEX 2 (300 anneprokomnoHeHTos, Allergy Explorer 2). kanunnspHasi kposb

13.03. TEXHONNOIMNA ALLERGY-Q

ATtonuueckas naHens, IgE (44 anneprena, Allergy-Q-ummyHo610T)
MynbTu-naHens, IgE (107 anneprena, Allergy-Q-ummyHo610T)

Muwesan naHenb, IgE (72 annepreHa, Allergy-Q-ummyHo610T)

PecnupatopHas naHens, IgE (64 annepreHa, Allergy-Q-ummyHo610T)
13.04.TEXHO1OI'1A DR. FOOKE

AnbTepHapua anbTepHara, IgE (Alternaria tenuis (alternata), M6, Dr. Fooke)
Am6po3ua nonbiHHoAWCTHaA, IgE (Ambrosia artemisiifolia, W1, Dr. Fooke)
Bepesa 6enas, IgE (Betula pendula, T3, Dr. Fooke)

BbiToBbIE annepreHbl, MUKCT 2: knewwm AgomatuHen nbinu (D. pteronyssinus, d1), knewm
pomaluHen nbinm (D. farinae, d2), anutenwuit kowwkwu (e1), anutenuin cobaku (Do

[nioteH, IgE (Gluten, F79, Dr. Fooke)
[omalunsas neinb, muket 1 (Greer Labs, Inc.): knewwm gomalunei neinu (D. pteronyssinus,
d1, D. farinae, d2), pexuit TapakaH (Blatella germanica, i6), IgE (h1

Knewwm aomawHeit noinm, IgE (Dermatophagoides farinae, D2, Dr. Fooke)
Knewwm gomawHeit noinm, IgE (Dermatophagoides pteronyssinus, D1, Dr. Fooke)

Kowka: rFel d1, IgE (Cat, Dr. Fooke)
Monoko Koposbe, IgE (Milk, F2, Dr. Fooke)
Myka nweHunyHas, IgE (Wheat, F4, Dr. Fooke)

MnecHeBble rpubbl, MukcT 1: 3onoTucTeii nernuunn (Penicillium chrysogenum, m1),
TpaBsHon knagocnopuii (Cladosporium herbarum, m2), abimsiwmin acneprunn (Aspe

MonbiHb 06bIKHOBEHHaA, IGE (Artemisia vulgaris, W6, Dr. Fooke)
Tumodeeska nyrosas, IgE (Timothy, G6, Dr. Fooke)
3nuTenuii Kowwkw, IgE (Cat dander, E1, Dr. Fooke)
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A09.05.118
A09.05.118

B03.002.004

B03.002.004

B03.002.004

B03.002.004

A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

A09.05.118
A09.05.118
A09.05.118
A09.05.118

A09.28.055

A09.28.055.001

A09.28.055.001

A09.28.055.001
A09.28.055.001
A09.28.055.001
A09.28.055.001
A09.28.055.001

A09.28.055

A12.30.012.009

A27.05.031

A27.05.036
A27.05.009

FMT.41.524.
MT.41.527.

FMT.41.511.

FMT.41.512.

MT.41.513.

FMT.41.514.

FMT.41.491.
MT.41.498.
FMT.41.421.
MT.41.492.
MT.41.493.
FMT.41.419.
'MT.41.490.

'MT.41.500.
MT.41.501.
MT.41.504.
MT.41.507.
MT.41.502.
MT.41.506.

MT.40.339.
MT.50.44.2217.
MT.41.508.
MT.41.503.
MT.41.510.

fMT.1.91.1

FMT.1.99.1

fMT.1.92.1

fMT.1.96.1.
fMT.1.97.1
FMT.1.93.
fMT.1.94.1
FMT.1.95.1

FMT.1.98.1

FMT.50.38.2181
MT.50.38.2182

FMT.GNP028
TMT.GNPO53
FMT.19.94.

FMT.GNP021
FMT.GNP043
FMT.GNP023
TMT.GNP022
FMT.GNPO66
TMT.GNPO55

Anutenunit cobakuy, IgE (Dog epithelium, E5, Dr. Fooke)

AnuHbIn 6enok, IgE (Egg White, F1, Dr. Fooke)

13.05.TEXHOJ1OT 1A RIDA ANNEPTOCKPUH PA3SBEPHYTbIE MAHE/TU

MaHenb neguatpuyeckas (RIDA-uMmMyHO6noT) (7 pecnmpaTtopHbix U 13 nuLeBbIx
annepreHoB) IgE (knew Dermatophagoides pteronyssinus,knewy Dermatophagoides
farinae,6epésa,cmech TpaB,rpubok Alternaria alternata,kowuka (anutenuii u wepcTtb),cobaka
(anuTenuin u WepcTb),KOpPoBbE MOMOKO,anbta-nakransbyMuH,6eTa-nakTorno6ynuH, SUYHbIR
6enoK, IMYHbIN XKENTOK,ka3enH,MOPKOBb,kapToderb, NecHON opex,apaxvc,niueHnyHas
Myka,coeBble 606bl,6b141i1 CLIBOPOTOYHbIN anbGyMuH)

Maxenb nuwesbix annepreHoB (RIDA-uMmyHo610T) (20 nuLweBbIx annepreHos) IgE
(opexu: NecHoM, rpeLkuii, apaxuc, MuHaanb;6emnku KOPOBLETO MOMOKa, B TOM YncHe
Ka3enH;snYHbI GEenoK 1 KENTOK;0BOLLY: kKapToderb, Cenbaepeit, MOpPKOBb,
ToMaTbl;Tpecka;kpabbl;ppyKTbI: anenbCuHbl 1 ABIIOKM;NIEHUYHas 1 pXaHasi
MYKa;KYH)XXYTHOE ceMs;coeBble 606bI)

MaHenb pecnupaTopHbix annepreHoB (RIDA-ummyHo6moT) (20 pecnvpaTopHbix) IgE
(knewy, Derm. pteronyssinus,knewy Derm. farinae,nbinbua onbxu,nbinbua 6epésbl,nbinbua
TeLyHbl,MbiNbLa Ay6a,nbinbLa CMeCcH TpaB, MbiNbLia pxu,NbinbLa NosbIHW, MbbLa
NIOAOPOXKHMKA, LIEPCTH KOLLKM,LIEPCTb MOLIaAm,LLepcTb cobakm,LLepcTb MOPCKOM
CBWHKW,LLEPCTb XOMsIKa,epcTb kponuka,Penicillium notatum,Cladosporium
herbarum,Aspergillus fumigatus,Alternaria alternata)

YHuBepcanbsHas naHenb (RIDA-uMmyHo6110T) (13 pecnnpaTopHbIX U 7 NULLEBbLIX
annepreHoB) IgE  (knewwm gomaluHen neinu(Dermatophagoides pteronyssinus n
Dermatophagoides farinae);nbinbua onbxu, 6epéabl, NeLwyHbl, pxu, NOMbIHW, NOAOPOXHUKA
1 CMecu ApyruX LIBETYLLMX TPaB;LUepCTb 1 NEPX0Tb KOLLKM, TOLIaAN U cobaku;nnecHeBbIi
rpubok Alternaria alternata;opexu: necHol, apaxuc;6enok KOpoBbETO MOMOKa; ANYHbIN
6enok;MOpKOBb;MLLEHWYHasi Myka;coeBble 606bl1)

13.06.A/INEPTNA HA NEKAPCTBEHHbIE CPEACTBA

13.06.01.TexHonorna ImmunoCAP

HenatuH koposwuii IgE (C74, ImmunoCAP).

WHcynuH yenoseyveckuit IgE (C73, ImmunoCAP).

Jatekc IgE (K82, ImmunoCAP).

MennumnnuH G IgE (C1, ImmunoCAP)

Mennumnnumn V IgE (C2, ImmunoCAP)

dopmansgerna/dopmanut IgE (K80, ImmunoCAP).

XnoprekcuauH IgE (C8, ImmunoCAP).

13.06.02.TexHonorua Dr. Fooke

AnkypoHuym IgE (C53, Dr. Fooke)

ApTUKauH 1 YnbTpakauH IgE (C68, Dr. Fooke)

BeHsokauH IgE (€86, Dr. Fooke)

BynueakauH, AHekauH u MapkauH IgE (C89, Dr. Fooke)

JinpokaunH n AcunokawH IgE (C82, Dr. Fooke)

MenwusakauH 1 MonokauH IgE (C88, Dr. Fooke)

MecTHble aHecTeTuku 1 MuopenakcaHnThl IgE (Dr. Fooke). AnkypoHuym IgE (C53, Dr. Fooke)
MpokaunH n HosokawH IgE (C83, Dr. Fooke) MenueakauH n MonokauH IgE (C88, Dr. Fooke)
BynueakauH, AHekanH n MapkauH IgE (C89, Dr. Fooke) TetpakauH n [ukaunH IgE (C210, Dr.
Fooke)

HanpokceH (c110)

MpunokauH n LUuraHecr IgE (C100, Dr. Fooke)

MpokaunH 1 HosokauH IgE (C83, Dr. Fooke)

TetpakaunH 1 [iukaut IgE (C210, Dr. Fooke)

14. TOKCMKONOIMYECKME NCCNEQOBAHUA

AHanus mouu "BpeaHble NpuBbIYKK" (aNKOT0/1b, HUKOTWUH, HAPKOTUYECKME U
NCUXOAKTUBHbIE BellecTsa - 6onee 800 npeacTaBuTenei)

WccnepoBaHne MoYM Ha BbiABAEHUE YNOTPebNeHUA CUHTETUYECKUX KaHHAaBbUHOMA 0B
"Cnaiicos"

KonunuectseHHoe onpeaeneHne ampeTaMmnHa 1 ero NPOM3BOAHbIX B MoYe
KonunuectseHHoe onpeaenerune 6apbutypaTos B moye

KonunuectseHHoe onpeaenerune 6eH3o04MasennHoB B Moye
KonunuectBeHHoe onpeaeneHne KaHHabUHOMA0B B Moye
KonunuectBeHHoe onpeaeneHne KOKamHa 1 ero metabosmMTos B moue
KonunuectBeHHoe onpeaeneHne onmaTos B moye

MpeaBapuTeNnbHbIil aHaAU3 MOYM Ha BbiABIEHWE 9 TPYNN HAPKOTUYECKUX U
NCUXOAKTUBHBIX BELLECTB (OnuaThl, KaHHabUHOUAp!, amdeTamuH, meTambeTamuH,
KOKauH, 9KCTasn)

JIEKAPCTBEHHbIA MOHUTOPUHI

Basnbnpoesas Kucaora (Kon)

Basnbnpoesas KucaoTa (nocne npuema npenapara) (kon)
15.FEHETUYECKUE UCCNIEOOBAHUA

15.02.KOMMJIEKCbI FTEHETUYECKUX VICC}'IE,EI,OBAHVIVI
15.02.01.TepaneBTuyeckune nccnegoBaHua

BonesHb KpoHa

BEPOHXWAIbHAA ACTMA (6a308bii1)

BobisiBneHue annenu 27 nokyca B HLA (HLA-B 27)

leHeTMKa Komnaekc NPoTpomM6UH

fMnepToHuna

NHrMbuTop akTMBaTOpa NAasmuHoreHa

JeligeHoBCKan MyTaums

MYKOBUCLMA03

HACﬂEﬂ,CTBEHHbIVI FEMOXPOMATO3
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A27.05.033 FMT.GNP052

HelpoceHcopHasa HecMHApOoMabHas TyroyxocTb (GJB2). Moanmopdusm: 35DelG 6 1500
MT.GNPO32 HenepeHoCMMOCTb NaKTO3bl 6 920
MT.GNP026 Ocreonopo3s 6 7250
A27.30.015 MT.GNP0O08 CuHppom Kunovbepa 6 1770
A27.05.034 MT.GNP0O30 CnuHanbHaa amuoTtpodus 6 2130
IMT.GNPO46 Tpombodunus - 6azosbii 6 4950
TMT.GNPO45 Tpombopunus - CKPUHUHT 6 3220
MT.GNP0O44 TPOMBODUINA paclumpeHHas 6 7020
A27.05.035 MT.GNPO25 deHunkeToHYypUa 6 7250
FeHoTMNMpoBaHue 4 myTaumii reHa CYP21A2 npu Heknaccuyeckon popme
TMT.GNP135 .
BPOAEHHOM rmnepniasnumn Hagno4ye4yHMKoB 15 3700
15.02.02./1eKapCTBEHHbIN MOHUTOPUHT
TMT.GNPO50 MeTtabonunsm BapdapuHa - 6a3osblii 6 3220
IMT.GNPO61 METABO/IN3M KNONUAOTIPENA 6 3110
A27.05.018 MT.GNP0O49 Tpombodunus - opanbHble KOHTPALENTUBDI 6 2880
MT.GNPO51 YyBCTBUTENBHOCTb K BUTaMUHY [ 6 1730
IMT.GNP0O60 YYBCTBUTE/IbHOCTb K NEYEHUO UPUHOTEKAHOM 6 1610
YyBCTBUTENBHOCTb K IEYEHUIO XPOHWUYECKOrO renatnta pubasmpruHoOmM u
A27.05.028 FMT.GNP034
UHTEphEpPOHOM 6 1610
15.02.03.0HKOreHeTuka
MT.GNP020 HenonnnosHbIl pak TONCTOM KULIKK 6 3800
A27.05.040 MT.GNPO48 Pak Mon104HO XKenesbl U ANYHUKOB - 6asoBas 6 4830
A27.05.046 TMT.GNP0O57 PAK MOJIOYHOW XENE3bl U AUYHNKOB (paclumpeHHbiii) 6 5290
IMT.GNP0O19 PaK TONICTO KULLIKM 1 xenyaka 6 1960
15.02.04.380p0BbIVi 06pa3 KU3HU
FMT.GNP029 MNpeapacnonoXKeHHOCTb K aNKoroansmy 6 2190
FMT.GNPO11 CKNOHHOCTb K OXMPEeHuto 6 6330
15.02.05.Penpoaykuma
TMT.GNP047 Metabonunsm ponatos 6 3680
FMT.GNP069 MYCKOE BECN/I0AMNE 6 5520
rMT.GNPO35 ®akTop Asoocnepmun (AZF) 6 5690
15.02.06.KaprotnnuposaHue
A12.05.013 MT.20.120. AHanus kKapnotuna (c potorpadueii xpomocom) 1 naumeHTa 21 12420
A12.05.013 FMT.20.119. AHanus kapuotuna 1 nauneHTa 21 9320
15.02.07.TunnposaHue reHos HLA |
FMT.19.41. Jlokyc DQA 1 8 2070
rMT.19.42. Nokyc DQB 1 8 2070
MT.19.40. Nokyc DRB 1 8 2070
15.04.MHANBUAYANbHBIE TEHETUYECKME NCCNEAOBAHUA
rMT.GN0020 ANKK1: Glu713Lys; DRD2: TaglA 6 1150
FMT.GNO016 BupycHbiii oHkoren AKT1: Glul7Lys (E17K) 6 1150
FMT.GN0299 DaKTOp BbIXKMBAHWMA MOTOPHbIX HelipoHoBSMN1: EX7DEL 6 1730
FMT.GN0150 3-rnapoKcnn-3-meTunrnyTapun-kosaHsum A peaykrasa HMGCR: rs12654264 6 1150
FMT.GNO191 3-rAPOKCUN-3-MeTUNTNYTapUI-KOIH3UM A peaykTaza HMGCR: T/G SNP 29 6 1150
rMT.GNO049 CDH1: C-160A (C-285A) 6 1150
rMT.GNOO50 CDH1: C2076T; Ex13-89T>C 6 1150
FMT.GNO091 CYP1A1: CYP1A1*2A (Mspl Polymorphism) 6 1150
MT.GNO168 HLA-komnnekc, rpynna 9 HCGO: rs3823375 6 1150
FMT.GNO167 HLA-komnnekc, rpynna 9 HCGO: rs6904029 6 1150
rMT.GN0242 MutY romonor 1 (E.coli) MUTYH: Gly396Asp (Gly382Asp) 6 1150
FMT.GN0243 MutY romonor 1 (E.coli) MUTYH: Tyr165Cys (Y165C) 6 1150
FMT.GN0245 N-auetuntpaHcoepasa 2 NAT2: C481T 6 1150
FMT.GN0244 N-auetuntpaHcdepasa 2 NAT2: lle114Thr (T341C) 6 1150
FMT.GN0246 N-auetuntpaHchepasa NAT2: Arg197GIn (G590A) 6 1150
rMT.GN0247 N-auetuntpaHchepasa NAT2: Gly286Glu (G857A) 6 1150
rMT.GN0248 N-auetuntpaHcdepasa NAT2: Lys268Arg (A803G) 6 1150
MT.GN0249 NOD-nogo6HbIi peuentop 2 NOD1: T-160C (G796A) 6 1150
FMT.GN0252 NOD-noao6HblIi peuentop 2 NOD2: 3020InsC 6 1150
FMT.GN0250 NOD-noao6HbIi peuentop 2 NOD2: Arg702Trp (R702W) 6 1150
FMT.GNO251 NOD-noao6HbIi peuentop 2 NOD2: Gly908Arg (G908R) 6 1150
MT.GN0324 T-KNeTouHbIM AnraHa, youkemtnuHa-1 UBASH3A: rs11203203 6 1150
MT.GNO325 T-KNeTouHbIM AnraHa, youkentnuHa-1 UBASH3A: rs2839511 6 1150
FMT.GNO0O5 AaayumnH 1 anbpa ADD1: G1378T 6 1150
FMT.GNO006 ApnyumH 2 (6eta) ADD2: C1797T 6 1150
A27.05.050 MT.GN0024 AZLeHOMaTO3HbIN NoAMNO3 ToAcToM Knwku APC: 1061Del5 6 1150
A27.05.050 MT.GN0021 AZLEeHOMaTO3HbIN NoAMNO3 ToncTon Kuwku APC: 1309Del5 6 1150
A27.05.050 FMT.GN0023 ALEHOMATO3HbIV N0AMNO3 ToncToM KnwKK APC: Glul317GIn (E1317Q) 6 1150
A27.05.050 FMT.GN0022 ALEHOMATO3HbIV N0IMNO3 ToNCTOM KKK APC: 11e1307Lys (11307K) 6 1150
FMT.GN0O008 ApunoHektnH ADIPOQ: G276T 6 1150
MT.GNOO009 ApnnoHektnH ADIPOQ: T45G 6 1150
FMT.GN0007 AnkoronbgernaporeHasa 1B (knacc |) ADH1B: ADH1B*2 (Arg48His; Arg47His) 6 1150
MT.GN0OO17 AnbaernanernaporeHasa 2 ALDH2: ALDH2*1/*2 (Glu504Lys; E504K) 6 1150
FMT.GNO076 Anbda-5-HUKOTUHOBBIN XonuHeprudeckuii peuentop CHRNAS: Asp398Asn (D398N) 6 1150
MT.GNOO15 AHrnoteHsuH Il peuentop, Tun 1 AGTR1: A1166C 6 1150

FMT.GN0O014 AHrnoteHsnHoreH AGT: AGT, -6A haplotype (-6G-A) 6 1150



A27.05.009
A27.05.010

A27.30.014
A27.30.014
A27.30.014

A27.05.006

A27.05.030

A27.05.003

A27.05.048

A27.30.015

FMT.GNO013
FMT.GN0026
FMT.GN0027
FMT.GN0025
FMT.GNOO11
FMT.GNO010
FMT.GNO012
FMT.GNO170
FMT.GNO169
FMT.GNO166
FMT.GNO172

FMT.GNO189

FMT.GN0O048

FMT.GNO003
FMT.GN0002
FMT.GNO0O1
FMT.GNO159
FMT.GNO161
FMT.GNO160
FMT.GNO162
FMT.GN0148
FMT.GNO147
FMT.GNO146
FMT.GNO107

FMT.GNO109

FMT.GN0108
IMT.GNO111
FMT.GNO110
FMT.GNO112
FMT.GNO113

FMT.GN0292
IMT.GNO211
FMT.GN0212

FMT.GNOO045
'MT.GNOO85
FMT.GNO081
'MT.GNO080
'MT.GNO079
FMT.GN0082
'MT.GNOO083

FMT.GNO334

FMT.GNO336

FMT.GN0332

FMT.GNO333

FMT.GNO335

FMT.GNO149
IMT.GNO217
FMT.GNO077
FMT.GNO221
FMT.GN0220
FMT.GN0219
'MT.GN0239
FMT.GN0238
'MT.GN0240
FMT.GN0301
FMT.GN0225

FMT.GN0293

FMT.GN0294
'MT.GN0295

FMT.GN0296

'MT.GNO036
'MT.GN0268
'MT.GNO316
'MT.GNO106

FMT.GN0326
rMT.GNO277

AHrnoteHsuHoreH AGT: Met235Thr (M235T; Met268Thr; M268T)
AnonunonpotewnH C-1ll APOC3: C-482T

AnonunonpotewnH C-Ill APOC3: C3238G

AnonunonpotewnH C-1ll APOC3: T-455C

Bera-2-agpeHopeuentop ADRB2: GIn27Glu (Q27E)
Bera-2-agpeHopeuentop ADRB2: Gly16Arg (G16R)
Bera-3-agpeHopeuentop ADRB3: Trp64Arg (W64R)
Femoxpomatos HFE: Cys282Tyr (C282Y)

Femoxpomatos HFE: His63Asp (H63D)

ManypoHaH-ceasblBatowmin npotenH 2 HABP2: Gly534Glu (G534E)
[FNaBHbIA KOMNJIEKC TMCTOCOBMECTUMOCTH, Knacc |, A HLA-A: rs6457110

[NaBHbIN KOMMNAEKC MMCTOCOBMECTUMOCTH, Knacc |, J (ncesgoreH) HLA-J: rs4959039

FnukosundochaTMaAMANHO3UTON-CBA3AHHbIN 6enok CD14: C159T; T-259C; C260T
InukonpoTenH-P ABCB1: ABCB1*8 (C1236T)

FnukonpoteunH-P ABCB1: C3435T

InukonpotenH-P ABCB1: MDR1*2 (ABCB1*7; G2677T/A)

nyTaTnoH S-TpaHcoepasa Mol GSTM1: null genotype

[nytatmoH S-tpaHcdepasa Ml GSTP1: Alall4Val (A114V)
[nytatmoH S-tpaHcdepasa Mul GSTP1: lle105Val (1105V)

nytaTnoH S-TpaHcoepasa Tetal GSTT1: null genotype

[T® umknormaponasa 1 GCH1: rs10483639

[T® umknornaponasa 1 GCH1: rs3783641

[T® umknornaponasa 1 GCH1: rs8007267

[vruaponupumnavH geruaporeHasa DPYD: DPYD*2A (IVS14+1G>A)

[vruaponupumnanH geruaporeHasa DPYD: DPYD*9A (Cys29Arg; C29R)
[vruaponupumnavi gernaporeHasa DPYD: Met166Val (M166V)
[JlodamunHosbiii peuentop D1 DRD1: Ddel Polymorphism (DRD1_48A/G)
Lodamutosbliii peuentop D1 DRD1: rs686 (*62C>T)

[Lodamurosbliii peuentop D2 DRD2: 141CIns/Del (-141Clns/Del)
[JodamunHosbliii peuentop D2 DRD2: rs6277

NHrbuTop akTMBaTopa nnasmuHoreHa SERPINEL: 4G/5G (PAIL: 4G/5G; Ins/Del G)
WHTerpuH, anbda 2 ITGA2: C807T

WHTerpuH, 6eTa 3 (TpombouuTapHbIit ravkonpoTemH llla) ITGB3: PIA1/PIA2
(Leu33Pro; T1565C; HPA-1b)

KanbumtoHuHoBbIN peuentop CALCR: C1377T (Pro447Leu)
Katexon-O-meTtuntpaHcoepaza COMT: A-98G (-118A>G)

KonnareH t1n |, anbda 1 COL1AL: 1663Ins/DelT

KonnareH tun |, anbda 1 COL1AL: G-1997T

KonnareH tun |, anbda 1 COL1AL: Spl-polymorphism (G2046T)

Konnaren tun lll, anbda 1 COL3AL: G2092A (Ala698Thr; A698T)

KonnareH tun V, anbda 1 COL5AL: C267T (BstUl-polymorphism)

Komnnekc anokcna-peayKTasbl BUuTamuHa K, cybbeamHmnua 1 VKORC1: C1173T
(C6484T)

Komnnekc anokcna-peayKTasbl BuTamuHa K, cybbeamHmnua 1 VKORC1: C2255T
(C7566T)

Komnnekc anokcna-peaykrasbl ButamuHa K, cybveguuunua 1 VKORCL: C381T (T-
4931C)

Komnnekc anokcna-peaykrasbl ButamuHa K, cybveanumnua 1 VKORCL: G-1639A
(G3673A)

Komnnekc anokcna-peayKTasbl BuTamuHa K, cybbeamHmnua 1 VKORC1: G6853C
(G1542C)

KoHHeKcuH 26 GJB2: 35DelG

Nakrasa LCT: T-13910C (C/T-13910)

NektunH, C-tun CLEC7A: Tyr238Ter (Y238X)

NenTuHoBbIl peuentop LEPR: GIn223Arg (Q223R)

NenTuHosbIl peuentop LEPR: Lys109Arg (K109R)

JNlentuHoBbIi peuenTop LEPR: Lys656Asn (K656N)
MeTunentetparnapodonatpesykrasa MTHFR: A1298C (Glu429Ala)
MeTuneHTeTparngpodonatpeayktasa MTHFR: C677T (Ala222Val)

MeTWUOHMH cnHTaza MTR: Asp919Gly (A2756G)

MuToxoHApUaNbHan cynepokenaamcmytasa 2 SOD2: Vall6Ala (V16A)
MoHoamuHokeungasa A MAOA: 30-bp VNTR (L/H)

HelpoTpaHcMUTTEPHbI NepeHocumK godamuHa SLC6A3: 3'UTR 9/10 VNTR (40-bp
VNTR)

HelpoTpaHCcMUTTEPHbIN NepeHoCcHnK aodammnHa SLC6A3: G2319A
HelpoTpaHCcMUTTEPHBIV NepeHoCcYnK godammuHa SLCH6A3: intron 8 VNTR
HelpoTpaHCMUTTEPHbIN NepeHocUHMK cepoToHuHa SLC6A4: Long/Short (L/S; 44-bp
Ins/Del)

HelpoTtponHblii dakTop mo3sra BDNF: Val66Met; V66M

OnuounaHblii peuentop M1 OPRM1: Asn40Asp (N40D; A118G)

Onyxonesblit npotenH P53 TP53: Arg72Pro (Ex4+119C>G)

MnayeHTapHbIv M Npoctatydecknin DLG DLGS: Arg140GIn (R30Q)

Nonunentug 1A cemeiictea YA®P-rntokypoHuntpaHcdpepasbl 1 UGT1AL: UGT1A1*28
MNpoonnomenaHokoptMH POMC: Arg236Gly (R236G)
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A27.05.040
A27.05.040
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A27.05.040
A27.05.049
A27.05.049
A27.05.049
A27.05.049

A27.05.036

A27.05.036

A27.05.036

A27.05.036

A27.05.036

A27.05.036

A27.05.036

A27.05.036

A27.05.036

A27.05.036

A27.05.036

A27.05.023

A27.05.002

A27.05.018

A27.05.011
A27.05.035
A27.05.035
A27.05.035

FMT.GNO307

FMT.GNO345

FMT.GN0282
FMT.GN0284
FMT.GN0285
FMT.GNO287
FMT.GN0288
FMT.GNO039
FMT.GNO038
FMT.GNO040
FMT.GN0O041
FMT.GNO042
FMT.GN0234
FMT.GNO235
FMT.GN0232
FMT.GNO233
FMT.GNOO035

FMT.GNO060

FMT.GNOO61

FMT.GN0062

FMT.GNO064

FMT.GNO069

FMT.GNOO56

FMT.GNO066

FMT.GNOO59

IMT.GNOO55

FMT.GNO067

FMT.GNOO57

FMT.GN0241
FMT.GNO0329
FMT.GN0328
'MT.GN0330

FMT.GNO142

FMT.GNO143

FMT.GNO145

FMT.GNO144

FMT.GNO281

FMT.GN0230
MT.GNO114

FMT.GNO314

FMT.GNO315
'MT.GNO300
FMT.GNO154

FMT.GNO155

FMT.GNO153

FMT.GN0298
FMT.GNO122
FMT.GNO123

FMT.GNO124

FMT.GNO121
FMT.GNO313
IMT.GNO272
FMT.GNO271
TMT.GNO275

MpoTeunH 2, noao6HbIM TpaHCKpUNLMOHHOMY dakTopy 7 TCF7L2: IVS3C>T

MNpoTeuH 6, cxogHbili ¢ C1q 1 dpakTopom Hekposa onyxonent CLQTNF6: rs5756546
MNpoTtenH-TuposuHdocdartasa 22 PTPN22: Arg620Trp (R620W)
MNpoTtooHkoreH RET: Cys611 (Cys611Trp)

MNpoTtooHkoreH RET: Cys618 (Cys618Ser/Arg)

MNpoTtooHkoreH RET: Cys620 (Cys620Arg/Tyr/Phe/Trp/Ser)

MNpoTtooHkoreH RET: Cys634 (Cys634Gly/Tyr/Ser/Phe/Arg/Trp)

Pak monouHolt xenesbl 1 BRCAL: 4153DelA

Pak monouHolt xenesbl 1 BRCAL: 5382InsC

Pak mosiouHom xenesbl 1 BRCAL: A1708E/V; Ala1708Glu/Val

Pak monoyHolt enesbl 1 BRCAL: Arg1699Trp; R1699W

Pak monouHoli xenesbl 2 BRCA2: 6174DelT

PaK NpsIMOi1 KMLWKKM, HenoaunosHbli (tun 2) MLH1: Ala681Thr

PaK NpsAMOI KULWKK, HenoAnnosHbln (tnun 2) MLH1: G-93A (93G>A)

PaK NpsAMOi1 KMWKKM, HenoaunosHbli (tun 2) MLH1: His329Pro (H329P)
PaK NpsAMOI KULWKK, HENoAnNo3HbIn (tun 2) MLH1: Pro648Ser

Perynatop anontosa BCL2A1: G141A

Perynatop TpaHcmembpaHHOM NpoBOAUMOCTH Npy MyKoBucumaose CFTR:
1677DelTA (2-bp Del, 1677TA)

Perynatop TpaHcMemMbpaHHOM NpoBOAUMOCTH Npy MyKoBucumaose CFTR: 2143DelT
Perynatop TpaHcMemMbpaHHOM NPOBOAUMOCTU Npu Mykosucumpaose CFTR: 2184InsA

Perynatop TpaHcMemMbpaHHOM NPOBOAUMOCTH Npu MyKosucumpaose CFTR: 3821DelT
Perynatop TpaHcMeMbpaHHOM NPOBOAUMOCTU Npu MyKosucumaose CFTR:
3849+10kbC>T

Perynatop TpaHcMeMbpaHHOM NPOBOAUMOCTU Npu MyKosucumpaose CFTR:
Argl17His (R117H)

Perynatop TpaHcMeMbpaHHOM NPOBOAUMOCTU Npu MyKosucumpaose CFTR:
Asn1303Lys (N1303K)

Perynatop TpaHcMeMbpaHHOM NPOBOAUMOCTU Npu MyKosucumaose CFTR:
Del_lle507; Delta 1507

Perynatop TpaHcMeMbpaHHOW NPOBOAUMOCTU Npu MyKosucumaose CFTR: F508Del;
delta508

Perynatop TpaHcmeMbpaHHOM NPOBOAUMOCTU Npu mykosucumpaose CFTR: L138Ins
Perynatop TpaHcMeMbpaHHOM NPOBOAUMOCTU Npu MyKosucumaose CFTR:
Trp128Ter (W1282X)

Pesyktasa MTRR: lle22Met (A66G)

PeuenTop ButamuHa D VDR: A-3731G (Cdx2)

PeuenTop Butamuua D VDR: b/B (Bsml Polymorphism; IVS10+283G>A)

PeuenTop ButammnHa D VDR: Fokl Polymorphism; Ex4+4T>C

PeuenTop ramma-amnHobyTpoBoii Knucnotsl A (anbda 1) GABRAL: rs2279020
PeuenTtop ramma-ammHoByTMPOBOIA KucnoTbl A (anbda 2) GABRA2: rs279871
Peuentop ramma-amnHobyTvpoBoii Knucnotsl A (anbda 6) GABRA6: C1236T

PeuenTtop ramma-ammHoByTMPOBOIt KUCcaoTbl A (anbda 6) GABRAG: rs3219151
PeuenTop ramma, akTUBMpYemblit nponndepatamu nepokcucom PPARG: Prol12Ala
(P12A)

Peuentop menaHokopTuHa (4 Tun) MC4R: Val103lle

PeuenTop akToancnnasnHa A2 EDA2R: rs1352015

CynepceMeicTBO peLienTopa ¢pakTopa HeKpo3a onyxonew, nentug 11b TNFRSF11B:
Asn3Lys (G1181C)

CynepceMeicTBO peLienTopa ¢pakTopa HEKpo3a onyxonei, nentug 11b TNFRSF11B:
T245G (245T>G)

Cynpeccop 1 uMTOKMHOBOM curHanmsaumm SOCS1: rs243327

TpombouuTtapHblil raMkonpoTeuH Ib, anbda-nonmnentug GP1BA: Ins/Del (VNTR A,
B, C, D)

TpomboumTapHbii rankonpoteuH b, ansda-noamnentug GP1BA: T-5C; Kozak
sequence

TpomboumTapHbii rankonpoteunH Ib, anbda-noannentng GP1BA: Thri61Met
(T161M)

DaKTOp BbIXKMBAHUA MOTOPHbIX HelipoHoB SMN1: EX8DEL

daktop Koaryaauum Il (tpombuH) F2: G20210A

dakrtop Koaryaauum Il (tpombuH) F2: Thri65Met (T165M)

dakrtop Koarynauum V (F5 dakrop Jleiaera) F5: Factor V Leiden (G1691A;
Arg506GIn)

dakrtop Koaryaauum Xlll (noavnentug Al) F13A1: Val34Leu (Val35Leu)
dakTop Hekposa onyxosei TNF: TNF-308 (G-308A)
deHunanaHmHrngpokemnasa PAH: Argl58GIn (Arg158Pro)
deHunanaHmHrngpokemnasa PAH: Arg252Gly (Arg252Trp)
deHunanaHmHrngpokcmnasa PAH: Argd08GIn (R408Q)
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A27.05.031
A27.05.031

A09.28.087

A27.05.012.001

A26.01.011
A26.01.015

A26.01.033

A26.01.022

A26.01.023

A26.01.023

A26.19.086

FMT.GNO270
IMT.GNO276
FMT.GNO274
FMT.GNO269
FMT.GNO273
FMT.GNO129
FMT.GNO130

FMT.GNO141

FMT.GNO046
FMT.GNO078

FMT.GNO095

FMT.GNO096

FMT.GNO097

FMT.GNO099

FMT.GNO071
FMT.GNO073
FMT.GNO074
FMT.GNO070

FMT.GN0259

IMT.GNO261
IMT.GNO117
IMT.GNO116
FMT.GNO120
MT.GNO119
FMT.19.119.

FMT.20.121.

FMT.GNO118

FMT.GNP229

FMT.GNP229.1

FMT.GNP231

FMT.GNP231.1

FMT.GNP096

'MT.166.0.03.28.11.0.
'MT.166.0.03.30.11.0.

MT.166.0.03.15.11.0.

MT.155.0.03.28.00.0.

MT.155.0.03.30.00.0.

MT.155.0.03.15.00.0.

'MT.124.0.05.19.01.0.

MT.124.0.05.19.01.3.

'MT.123.0.05.19.01.0.

MT.123.0.05.19.01.3.

'MT.141.0.05.19.01.0.

FMT.141.0.05.19.01.3.

'MT.130.0.05.19.01.0.

deHunanaHuHruapokcunasa PAH: Argd08Trp

deHunnanaHmHrugpokcunasa PAH: lle65Asn (lle65Thr; lle65Ser)
deHunanaHuHrngpokcmunasa PAH: IVS10-11g>a

deHunanaHuHruapokcunasa PAH: IVS12+1g>a

deHunanaHmHrnagpokemnasa PAH: Pro281Leu (P281L)

dubpuHoreH (KoarynaumoHHblit dpaktop 1) FGB: C-148T

dubpuHoreH (KoarynaumoHHblit dpaktop 1) FGB: G-455A (G-467A)
DONNMKYNOCTUMYAMPYIOLLMIA rOpMOH, 6eTa noaunenTtug FSHB: Tyr76Ter (Tyr94Ter;
Y76X; Y94X)

XemokuH RANTES CCL5: G-403A; G-470A

Xumasa 1 CMA1: G-1903A (BstXI-polymorphism)

Lutoxpom P450, cemeiicteo 2, nogcemeiictso C, noaunentng 9 CYP2C9: CYP2C9*2
(Arg144Cys; R144C)

LUutoxpom P450, cemeiicteo 2, nogcemericteo C, noaunentng 9 CYP2C9: CYP2C9*3
(le359Leu; 1359L)

Liutoxpom P450, cemelictso 2, noacemeiictso E, nonvnentug 1 CYP2E1: C-1053T
(CYP2E1*5B)

Liutoxpom P450, cemelictso 2, noacemerictso E, nonunentug 1 CYP2EL: G-1293C
(CYP2E1*5B)

YeKnonHT-KMHasa 2 CHEK2: 1-bp Del, 1100C (1100DelC)

YeKnonHT-KMHasa 2 CHEK2: Arg181His (R181H)

YeknonHT-KMHasa 2 CHEK2: Glu239Lys/Ter (E239K/X)

YeKnonHT-KMHasa 2 CHEK2: Ile157Thr (1157T)

JHAOTENNANbHAA CUHTa3a OKcuaa asoTa, Tun 3 NOS3: 4b/a VNTR polymorphism
(4a/4b)

SHOOoTeNnanbHaA CMHTasa okcuaa asora, Tmn 3 NOS3: T-786C

Anokeuarnaponasa 1 EPHX1: His139Arg (A416G)

Anokenarnaponasa 1 EPHX1: Tyr113His (Y113H)

JcTporeHosbli peuenTtop 1 ESR1: Btgl Polymorphism (G2014A)

cTporeHosblit peuentop 1 ESR1: Pvull (T-397C)

TunuposaHue HLA DQ2/DQ8 npu Lenvakum

OnpepeneHune skcnpeccumn reHa PCA3

cTporeHosblit peuentop 1 ESR1: Xbal Polymorphism (A-351G)

HewHBa3uBHbI NpeHaTanbHbli TecT (HUMT) NaHopama CTaHZapT c onpeaenequs
nona

HenHBa3uBHbI NpeHaTanbHbii TecT (HUMT) NaHopama CtaHaapT 6e3 onpesenexun
nona

HenHBa3uBHbI NpeHaTanbHbli TecT (HUMT) NaHopama PaclumpeHHblit ¢
onpefeneHuna nona

HenHBa3uBHbI NpeHaTanbHbli TecT (HUMT) NaHopama PaclumpeHHblit 6e3
onpefeneHuna nona

[marHoctvka Ph-HeraTMBHbIX XPOHUYECKMX MMenonpoindepaTMsHbIX
3abonesaHunii. Mytauma AHyc-knHasbl 2 JAK2 Val617Phe (KonnyecTBeHHbIM aHanus)
17.MUKPOBNO/IOTMYECKAA ONATHOCTUKA

17.01.TON-UCCNEAOBAHUA

17.01.01. MUKPOCKOMUYECKUE UCCNTEAOBAHUA

MMKpOCKONWYecKkoe UccnesoBaHue BOAOC Ha rpubbl

MMKpOCKONWYecKoe UccnesoBaHne COCKoba C KOXKM Ha rpubbl

MMKpOCKONMYecKoe UccnesoBaHme Cockoba C HOrTeBOM NAACTUHbI Ha rpubbl
17.01.02. MUKOJTOTUYECKUE UCCNTEQOBAHUA

MuKonoruyeckoe ucciesoBaHue BoaoC Ha gepmatomuueTsl (Trichophyton spp.,
Microsporum spp., Epidermophyton spp.)

MuKonoruyeckoe ucciesoBaHne cockoba C KOXM Ha AepMaTOMULETbI
(Trichophyton spp., Microsporum spp., Epidermophyton spp.)

MwuKonoruyeckoe nccneaosBaHve cockoba ¢ HOrTeBol NAACTUHDI Ha
aepmatomuuetsl (Trichophyton spp., Microsporum spp., Epidermophyton spp.)
17.01.03. MMKPOBUOJIOTUYECKME NCCNEAOBAHNA
17.01.02.01.MUKPOBMOJ/TIOTMYECKAA AUATHOCTUKA MUKPO®IOPLI KENYAKA
N KULLEYHUNKA

MuKpO6MOIOrMYecKas AMarHOCTKa AMCBAKTEPHUO3a KULIEYHWMKA C OMPeseneHnem
UyBCTBUTE/IbHOCTU BO3BYAMTENA K aHTUBaKTepMaibHbIM npenaparam
MuKpo6rOoaOrMyecKan AMarHOCTVKa AMCBaKTePUO3a KULIEYHWMKA C ONpeseneHnem
4yBCTBUTENBHOCTU BO36YAUTENA K aHTUBAKTEPHUANbHBIM NpenapaTtam u
6akTepuodaram

Moces Ha Bo36yauTeneit kuweyHow rpynnsl (Shigella spp., Salmonella spp.) c a/6
4yBCTBUTENBHOCTU

Moces Ha Bo36yauTenei KuweyHoi rpynnbl Shigella spp., Salmonella spp.) c a/6 u
barouyBCTBUTENIBHOCTBIO

Moces Kana Ha 3010TUCTLIN cTadMNOKOKK (Staphylococcus aureus) ¢ onpegeneHmem
UyBCTBUTE/IbHOCTU BO3BYAMTENA K aHTUBaKTepMaibHbIM npenaparam

MoceB Kana Ha 3010TUCTbIN cTapuNOKOKK (Staphylococcus aureus) c onpeaeneHvem
4yBCTBUTENbHOCTU BO36YAUTENA K aHTUBAKTepHUaNbHBIM NpenapaTtam u
6akTepuodaram

Moces Kana Ha knoctpuamn (Clostridium difficile) c onpeaenennem
4yBCTBUTENbHOCTU BO36YAUTENA K aHTUBAKTepPHUaibHBIM NpenapaTam
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MT.120.0.05.19.01.0.

FMT.183.0.

'MT.120.0.05.19.01.3.

'MT.170.0.01.39.01.3.

fMT.170.0.01.39.02.3.

'MT.140.0.01.05.01.0.

MT.120.4.01.05.01.0.

MT.120.4.01.05.01.3.

'MT.139.0.01.05.01.0.

fMT.121.0.01.26.01.0.

MT.140.0.01.26.01.0.

'MT.120.4.01.26.01.0.

'MT.120.4.01.26.01.3.

'MT.139.0.01.26.01.0.

[MT.121.0.01.27.01.0.

'MT.140.0.01.27.01.0.

[MT.120.4.01.27.01.0.

[MT.120.4.01.27.01.3.

MT.139.0.01.27.01.0.

MT.120.1.06.24.01.0.

[MT.120.1.06.24.01.3.

MT.120.4.09.22.01.0.

'MT.120.4.09.22.01.3.

MT.121.0.01.06.01.0.

MT.120.6.01.06.01.0.

MT.120.6.01.06.01.3.

'MT.120.6.01.12.01.0.

'MT.120.6.01.12.01.3.

MoceB Kana Ha MUKpodAopY C onpeaeneHnem YyBCTBUTENbHOCTU BO36yAUTENA K
aHTMbaKTepuanbHbIM NpenapaTtam

KomnneKkcHas AMArHOCTUKa KuweyHbix MHdeKLmi (Moces Kana Ha mukpodaopy,
Moces Ha rpubbl p.Candida, PoTasupyc (Rotavirus, aMapeiHbiii cuHapom),
aHTUreHHbIM TecT, AaeHosupyc (Adenovirus, AuMapenHblit CMHAPOM), aHTUTEHHbI
Tect, lambaum (Giardia liamblia, anapeiHbiit cMHAPOM), aHTUTEHHDBIN TecT , TOKCUH
A (Clostridium difficile, ncesaomem6paHHbI KOAWUT), aHTUTEHHBIV TeCT

MoceB Kana Ha MUKpodaopy C onpeaeneHnem YyBCTBUTENbHOCTU BO36bYANUTENSA K
aHTMBaKTepuanbHbIM Npenapatam u 6akteprodaram
17.01.02.02.MUKPOBMONOTNYECKAA ANATHOCTUKA MUKPO®/IOPDI
MOYEMO/IOBON CUCTEMbI

KomnnekcHoe uccnepoBaHne MUKpodpaopbl yporeHUTasibHoro TpakTa ¢
onpeaeneHvem YyBCTBUTENbHOCTU BO3ByAUTENA K aHTUBaKTepUanbHbIM
npenapatam v 6aktepuoparam

KomnnekcHoe nccneposaHne MUKpodpaopbl yporeHUTasbHOro TpakTa ¢
onpeaeneHVem YyBCTBUTENbHOCTU BO3BYANTENA K paclUMPEHHOMY CEKTPY
aHTMbaKTepManbHbIX NpenapaTam

Moces ¥3 BAaranuuwa Ha mMukonaasmy xomuuuc (Mycoplasma hominis) ¢
onpeaeneHvem YyBCTBUTENbHOCTU BO3ByAUTENA K aHTMBaKTepUanbHbIM
npenaparam

Moces u3 BnaranuwLa Ha MUKpodIopy € onpeaeseHnem YyBCTBUTENbHOCTH
B036yAnTeNs K aHTUBaKTepManbHbIM Npenapatam

Moces w3 Bnaranuwa Ha MMKPodopy C onpeaeseHnem YyBCTBUTENBHOCTU
B036yauTens K aHTubakTepuanbHbiM NpenapaTtam u 6akteprodaram
Moces 3 BnaranuLa Ha ypeannasmy ypeanutukym (Ureaplasma urealiticum) c
onpeaeneHMem YyBCTBUTENbHOCTM BO3BYANTENA K aHTUOAKTePUabHbIM
npenapatam

Moces U3 ypeTpbl Ha aHaaPO6HY MUKPODNOPY C ONpeseneHnem
4yBCTBUTENIbHOCTU BO3BYAUTENA K aHTUBaKTepHUaibHbIM Npenapatam
MNoceB u3 ypeTpbl Ha MMKonAasMmy xomuuuc (Mycoplasma hominis) ¢
onpeaeneHvem YyBCTBUTENbHOCTU BO3OyAUTENA K aHTMBaKTepuanbHbIM
npenaparam

MoceB w3 ypeTpbl Ha MUKpodAOpY € onpeseneHnem YyBCTBUTENbHOCTU
B036yanTeNs K aHTMbaKTEPUANbHBIM NpenapaTam

Moces u3 ypeTpbl Ha MUKpOdAOpY € onpeseneHnem YyBCTBUTENbHOCTU
B036byauTens K aHTubakTepuanbHbiM NpenapaTtam u 6akteprodaram
Moces U3 ypeTpbl Ha ypeannasmy ypeanutukym (Ureaplasma urealiticum) ¢
onpeaeneHnem YyBCTBUTENbHOCTM BO3BYANTENA K aHTUOAKTepUaIbHbIM
npenapatam

MoceB U3 LEEPBMKaAILHOTO KaHaia Ha aHaspobHYIO MUKpodOpY C onpeaeneHnem
4yBCTBUTE/IbHOCTU BO3DYAMTENA K aHTUBaKTepMaibHbIM Npenapatam

Moces U3 LEPBMKANLHOTO KaHaa Ha MUKoOMNAa3My XxomuHuc (Mycoplasma hominis)
c onpeseneHnem YyBCTBUTENbHOCTU BO36YAMTENA K aHTUOaKTepUanbHbIM
npenapartam

MoceB M3 LLepBUKaANbHOTO KaHaia Ha MUKpodaopy € onpeaeneHnem
4yBCTBUTENbHOCTU BO36YAMTENA K aHTUBaKTepuanbHbIM NpenapaTtam

MoceB U3 LEePBMKaANLHOTO KaHana Ha MUKPObNOPY C onpeaeneHnem
4yBCTBUTE/IbHOCTU BO3DYAMTENA K aHTUBaKTepMUaibHbIM NpenapaTtam 1
6akTepuodaram

lMoceB U3 LEePBMKaAILHOTO KaHaa Ha ypeaniasmy ypeanutukym (Ureaplasma
urealiticum) c onpeaeneHnem 4yBCTBUTENBHOCTM BO3OYAUTENA K
aHTMbaKTepManbHbIM Npenapatam

MoceB MoO4YM Ha MUKPOPAOPY C onpeaeneHnem HYyBCTBUTEILHOCTU BO3byanTens K
aHTMbaKTepuanbHbLIM NpenapaTam

MoceB Mo4YM Ha MUKPOPAOPY C onpeaeneHnem HYyBCTBUTEILHOCTU BO3byanTens K
aHTMbaKTepranbHbLIM NpenapaTam u 6aktepumodparam

MoceB cekpeTa NpocTaTbl Ha MUKPODAOPY C ONpeseneHnemM HYyBCTBUTEIbHOCTH
BO36yAWTENA K aHTUBaKTEPUANbHBIM NpenapaTam

MoceB cekpeTa NpocTaTbl Ha MUKPODIOPY C ONpeseneHnem YyBCTBUTENbHOCTU
B036yAuTeNs K aHTMbaKTeprasbHbIM npenapaTtam u 6aktepmodaram
17.01.02.03.MUKPOBNO/TIOTUYECKAA ANATHOCTUKA MUKPO®/IOPbI
OTAENAEMOTO YXA U TNIA3A

Moces u3 N1€BOrO rNa3a Ha aHaspO6HY MUKpOGOpYy € onpeaeneHnem
4yBCTBUTENbHOCTU BO36YAMTENA K aHTMBaKTepuanbHbIM NpenapaTtam

Moces u3 neBoro rnasa Ha MyMKpodaopy ¢ onpeseneHnem YyBCTBUTENbHOCTU
BO36yAnTeNs K aHTUBaKTepMasbHbIM NpenapaTam

Moces 13 neBoro rnasa Ha MUKpPodIopy ¢ onpeaeneHnem YyBCTBUTENBHOCTU
BO36yAWTENA K aHTUBaKTEPUANbHBIM NpenapaTam u 6akteprodparam

Moces 13 NEBOTO yxa Ha MUKPOGIOPY C ONpeaeNeHneM YyBCTBUTENBHOCTM
B036YyAnTENA K aHTMBAKTEPMANbHBIM NpenapaTam

Moces u3 1eBOro yxa Ha MUKPOdIopY C onpeseneHnem YyBCTBUTENBHOCTU
B036yAuTeNs K aHTMbaKTepranbHbIM nNpenapatam u 6aktepmodaram
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A12.20.001
A26.26.023
A12.20.001
A12.20.001
A26.09.025
A26.09.025

A26.01.023

A26.23.012

fMT.121.0.01.07.01.0.

'MT.120.6.01.07.01.0.

'MT.120.6.01.07.01.3.

MT.120.6.01.13.01.0.

FMT.120.6.01.13.01.3.

'MT.141.0.01.10.01.0.

MT.120.2.01.10.01.0.

fMT.120.2.01.10.01.3.

MT.142.0.01.10.01.0.

'MT.141.0.01.16.01.0.

fMT.120.2.01.16.01.0.

fMT.120.2.01.16.01.3.

MT.120.3.07.35.01.0.

fMT.142.0.01.10.01.3.

'MT.120.5.04.08.01.0.

MT.120.5.04.08.01.3.

MT.120.5.04.09.01.0.

MT.120.5.04.09.01.3.

fMT.121.0.01.21.01.0.

[MT.120.7.01.21.01.0.

[MT.120.7.01.21.01.3.

"MT.122.0.10.31.00.0.

FMT.168.0.
FMT.166.0.
rMT.167.0.
FMT.165.0.
FMT.153.0.
FMT.152.0.

FMT.155.0.

FMT.154.0.

Moces 13 NPaBOro rnasa Ha aHaspobHyo MUKpodopy C onpeaeneHnem
UyBCTBUTENIbHOCTU BO36YAUTENS K aHTUBaKTepMaibHbIM Npenapatam

Moces 13 NPaBoro rnasa Ha MUKPOGIopy C onpeaeneHMeM YyBCTBUTENbHOCTH
BO36yanTENA K aHTUBAKTEPUANbHBIM NpenapaTam

MoceB 3 NpaBoro rnasa Ha MUKPoOGAOPY C onpeseneHUem YyBCTBUTENbHOCTU
BO3byaWTENA K aHTMDaKTepMaibHbIM Npenapatam u baktepnodaram

MoceB 13 NpaBoro yxa Ha MUKpPodAopyY C onpeseneHnem YyBCTBUTENbHOCTU
B036yAnTeNs K aHTUBaKTepManbHbIM Npenapatam

MoceB 13 NpaBoro yxa Ha MUKpPopAopy C onpeaeneHnem YyBCTBUTENbHOCTH
B036yauTeNs K aHTMbaKTepUanbHbIM NpenapaTtam u 6akteprodaram
17.01.02.04.MUKPOBMONOTNYECKAA ANATHOCTUKA MUKPO®/IOPbI BEPXHUX U
HUMKHWUX ObIXATE/IbHBIX NYTEN

MoceBs ¥3 3eBa Ha 30/10TUCTbIN CTadpMAOKOKK (Staphylococcus aureus) ¢
onpeaeneHvem YyBCTBUTENbHOCTU BO3ByAUTENA K aHTMBaKTepUanbHbIM
npenaparam

Moces u3 3eBa Ha MMKPOdIOPY C ONpeaeneHnem YyBCTBUTENbHOCTM BO36yauTena K
aHTMbaKTepuanbHbIM NpenapaTtam

Moces u3 3eBa Ha MMKPOdIOPY C ONpeaeneHnem YyBCTBUTEIbHOCTM BO36yauTena K
aHTMbaKTepuanbHbIM NpenapaTam v 6aktepuodparam

MoceBs v3 3eBa Ha MMOrEHHBbIN CTPENTOKOKK (Streptococcus pyogenes) ¢
onpeaeneHvem YyBCTBUTENbHOCTU BO3OyANTENA K aHTMBaKTepUanbHbIM
npenaparam

Moces 13 Hoca Ha 3010TUCTbIN cTadUNOKOKK (Staphylococcus aureus) ¢
onpeaeneHvem YyBCTBUTENbHOCTU BO3BYyANTENA K aHTMBaKTepUanbHbIM
npenaparam

Moces 13 Hoca Ha MUKPOdIOPY C ONpeaeeHNeM YyBCTBUTEILHOCTM BO36yauTeNs K
aHTMbaKTepuManbHbIM NpenapaTtam

Moces 13 Hoca Ha MUKPOdIOPY C ONpeaeeHNeM YyBCTBUTEILHOCTM BO36yauTeNs K
aHTMbaKTepuanbHbIM NpenapaTtam v 6aktepuodparam

MoceB MOKPOTbI HA MUKPOGAOPY C onpeaeneHnem YyBCTBUTENbHOCTU BO3ByanTens
K aHTMBaKTepuanbHbIM NpenapaTam

MoceB Ha MMOreHHbIN CTPENTOKOKK (Streptococcus pyogenes) ¢ onpeaeneHmem
4yBCTBUTENbHOCTU BO36YAUTENA K aHTMBaKTepManbHbiM NpenapaTam v
6akTepuodaram

17.01.02.05.MUKPOBNONOTMYECKAA OUNATHOCTUKA MUKPOD/10PbI TPYAHOTO
MOJIOKA

Moces rpyZAHOro MO/IOKa IEBOW FPyAM Ha MUKPOGAOPY C onpeaeneHuem
YyBCTBUTENbHOCTU BO36YAUTENA K aHTUBaKTepuanbHbIM NpenapaTtam
Moces rpyAHOro MOOKA NI€BOM FPYAM Ha MUKpPObOPY C onpeaeneHmem
UYBCTBUTE/IbHOCTU BO3BYAUTENA K aHTUBAKTepUanbHbIM Npenaparam u
6aktepuodaram

MoceB rpyAHOro MOJIOKa NPaBOM rpyay Ha MUKPODNOPY C onpeseneHnem
4yBCTBUTENILHOCTU BO3BYAUTENA K aHTUBaKTepHUaibHbIM Npenapatam

Moces rpyAHOro MOIOKa NPaBoM rpyam Ha MUKPObAOPY C onpeseneHnem
UYBCTBUTE/IbHOCTU BO3BYAUTENA K aHTUBAKTepHUaNbHbIM Npenaparam u
6aktepuodaram

17.01.02.06.MUKPOBNO/OTMYECKAA ONATHOCTUKA MUKPOD/I0Pbl PAHEBOTO
OTAENAEMOTO

Moces 0TAENAEMOr0 paHbl Ha aHa3pPo6HY0 MUKPOGIOPY C onpeseneHnem
UyBCTBUTE/IbHOCTU BO36YANTENA K aHTMBaKTepHanbHbIM NpenapaTtam

Moces 0TAENAEMOrO paHbl Ha MUKPOGAOPY C ONpeaeNeHnemM YyBCTBUTENBHOCTM
B036yAnTeNA K aHTUBaKTepManbHbIM Npenapatam

MoceB oTAENAEMOr0 paHbl HA MUKPObNOPY C oNpeaeeHnem YyBCTBUTEIbHOCTU
B036yAuTeNs K aHTMBaKTepWasbHbIM NpenapaTtam u 6aktepmodaram

17.01.02.07.MUKPOBNOJTOTMYECKAA ANATHOCTUKA KPOBU N MYHKTATOB
MoceB KpoBM Ha aapo6HyLO M aHaapobHy MUKpodopy

17.02. OCHOBHbIE NCCNEAOBAHUA

17.02.01.MUKPOCKOMWUYECKUE MCCNEOOBAHUA

MWUKpoCKonuyecKkoe nccnepoBaHve maska c oKpackoit no pamy (c oueHKow no
WwKane HotogxeHTa)

MWuKpocKonuyeckoe nccneaoBaHve Ha rpmbebl

MWKpoCcKonuyecKkoe nccnepoBaHWe HaTMBHOMO Maska C OKpackol no Mpamy
MWKpOCKoNU4ecKkoe nccnepoBaHne HaTMUBHOMO maTepuana
17.02.02.MUKOJIOT'MYECKUE NCCTEAOBAHUA

MwuKonoruyeckoe nuccnegosarme Ha acneprunnbl (Aspergillus spp.)
MuKonoruyeckoe uccnegosarme Ha rpubbl p. Candida

MuKonoruyeckoe nccnepoBaHve Ha gepmatomuuetsbl (Trichophyton spp.,
Microsporum spp., Epidermophyton spp.)

MuKonoruyeckoe nccnepoBaHve Ha KpUNTOKOKK (Cryptococcus neoformans)
17.02.03.MUKPOBNOJTOTMYECKUE UCCNTEQOBAHUA
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A26.05.016.001

A26.19.006

A26.30.009
A26.14.002
A26.19.008
A26.28.003
A26.30.002
A26.05.001

A26.20.050

A26.19.045
A26.08.001
A26.20.008

A26.26.002
A26.28.007

A26.19.004
A26.19.005
A26.28.031
A26.19.007

A26.09.015

A26.09.009
A26.20.008
A26.23.002

A26.08.015
A26.19.003
A26.21.047
A26.09.002
A26.21.004
A26.21.004
A26.19.001
A26.19.078

A26.08.005
A26.26.004
A26.09.010

A26.02.001
A26.21.026
A26.26.009

A26.30.004.001
A26.30.006
A26.30.004.004

A26.30.004.010

A26.30.004

A26.30.004

A26.19.090
A26.08.074

A26.19.093

A26.19.097

A26.19.096
A26.19.090
A26.19.089
A26.08.070

FMT.133.0.
'MT.170.0.
FMT.124.0.
FMT.134.0.
FMT.151.0.

fMT.171.0.01.05.01.0.

rMT.171.0.
FMT.120.5.
FMT.120.9.
fMT.120.0.
FMT.120.1.
rMT.121.0.
rMT.122.0.

rMT.173.0.

rMT.123.0.

'MT.150.0.
FMT.144.0.
rMT.137.0.
FMT.143.0.
FMT.136.0.
FMT.135.0.
FMT.141.0.
rMT.132.0.
FMT.129.0.
FMT.126.0.
'MT.130.0.

MT.145.0.

FMT.147.0.
FMT.131.0.
MT.146.0.
MT.140.0.
FMT.142.0.
rMT.127.0.
fMT.138.0.
MT.148.0.
FMT.139.0.
rMT.172.0.
rMT.128.0.
FMT.125.0.

FMT.120.2.
FMT.120.6.
FMT.120.3.

FMT.120.7.
FMT.120.4.
FMT.120.8.

rMT.01.
FMT.03.
rMT.02.

MT.05.

MT.06.

FMT.09.

MT.08.
rMT.07.
rMT.04.
'MT.157.0.
'MT.163.0.
fMT.176.0.

MT.158.0.

'MT.159.0.
'MT.175.0.
'MT.156.0.
'MT.162.0.

[lMarHocTvKa NULLEeBbIX TOKCMKOUHdEKLMi

KomnnekcHoe nccnepoBaHue MUKPOdaopbl yporeHUTaibHOro TpakTa
MuKpobronoruyeckas AMarHocTvka aucbaktepmosa KuleyHuKa
MwuKpobronornyeckas AMarHoCTMKa KMLeyYHbIX MHPeKLMi
MuKpobronoruyeckas AMarHocTvkKa xonepbl

MwuKpo6roLEeHO3 BAaranuLLa c onpeseneHmMem YyBcTBUTENbHOCTU BO36yauTeNs K
aHTMbaKTepuanbHbIM NpenapaTtam

MuKpoburoLeHo3 Bnaranuiya

MoceB rpyZiHOro MosiI0Ka Ha MUKpodaopy

MoceB kenun Ha mukpodaopy

Moces Kana Ha MUKpodaopy

MoceB Mmoun Ha MuKpodnopy

MoceB Ha aHa3pobHyO MUKpodropy

MoceB Ha aapobHyO U aHa3POBHYO MUKpodnopy

MoceB Ha 6eTa-remonnTUYECcKMin CTPENTOKOKK rpynnbl B (Streptococcus agalactiae)

MNoces Ha Bo3byauTene kuweyHoi rpynnsi (Shigella spp., Salmonella spp
MNoces Ha Bo36yauTena 6otyamnsma (Clostridium botulinum)
MNoces Ha Bo3byautena gudtepum (Corynebacterium diphtheriae)
MNoces Ha rapgHepennés (Gardnerella vaginalis)

MNoces Ha remodubHyto nHdpekumio (Haemophilus influenzae)
MNoces Ha roHopeto (Neisseria gonorrhoeae)

Moces Ha rpubbl p.Candida

MoceB Ha 3010TUCTbIN cTadUNOKOKK (Staphylococcus aureus)
Moces Ha nepcnHunos (Yersinia spp.)

Moces Ha kamnunobakTtepnos (Campylobacter spp.)

MoceB Ha KuweyHyto nanouky (Escherichia coli 0157:H7)

Moces Ha knoctpuaum (Clostridium difficile)

Moces Ha KokAowW 1 napakokatow (Bordetella pertussis, Bordetella parapertussis)
Moces Ha nervoHennés (Legionella)

Moces Ha anctepunos (L.monocytogenes)

Moces Ha meHuHTUT (Neisseria meningitidis)

Moces Ha MUKonnasmy xomuHuc (Mycoplasma hominis)
MoceB Ha NMOTeHHbI CTPENTOKOKK (Streptococcus pyogenes)
Moces Ha canbMoHennes (Salmonella spp.)

Moces Ha TpuxomoHo3 (Trichomonas vaginalis)

Moces Ha Ty6epkynes (Mycobacterium tuberculosis)

Moces Ha ypeanna3my ypeanutukym (Ureaplasma urealiticum)
MoceB Ha ypeannasmy ypeanuTukym v MUKONAasmy XOMUHUC
Moces Ha wurennes (Shigella spp.)

Moces Ha 3wepmxunos (Escherichia spp.)

MoceB OTAENAEMOrO BEPXHUX [bIXaTe/bHbIX NyTei Ha MUKpodaopy (Hoc, 3eB)
Moces oTAensemoro rnas, ywei Ha mukpodaopy

MoceB OTAENAEMOrO HUXKHUX [bIXaTe/bHbIX NyTel Ha MUKpodaopy (Tpaxes,
6pOHXM)

MoceB 0TAENAEMOrO paHbl HA MUKPOdIOPY

MoceB OTAENAEMOr0 YPOreHUTaNbHOTO TPaKTa Ha MUKpodIopy

MoceB NyHKTaTOB Ha MUKpPOdNOPY

17.02.04. AONONHUTE/IbHBIE UCCNEAOBAHUA

OnpegfeneHve YyBCTBUTENIbHOCTY BO3BYAUTENA K aHTMBAKTEpPUaNbHbIM NpenapaTtam
(Bam)

OnpepeneHve YyBCTBUTENBHOCTM BO3byauTeNna K baktepnodparam
OnpegfeneHve YyBCTBUTENIbHOCTY BO3BYAUTENA K PACLUIMPEHHOMY CMEKTPY
aHTMBaKTepHanbHbIX NpenapaTos

OnpepgeneHune 4yBCTBUTENILHOCTU K aHTUBaKTepuanbHbiM npenapaTtam ESBL-
LITaMMOB

OnpepgeneHune H4yBCTBUTENIBHOCTM K aHTUbaKTepuanbHbiM npenapatam MRSA-
LITaMMOB

OnpefeneHve YyBCTBUTENIbHOCTU K aHTUBaKTepHanbHbIM NpenapaTtam BCero
CMNEeKTPa BblAeNEHHOW MUKPOdNOPbI

OnpepgeneHune HyBCTBUTENIBHOCTU K @aHTUMUKOTUKAM C UCMO/Ib30BaHUEM TeCT-
cuctem "Fungitest”

OnpepgeneHune HYyBCTBUTENIBHOCTU K @aHTUMUKOTMYECKMM NpenapaTam
darotunusauma ctadunoKoKKa

17.02.05.AHTUTEHHbIE TECTbI, 3KCMPECC-AHA/IN3bI

ApeHosupyc (Adenovirus, AMapeliHbli CUHAPOM), aHTUFEHHBIN TECT
WHdntoeHua A+B (Influenza A+B, rpunn), aHTUreHHbIN TecT

WUccneposanue Ha Escherichia coli 0157:H7 (anapeliHblit CMHAPOM), aHTUrEHHBbIN
Tect

Kpuntocnopuauu napsym (Cryptosporidium parvum, auapeiiHblit cuHapom),
QHTUTEeHHBbIN TecT

Nambnum (Giardia liamblia, avapeiHblii cMUHAPOM), @aHTUTEHHBIV TecT
O6HapyKeHNe poTaBUPYCOB M a€HOBUPYCOB, aHTUTEHHbIV TecT

PoTasupyc (Rotavirus, AMapeiHblii CUHAPOM), aHTUTEHHbIV TeCT
CTpenToKoKKa rp.A (Streptococcus pyogenes), aHTUreHHbIl TecT
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A26.20.042 MT.161.0. CTpenToKokKa rp.B (Streptococcus agalactiae), aHTUreHHbI Tect 3 1270

A26.19.081 MT.160.0.
TokeuH A (Clostridium difficile, ncesaomembpaHHbIi KOAWUT), aHTUrEHHbIN TECT 3 1270

A26.19.095 MT.186.0.
TokcuH A n B (Clostridium difficile, ncesgomembpaHHbIit KONUT),aHTUrEHHbIN TecT 3 1840



